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Abstract 
The overall aim of the thesis was to assess the feasibility and utility of using 

blood collected on filter paper, dried blood spots (DBS), to improve patient 

management in remote settings. The use of DBS was evaluated for patient 

monitoring, quality assurance of point of care testing, and for surveillance to 

improve syndromic management. 

Systematic literature reviews, laboratory studies, and implementation of DBS 

based diagnostics were performed to answer these objectives. DBS is a feasi­

ble alternative to plasma in monitoring viral load in HIV patients on treatment. 

The type of filter paper, collection, storage and processing methods are criti­

cally important to obtain valid results for monitoring HIV. 

A DBS protocol was evaluated for syphilis serology, giving an adjusted sen­

sitivity and specificity of 97.7% and 99.4% compared to plasma. DBS was 

implemented as quality assurance for Point-of-care test (PaCT), which showed 

that health worker proficiency varied significantly between clinics, stressing 

the importance of quality assurance. 

Laboratory evaluations revealed the possibility of obtaining adequate sensi­

tivities to detect febrile illnesses; malaria, dengue, leptospira, B.bacilliform­

is, and chikungunya, but not for R. typhi and O.tsutsugamushi by DBS. When 

implemented in Peru, a local B.bacilliformis outbreak was identified which 

proved that DBS was more sensitive than the current surveillance method. 

The goal of this research was to determine whether DBS can improve patient 

management in remote settings. As new technologies are being developed 

rapidly, the use of simple and robust tools such as filter paper has continued 

to provide an affordable and reliable solution for clinical sample collection. 

While DBS is not the best sampling method, it is the simplicity and robustness 

that makes it useful in remote settings. This research showed that DBS can be 

used for monitoring HIV patient on antiretroviral therapy, the quality of syphi­

lis diagnosis, and determining the major causes of fever in children to improve 

recommendations for syndromic management. 
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Introduction 

Chapter 1 



1 Introduction 

1.1 INFECTIOUS DISEASES 

Infectious diseases are a major cause of morbidity and mortality worldwide, 

primarily affecting children and young adults. The burden of treatable 

infectious diseases is substantial and is one of the main causes of mortality 

in developing countries (1). Human im,munodefiC:iency virus (HIV), malaria, 

respiratory and diarrhoeal infections are the main infectious diseases 

causing illness in developing countries (2). 

The burden of infectious diseases is commonly measured in number of 

deaths, but the World Health Organisation (WHO) and the World Bank have 

suggested to measure the impact by Disability Adjusted Life Years (DALYs). 

This measure combines years of life lost, as well as the decreased quality of 

life into one figure. Infectious disease account for a staggering -325 million 

DALYs per year, according to WHO (2). While HIV is a significant contributor 

to this number, other sexually transmitted infections (STI) such as syphilis, 

which is responsible for an estimated 520,000 adversely affected pregnan-. 

des and neonates per year, should not be ignored (3). 

Most of these deaths are preventable if the infections are identified early 

and appropriately treated.Correct identification of infectious causes of ill­

ness without appropriate tools is a considerable obstacle to effective clini­

cal management in developing countries. 
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C lLJ pte r 1 - I n t r () due t ion 

1.2 PATIENT MANAGEMENT 

Patient management refers to the clinical care given to patients, including 

diagnosis and treatment, management forthe chronically ill, and other clinical 

services offered to the population or on individual level. Clinical diagnose~ 
are based on examination of signs, symptoms, and laboratory tests. 

"DiagnOSis is the act or process of identifying or determining 

the nature and cause of a disease or injury through evaluation 

of patient history, examination, and review of laboratory data" 

(The American Heritage- Dictionary of the English Language, Fourth Edition) 

While diagnoses .in developed countries rely heavily on diagnostic tests, this 

is not the case in many developing countries. The lack of laboratory support 

prevents clinicians from making accurate diagnoses and evidence based 

clinical decisions. For example, febrile children. are presumptively treated 

for malaria in areas of high endemicity, although their febrile illnesses may 

be caused by bacteria or viruses (4). 

Appropriate diagnostics could substantially improve the diagnosis and man­

agement of infectious diseases in developing countries and with appropri­

ate prevention and therapy, reduce their burden. Diagnostic tests are used 

for various purposes such as patient management, epidemiological studies 

providing surveillance of disease prevalence, outbreak investigation, guid­

ing of clinical decision making, drug and vaccine research, and to monitor 

progress towards disease elimination. During infectious disease outbreaks, 

accurate detection of the pathogen causing the outbreak can enhance and 

accelerate the response (5-7). The clinical management of malaria infected 

children when better laboratory tests became available is an example (8, 9). 

