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Sample Country
PF1072-C  Ghana
PFO456-C  Ghana
SPT36624  Ghana
SPT35114  Gambia
QMO0036-C ~ Madagascar
PA0223-C  Guinea
QW0020-CW Gabon
PZ0007-C  Uganda
RCNOB298  Congo DR
PAD219-C  Guinea
SPT41019  Ghana
SPT15035  Ghana
PFO454.C  Ghana
SPT15471  Tanzania
PFO304-C  Ghana
PM0293-C  Mali
QQO063-C  Ivory Coast
PMO549-CW  Mali
SPT15041  Ghana
PAO169-C  Guinea
PAO136-C  Guinea
SPT36677  Ghana
SPT26910  Ghana
SPT15649  Tanzania
SPT14841  Ghana
PFOBAE-C  Ghana
SPT36110  Ghana
SPT00827  Mali
PT0168-C  Malawi
PT0169-C  Malawi
SPT36914  Ghana
SPT36254  Ghana
PA1324-Cw  Gambia
SPT36912  Ghana
SPT34363  Ghana
SPT15640  Tanzania
FPO092-C  Mauritania
PTO173-C Malawi
SPT15604  Tanzania
PT0302-C  Malawi
SPT15203  Ghana
SPT43252  Kenya
PAO215-C  Guinea
PT0177-C Malawi
PMOS51-CW  Mali
PA1328-Cw  Gambia
PF0S42-C Ghana
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Chr09:1205284
Chr09:1427697
Chrl4:3054932
Chr14:3183699
chr11:2001083
Chr08:1311901
Chr04:103881
Chr02:306406
hr13:145204
Chr01:563776
Chr02:784067
Chr03:865666
Chr06:851783
chr09:781952
Chr14:809757
Chr05:93127

Chr14:2668129
chr02:153549
hr07:714223
Chrl11:123946
Chr10:653563
Chr11:1862558
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AF1 DBLMSP TGATATACCACAATTTCTAAGGIGGTITAGAGAATGGGGAACATATGTTTGCAGCGAATATAAAAATAAGTTTGAGAATG
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