Diagnostic tests are an essential component in control and prevention strat­

egies in both developing and developed countries. More specifically, the use 

of diagnostic assays has become a key aspect of country policy guidelines 

and national public health strategies to red~ce morbidity and mortality in 

developing countries. Diagnostic~ are particularly useful in national public 

health strategies for the detection of 'sexually transmitted infections (STls) 
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Chapter 1 - introduction 

as most of these infections are asymptomatic. Undetected infections can 

result in serious complications such as infertility (10-13). 

Diagnostics for patient monitoring has become increasingly valuable in, 

treating infectious diseases, such as HIV, in which the disease needs to ~e 

monitored to ensure drug regiments adherence and identify emergence of 

drug resistance (14). 

Diagnostics are essential for the eUmination of infectious agents and vac­

cine development. As efforts to eUminate malaria in certain settings showed, 

sensitive and early detection of malaria cases are essential to prevent fur­

ther spread of Plasmodium species (15). Sensitive and specific diagnostics 

are particularly needed for the detection of malaria infections in symptom­

atic and asymptomatic carriers as disease prevalence and parasite density 

decrease. (16). 
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1.3 DIAGNOSTICS IN DEVELOPING COUNTRIES 

Disparities in the quality and accessibility of healthcare for patients around 

the world are vast and given the opportunities diagnostics offer, healthcare 

can be improved globally by increasing accessibility to diagnostics. Urdea 

et al. estimated the potential impact that accessible diagnostics would have 

for various infectious diseases (17). More accessible syphilis diagnostic 

tests that are at least 86% sensitive and 72% specific could save ~ 138,000 

adjusted life years and avert ~148,000 stillbirths (17). A new diagnostic test 

for chlamydia and gonorrhoea with a sensitivity and specificity of at least 

85% and 90%, could save three million DALYs and prevent >161,000 HIV 

infections among female se}( workers. 

Although millions of DALYs potentially saved when accessibility is improved," 

the difficult trade-off between sensitivity and accessibility of diagnostics is 

also shown. While assays (with close to 100% sensitivity and specificity) 

are commercially available for STls, these assays are often not suitable to 

be used in rural health settings (18). By accepting a loss in performance but 

gaining an increase in accessibility, a cost-effective and most importantly, . 

large health impact could be obtained (19, 20). 

Access to accurate diagnostics is often limited due to a variety of factors 

related to the clinical samples and diagnostic assays used. As most assays 

are developed and validated for laboratory settings in developed countries, 

environmental control and mechanical equipment requirements could lim­

it their use in developing countries. For blood based screening tests, ve­

nous blood needs to be obtained by a trained phlebotomist, centrifuged 

and shipped cold to a laboratory. Additionally, costs, technical complexity, 

source of electricity, cold storage requirements of kit reagents, laboratory 

infrastructure requirements, and the necessity of trained and skilled labora­

tory technicians could be reasons why certain assays are not used or appli­

cable in developing countries (1). 

To aid the development of d,iagnostics suitable for developing countries, 

characteristics of the ideal diagnostic tests were established and summarised 

as "ASSURED" (1). ASSURED is an acronym for; affordable, sensitive, specific, 
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user-friendly, rapid, equipment free and delivered to those who need it (1). 

The development of diagnostic assays fulfilling the ASSURED criteria has 

almost been achieved for the detection of certain infectious diseases. Syph­

ilis point of care tests (POCT), fulfils some of the ASSURED criteria, as these 

are affordable (less than US S 1) and provide a result within 20 minutes, al­

lowiDg patients to be tested and treated on the same day. As POCTs are 

stable at room temperature and do not require a~ditiorial equipment, they 

are highly accessible. As the use of POCT expands rapidly across the world, 

POCTs for HIV and in some cases syphilis are incorporated in governmental 

infectious disease programmes and have become the backbone of national 

routine screening services in various developing countries (10). However, as 

testing is decentralised, ensuring the proficiency of health care workers in 

performing the testing becomes more problematic. DBS can potentially play" 

an important role in quality assurance of POC testing. 
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1.4 EVALUATION OF DIAGNOSTICS IN DEVELOPING COUNTRIES 

Commercially available assays that are sold in the United States (US) 

or Europe need to obtain approval to be marketed by regulatory bodies, 

such as the United States Food & Drug Administration (FDA). FDA approval 
'( 

can be obtained when the product completes stringent tests successfully. 

Besides the evaluation of the sensitivity and specificity of a laboratory 

assay; robustness, accuracy, stability o~ reagents,. safety control, labelling, 

and package materials are assessed. Laboratories performing diagnostic 

tests ought to assure the quality by participating in regular External Quality 

Assurance (EQA) programmes. 

Even though commercially available assays approved by FDA are thoroughly 

validated, verification and validation is still needed when these assays are" 

implemented in any laboratory around the world (21). There are various fac­

tors influencing test performance that should be taken into account when 

applying diagnostics. Environmental influences, such as temperature, can 

profoundly affect the quality of kits, and affects sample integrity. Adequate 

training and, for some tests, subjectivity of reading the results can influence 

the reproducibility and reliability of a test (4). Additionally, co-infections, 

suppressed immune systems, and differences in characteristics of the pop­

ulation or pathogen, including genetic variation, are all factors influencing 

diagnostic testing (22, 23). Potentially one of the main reasons why assay 

performance differs from the manufacturer's claims is poor sample quality. 

Regardless of which test is used, poor quality samples will not provide trust­

worthy results. The evaluation of diagnostics in developing countries should 

cover the complete process of shipping kit reagents, collecting samples and 

performing tests in a representative setting where the test would be used. 

The Nature Reviews Microbiology 2006 supplement contains guidelines to 

aid laboratory technicians in validating diagnostic assays (24). 
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1.5 POTENTIAL USES OF DRIED BLOOD SPOTS TO IMPROVE 
PATIENT MANAGEMENT 

As mentioned in section 1.1, accessible diagnostics could substantially 

improve the diagnosis and management of infectious diseases in developing 

countries. POCTs are helping to increase accessibility of diagnostic tests fn 

developing countries, but there is still a large unmet need for improvement 

(4). As diagnostic assays and sample collection ~ethods are both limiting 

the use of laboratory based assays in developing countries, alternatives 

need to be found. Since the development of new diagnostic tests takes five 

to ten years (25), other solution needs to be sought to impro\:,e accessibility 

and applicability of existing diagnostics in developing countries in the near 

future. 

To improve patient management, an alternative sampling method to venous 

blood (i.e. dried hlood spots) was assessed, which can be easily collected, 

stored and transported to centralised laboratories. The collection of whole 

blood on filter paper i.e. dried blood spots (DBS) has shown to be a valuable 

tool for the collection and transportation of whole blood in various develop­

ing countries (26). As noted in Section 1.2, diagnostics are used for a variety 

of aspects in infectious disease control and prevention strategies, and playa 

pivotal role in many patient management services. Giyen the variety of un­

met needs for improvement in patient management, three purposes of diag­

nostics in patient management were selected for this thesis. These purposes 

are; patient monitoring for HIV viral load, quality assurance for POCT, and 

surveillance of causes of fever. The uses of DBS to improve accessibility and 

quality for each of the selected diagnostic purposes were assessed for in­

fectious diseases that are a major public health concern. Additionally, these 

three distinctive public health concerns were chosen potentially to enable 

transferability of the work to other infectious disease disciplines and health 

concerns. A more detailed description of the severity of the health concerns 

are given in the introduction of each chapter. 
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1.5.1 HIV PATIENT MONITORING AND EARLY INFANT DIAGNOSIS 

When HIV paCTs were rolled out, HIV testing became accessible in remote 

African locations (27). With the focus of international organisations as WHO 

and UNAIDS on making HIV treatment accessible for all HIV positive patients, 
'f 

patient monitoring need to be accessible as well (14). Methods such as 

CD4 counting and viral load measurements are essential for the initiation 

and management of the rapidly increasing number of HIV positive patients 

on antiretroviral therapy. Access to these tests in developing countries is 

a concern (28). It is not expected that CD4 counting or HIV VL assays will 

become available for use in remote locations within the coming few years 

(29). With over 8 million patients on Antiretroviral Treatment (ART), HIV VL 

monitoring is becoming increasingly essential to ensure compliance with .. 

drug regimens and that patients are switched to an effective treatment when 

resistance develops. While efforts are made to develop a pac H IV VL assay, 

alternative solutions are needed for now and the near future. The WHO is 

reviewing DBS as an option to improve access to viral load monitoring and 

early infant diagnosis (EID) by collecting samples remotely and performing 

tests at reference laboratories. In order to do this, the difficulties related 

to collection and transportation of plasma tubes need to be solved for use 

in remote settings as phlebotomists and cold storage, particularly during 

transportation, are not available or feasible. The use of filter paper for the 

collection of whole blood, DBS, has several advantages over venous blood 

collection. DBS can be implemented as an easy and inexpensive means 

'of collecting and storing blood specimens under field conditions, while 

blood is collected by finger or heel prick (30-34). The reduction in materials 

required, biological waste produced and the fqct that no phlebotomists are 

required at clinic level, considerably decreases the costs and ease of sample 

collection compared to venipuncture (35). DBS could potentially increase 

the accessibility of HIV VL and EID testing to re~ote areas (36':'38). 

1.5.2 QUALITY OF POeT 

Due to the fact that the use of paCT in developing countries is expanding 

rapidly, the need for a continuous quali'ty assurance (QA) method becomes 
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urgent (14). With paCT, testing performed by healthcare workers (HCWs) 

takes place at bed sides or at remote health clinics. Monitoring the quality 

by QA is, therefore, not always feasible. The potential risks of offering paCT 

without QA could have significant consequences. Because of the lack of QA 

and opportunity to retest a percentage of patients on a regular basis, the 

uncertainty and unawareness of the performance of paCTs are worrisome. To 

achieve the maximum potential of paCTs, QA syste~s need to be developed 

(4). DBS samples have been suggested as a suitable QA method for ensuring 

the quality of HIV paCTs, but this has not been evaluated in practice (39). 

1.5.3 SYNDROMIC DIAGNOSES 

WHO treatment guidelines for children are documented in the Integrated .. 

Management of Childhood Illnesses (IMCI) guidelines. The syndromic 

management of childhood illnesses is stated in these guidelines, to aid 

policy makers and healthcare practitioners in resource constrained settings. 

The guidelines state that, in malaria endemic regions, children should be 

treated for malaria when diagnosis is not available by laboratory testing 

or paCT. When malaria paCT was incorporated in the IMCI treatment 

guidelines, overtreatment of malaria became apparent in various regions of 

the world. Recent results indicate that malaria prevalence is decreasing while 

treatment is increasing (8, 40). Various "non-malarial" febrile pathogens can 

cause severe illness and in those cases appropriate treatment to prevent 

health consequences is required. The frequent overtreatment of malaria in 

areas where fever can be caused by dengue, rickettsia, and other febrile 

illnesses, leads to the unnecessary use of anti-malarials which in turn leads 

to a reduction in overall health benefits (41). n 

Distinguishing between benign and serious causes of fever in young chil­

dren is a cause of concern for HCWs all over the world. The differentiation 

between viral infection and "occult bacteremia" (clinically significant pres­

ence of bacteria in the blood stream) is the main distinction that mostly 

relies on laboratory tests (42).The great range of possible causes and often 

the lack of laboratory tests, forces-HC~s in developing countries to start 

treatment without clear evidence. 
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The bacterial or viral causes of fever in children often show epidemic, en­

demic and seasonal characteristics that can vary from area to area. These 

characteristics make diagnosis without laboratory support complex. When 

the incidence and prevalence of the various fever associated pathogens in 

children are monitored, care could be improved. Fever associated pathogens 

such as malaria, dengue, rickettsias, leptospira, or chikungunya would re­

quire surveillance to determine the prevalence an~ incidence accurately in 

febrile children from rural areas. Surveillance method should include locally 

prevalent infectious diseases. To give an example, Bartonella bacilliformis, 

is a life threatening febrile infection and outbreaks occur in Peru (43, 44). As 

the symptoms are relatively comparable to other febrile infectious diseases, 

such as malaria or dengue, B.bacilliformis remains misdiagnosed, and prev­

alence data are not available. 

To improve the syndromic management of febrile children, a surveillance 

system would be a suitable option to empower governments and clinicians 

with prevalence data, to develop evidence based guidelines, and provide 

children with agequate treatment. 
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1.6 AIMS AND OBJECTIVES 

Hypothesis: 

Chzlptcr 1 --Intrudu(ticil 

DBS can improve patient management in developing countries 

Objectives: 

1. To assess if patient management could be improved by using DBS 

samples. 

a. To conduct a systematic review of the published literature on 

the applicability of filter paper sampling in the diagnosis of 

infectious diseases. 

b. To conduct a systematic review of the applicability of DBS in 

HIV viral load patient monitoring and early HIV infant diagnosis. 

2. To assess if DBS can be used to assure the quality of point-of-care 

testing in developing countries. 

a. To evaluate syphilis POCT performance before implementing 

the quality assurance method. 

b. To evaluate DBS as an alternative sampling method· for 

obtaining quality control samples for syphilis. 

c. To implement central laboratory testing of DBS as a quality 

assurance method for HIV and syphilis POCT. 

3. To assess if DBS can be used for detecting causes of fever in children. 

a. To develop and implement a surveillance method based on 

DBS for identifying the infectious causes of fever in children, 

in a proof of concept study. 
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1.7 STUDY RATIONALE 

To address these objectives, the thesis requires a clear conceptual framework 

to harmonise and structure the research efforts of using DBS samples, 

potentially to improve clinical management in developing countries. 

Science is facts; just as houses are made of stones, so is 

science made of facts; but a pile' of stones is not a house 

and a collection of facts is not necessarily science. 

Henri Poincare (1854 - 1912) 

Although the use of DBS will be discussed in considerable detail, this thesis 

focuses on the possibility of improving clinical and laboratory based diag­

noses, and providing solutions to unmet needs in developing countries. 

A schematic overview of the objectives and methods is given in Figure 1.2. 

Figure 1.1: Schematic overview of the PhD thesis 

Hypothesis -

Objectives 

Method 

" -

Chapter ~ , 
,', 

Chapter 4, 5, 6 t: .. '~.'. :'.r •. I • 
Thesis 

To illustrate the objectives in Figure 1.2, objectives 1a and 1b are presented 

separately while grouped as one objective in the previous section (study 

rationale). 

26 



Chclptcr 1 - Introduction 

1.8 STRUCTURE OF THESIS 

The thesis consists of six chapters following the three objectives. Chapter 

2 describes the literature, to identify potential uses of DBS for diagnostics 

in developing countries. This chapter provides a complete overview of 

DBS utility for infectious diseases, specifically focused on the detection of 

infectious diseases by using nucleic acid or serology based assays. 

Chapters 3-6 comprises of four research papers, each with an introduction. 

In Chapter 3, the results of a systematic literature review are presented on 

the use of DBS for HIV viral load monitoring and HIV early infant diagnosis. 

Both Chapter two and three address objective 1 of the thesis. 

Objective 2 is covered by three research papers in Chapters 4-6. Chapter 4 .. 

depicts the evaluation of the performance and accessibility of two syphilis 

screening assays in Tanzania, and the trade-off between assay performance 

and accessibility is discussed in detail. Chapter 5· reports on the develop­

ment and validation of filter paper based Treponema pallidum antibody de­

tection. Chapter 6 describes the implementation of the method developed 

in Chapter 5 as a quality assurance method in Tanzania for syphilis and HIV 

POCT. 

Chapter 7 reports the assessment of DBS samples to improve clinical man- . 

agement potentially, through providing setting-specific information on the 

infectious causes of the syndrome of fever in children. Chapter 7 describes 

the proof-of-concept development of a surveillance method based on DBS 

for the causes of fever in children. The surveillance method was implement­

ed for the detection of Bartonella bacilliformis in Peru. 
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1.9 CONTRIBUTION OF THE CANDIDATE TO THE THESIS 

Chapter 2 contains two sections: the first section (overview of DBS methods) 

was independently designed and executed by the candidate, and the 

second (DBS systematic literature review) was undertaken by the candidate 

and Ivo Elliot. The systematic literature search was performed by the 

candidate in collaboration with Ivo Elliot and supervised by Paul Newton 

and the candidate's supervisors David Mabey and Rosanna Peeling. The first 

section will be used for the WHO technical brief on HIV VL on DBS, and the 

second section will be submitted to Lancet infectious diseases journal. The 

candidate will be first author, with an equal contribution note to Ivo Elliot 

as most of the work was done in duplicate, to make the literature review 

systematic. 

Chapter 3 was based on the assignment of WHO to perform a literature re­

view regarding the evaluation of HIV viral load methods. The literature re­

view will lead to a peer reviewed publication and technical brief. This was 

delegated by Rosanna Peeling to the candidate and Kimberly Sollis. The can­

didate initiated an additional literature review for HIV viral load measure­

ments on DBS samples. When WHO reviewed the additional DBS sections, a 

separate article and technical brief for DBS was requested. Only the DBS lit­

erature review is included i~ Chapter 3. The systematic literature review for· 

HIV VL and EID for DBS samples was performed by the candidate, Kimberly 

Sollis proof read earlier versions of the manuscript. The literature review 

was supervised by Rosanna Peeling. 

It is amazing what you can accomplish if 
you do not care who gets the credit 

Harry S Truman (1884 - 1972) 

The work conducted on Chapters 4, 5 and 6 was linked to a research project 

funded by the Bill and Melinda Gates Foundation for the implementation of 

syphilis POCT in seven countries. Chapter 4 was developed by the candidate 

and supervised by his supervisors. ~he laboratory tests were executed in 

collaboration with laboratory technicians at National Institute for Medical 

Research (NIMR) and the TAZAMA team in Tanzania. The TAZAMA team (Jim 
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Todd, Basia Zaba, and Mark Urassa) were willing to share their samples for 

this project and contributed to the project proposal by obtaining ethical ap­

proval and making it possible to implement this project into their on-going 

study. Chapter 5 was developed by the candidate in collaboration with the 

candidate's supervisors, and the laboratory tests were performed in collabo-' 

ration with NIMR laboratory technicians. Chapter 6 was designed in collabo­

ration with the candidate's supervisors and perform~d in collaboration with 

Julius Mngara who maintained contact with HCW during the study period 

and Thomas van der Vlis, who assisted in handling the samples in the labo­

ratory. 

Chapter 7 was based on a grant obtained by the candidate in collabora­

tion with his supervisors. The project was developed and conducted inde- .. 

pendently. Paul Newton, Dave Moore and Patricia Garcia collaborated by 

making it possible to use their samples or generously made it possible to 

use their research setting and network. David Mab"ey and Colin Sutherland 

provided feedback on the grant report, which resulted in this thesis chapter. 
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2 The use of DBS for infectious disease 
detection 

2.1 HISTORY 

The use of paper to store clinical samples for subsequent analysis has a 

long history. In Germany, during World War II, dysenteric faeces were dried 

on filter paper and Shigella subsequently i,dentified (.45). In 1950 Joe et al. 

in Leiden, The Netherlands received faeces dried onto filter paper by post 

from Indonesia and also successfully detected Shigella (46). Robert Guthrie 

is widely credited as being the first to use blood dried on filter paper (so­

called Guthrie cards) to diagnose phenylketonuria in neonates in 1963 

(47). However, in 1957 Wolff in Leiden had already noted the fruitlessness 

of performing serological analysis on blood sent from the tropics and was 

investigating the use of filter paper as a possible alternative(48). In 1963 

van Thiel collected blood samples on filter paper in West New Guinea and 

was able to detect antibodies to leptospirosis in Leiden, even after the 

filter paper was stored for a year in a sealed box at room temperature (49). 

Since then, filter 'paper has become a widely used method of storing and 

transporting diverse specimen types, from humans, animals, and plants, for 

analysis. From humans, almost all types of body fluids, from blood to saliva 

and faeces to breast milk, have been stored on filter paper. 

The collection of blood by filter paper has been applied in various research 

and clinical settings. Dried Blood Spots (DBS) have been applied to surveil­

lance (33, 50-55), diagnostics (56), screening (57), drug resistance screening 

(58-60), therapeutic drug monitoring (61), and as a quality control method in 

various research and clinical settings around the world (39, 62). 

When performing diagnostic or epidemiological 'surveys, particularly in re­

mote areas in resource-poor settings, the facilit1es for processing whole 

blood and maintaining frozen samples are frequently non-existent. Dried 

blood spots (DBS) provide an ideal and inexpensive means of potentially 

overcoming these difficulties. Samples such as finger-prick blood are easily 

and quickly collected onto filter pape-r an,~ shipped at room temperature, 

hence allowing the samples to be sent by post. The reduction· in required 
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materials, reduced biological waste production and minimal training of per­

sonnel at clinic level, decreases costs considerably in comparison to stand­

ard blood collection by venepuncture (35). Additionally, the small size of 

DBS -a little bit bigger than a credit card- allows easy storage and use after 

prolonged periods. DBS has shown to be particularly useful in increasing! 

uptake of testing services (63,' 64). 

Blood sample volumes on filter paper are inevitably small and rigorous assay 

validation must be performed to achieve suitable sensitivity and specificity. 

For certain pathogens and sample types long-term storage at ambient tem­

perature, particularly when exposed to high humidity, will reduce sensitivity. 
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2.2 RATIONALE 

The use of DBS in infectious disease detection has been reviewed in the 

context of epidemiological studies (65), HIV detection and monitoring (36, 

66-70), virology (26), cytomegalovirus (71, 72) and for drug assays (73). 

However, there are no recent clinically-orientated reviews of DBS for the 

diagnosis of infectious diseases. A review on the current use of filter paper, 

focusing on evaluation of DBS assays compared to a recognised gold standard 

for the diagnosis and or epidemiological study of infectious diseases for 

both nucleic acid amplification and serological assays, was performed. 

The aim of this literature review was to provide a complete overview of lit­

erature describing both technical details and uses of DBS samples for infec­

tious diseases. In thls review, the objectives were (1) to assess the general 

implications of using DBS instead of traditional sampling methods and (2) 

to assess the use of DBS for the diagnosis or surveillance of infectious dis­

eases. Objective 1 is addressed in section 2.3. For objective 2, discussed in 

section 2.7, the use of filter paper with samples other than whole blood is 

briefly reviewed as well. As filter paper samples are also used for veterinary 

health with little overlap with human health, a brief summary of this parallel 

work, particularly for livestock diseases with significant economic impact, 

was included in section 2.7. 

2.2.1 METHODS 

For section 2.3, the literature review and additional information was obtained 

from manufacturers and websites to provide a detailed description of 

available techniques. This is presented as a review -of DBS techniques and key 

considerations. Section 2.7 is solely based on a review of studies evaluating 

the performance of DBS for infectious disease detection. Standard guidance 

in performing the review as documented by the Preferred Reporting Items for 

Systematic Reviews and Meta-Analyses (PRISMA) checklists was followed (74). 
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2.2.1.1 Inclusion criteria 

Inclusion criteria were defined using PICOS (Population, Interventions, 

Comparisons, Outcomes, Study Design) criteria (75). Studies evaluating 

the performance of DBS for the detection of infectious diseases against a 

valid reference sample were considered for inclusion. Both DBS and a valid 

reference sample had to be performed on the same commercially available 

assay, when applicable DBS. 

Included studies evaluated the use of DBS compared with a recognized gold 

standard reference sample (e.g. serum, plasma or whole blood) for qualita­

tive and or quantitative analysis of nucleic acids or serological (antibody/an­

tigen) testing to detect any human or animal pathogen. Where commercially 

available assays are routinely employed in diagnosis, in-house methods or 

outdated commercial assays were excluded. The following diseases had in­

house assays excluded after agreement between all reviewers: human im­

munodeficiency virus (HIV), hepatitis Band C, cytomegalovirus (CMV), mea­

sles and rubella. Excluded articles are listed in Annex 10.2.8. 

2.2.1.2 Information Sources 

Studies were identified by searching tre electronic databases MEDLINE and 

Embase. The search was performed on 13th December 2011. Additional 

relevant studies were identified by reviewing the references of the included 

studies. 

2.2.1.3 Search Strategy 

We used the following terms to search the electr?nic databases and made 

use related search tools when applicable: 

"dried blood" , "blood spot", "blood spots", "dried serum", "serum spot", 

"seru m spots" , "fi lter pa per", "fi lter cards" , "fi lterdisc", "fi lter discs", "fi l­

ter disk", "filter disks" ,"blotting paper", "Guthrie card", "Whatman paper", 

"Isocode stix" ,"FTA paper", "FTA card", "filter paper", "disease" and made 

use of corresponding Medical Subject Heading (MeSH) terms for the above 

keywords. 
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2.2.1.4 Study seLection 

Titles and abstracts were screened for relevance. Full text articles of 

potentially eligible studies were then obtained and assessed against 

inclusion criteria. Reasons for exclusion were recorded. The study selection 

process was performed in the first instance by PWS and IE. Where uncertainty 

about eligibility existed, studies were discussed and eligibility was decided 

by consensus. The study selection process is summarised in the PRISMA 

(Preferred Reporting Items for Systematic Reviews and Meta-Analyses) flow 

diagram shown in Annex 10.2.2. 

2.2.1.5 Data extraction process 

A data extraction form was developed and tested prior to use in the review. 

Information was extracted and entered into a Microsoft Excel datasheet. 

Quantitative data extracted included: study site, filter paper type, sample 

and reference sample type, paper storage conditions and details of the assay 

test (manufacturer or in-house reference, punch size, elution volume and 

conditions, extraction kit and assay input volume). Descriptive data included 

any relevant additional outcomes. See full review protocol in Annex 10.2.1. 

Two reviewers independently extracted data from the included studies. 

Disagreements were resolved by consensus. 

During the selection process studies examining the practical aspects and 

implications of using DBS compared with non-filter paper samples (either 

in addition or separately to evaluating DBS) were identified. These articles 

include detailed studies, reviews and guidance on key areas including: filter 

paper types, DBS preparation, drying, transportation, biohazard risk, storage 

and stability, punch size, punch disinfection, and elution methods. 

A non-exhaustive selection of studies on the use of filter paper with samples 

other than whole blood and for animal pathogens were identified. Where 

available, sensitivity and specificity of assays performed on these samples 

were recorded in comparison to a gold standard reference sample. Addi­

tional practical information concerning the use of these sample types was 

also recorded where relevant. Lastly, a lirnited selection of studies on ani­

mal pathogens - both zoonotic and non-zoonotic - and particularly those 
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important in veterinary health were identified during the initial selection 

process and kept separately. General descriptive information on the use of 

filter paper in this field was extracted. 
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2.3 REVIEW OF METHODS AND KEY CONSIDERATIONS 

2.3.1 TYPES OF FILTER PAPER 

Filter paper compounds include cellulose, glass, quartz fibre filters, nylon, 

PVC, polyvinylidine and many other filter membranes. Cellulose filters J 

derived from cotton are most commonly used in infectious disease research. 

There are two types of cellulose filter paper; treated and non-treated filter 

paper of which the non-treated is more commonly used. There exist many 

versions of the 100% cellulose filter paper, varying by thickness and pore 

size among the many manufacturers that produce comparable cards. The 

100% cellulose filter paper is widely used in neonatal screening (76). For 

the collection of whole blood, the thickness is of considerable importance 

as the compactness 'and volume of blood on the filter paper can vary 

tremendously. For laboratory tests, a small section of blood containing paper 

is removed and used for further analysis. The type of paper will therefore 

influence the blood sample volume that is processed. The quality of paper 

e.g. the thickness and consistency of filter paper is essential to standardise 

and reduce variability within and between samples (76). 

The treated filter paper types often contain lysis buffers, impregnated on the 

filter paper membrane. This method lysis the cells and reduces contamination 

risks. It additionally -according to the manufacturer -leads to greater stability 

and inactivity of enzymes that are potentially harmful for nucleic acids. Most 

treated cards can only be used for nucleic acids and are not suitable for serol­

ogy or chemical analysis. Although many types of filter paper are used in in­

fectious disease detection, we selected four papers, 2 treated and 2 untreated 

filter papers. These two treated filter papers are regularly used for infectious 

disease detection and the 2 untreated filter papers are the only two approved 

by the FDA and have CE marking (Conformite Europeenne) for human whole 

blood sampling (filter paper grade 903 of Whatman ,and Ahlstrom grade 226 

of PerkinElmer). Every lot of these filter papers are checked by US Centre for 

Disease Control and Prevention (CDC) to ensure the correlation between spot 

size and whole blood volume varies minimally (77). The table below gives 

details of four filter paper types used fo(the"detection of infectious diseases 

(Table 2.1). Details were obtained from the manufacturers. 
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Table 2.1: Commonly used filter paper types, (manufacturers' details) 

Pa~er cards 903 FTA FTA Elute 226 
Manufacturing company Whatman part of GE Whatman part of GE Whatman part of GE Perkin Elmer 

Healthcare Healthcare Healthcare --- --._--

Material 100% cellulose Treated cellulose Treated cellulose 100% cellulose 
~~~--

Adjustable format Yes. Custom formats are Yes. Custom formats are Ye's. Custom formats Yes. Custom formats 
available as well as standard available as well as standard are available as well are available as well as 

standard catalogue items. 
This is an untreated 
matrix that is suitable for 

Number of spots 

Quantity of whole blood per 
spot 
Recommended drying time 

catalogue items. This is an catalogue items. This is 
untreated matrix that is a treated format that is 
suitable for antibody testing suitable for nucleic acid 
as well as nucleic acid testing. testing. 

Standard format has 5 circles, A few standard formats are 
12- 13mm diameter. Custom available, 1 - 4 circles, 1" in 
formats can have as many diameter. Custom formats 
circles as needed can have as many circles as 

needed 
75 - 80lJl per circle 100 - 125lJl per circle 

-- _.- - - - .... - -

3 hours 3 hours 

as standard catalogue 
items. This is a treated 
format that is suitable 
for nucleic acid testing. antigen testing as well as 

Standard format has 
4 circles, 12- 13mm. 
Custom formats can 
have as many circles as 
needed 
70 - 80lJl per circle 

3 hours 

nucleic acid testing. 
Standard format has 
5 circles, 12- 13mm 
diameter. Custom formats 
can have as many circles 
as needed 

. 75 - 80lJl per circle 

3 hours 
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Paper cards 
Stability 

Lot variability 

- - --- ----

Pack quantity 
FOAl CE approved transport 
of blood for diagnostics 

Recomrpended storage time 
and conditions 

Suggestions and Comments 
(manufactur,er's) 

903 
Stability of> 3 months 
for viral RNA has been 
documented in reference 
papers 

Not documented for H IV 

testing 
100 cards per pack 

FTA FTA Elute 
Stability of > 3months DNA is stable at room 
for viral RNA has been temperature for more 
documented in reference than 10 years. 
papers. DNA is stable at room 
temperature for more than 
10 years. , 
Not documented for HIV Not documented for HIV 

testing 
----

testing 
100 cards per pack 100 cards per pack 

226 
Comparable performance 
to 903 filter paper. 

100 cards per pack 
Class 2 medical device and CE For research use only CE marked as a sample Class 2 medical device 

and CE marked as a 
sample collection device 
for blood 

marked as a sample collection 
device for blood 

For nucleic acids: Room temperature storage 
Short-term: +4°C for DNA, +4°C for RNA 
Long-term: -20°C 
903 has been used since the FTA offers the advantage of 
199((S, first with antibody pathogen inactivation, safer 
testing and later HIV-l and for handUng and shipping. 
viral load tests. 

collection device for 
blood 

Room temperature 
storage for DNA, +4°C 
for RNA 
FTA Elute offers the 
advantage of pathogen 
inactivation, safer for 
handUng and shipping. 

For nucleic acids: 
Short-term: +4°C 
Long-term: -20°C 
The thickness of 226 filter 
paper is very consistent 
and is therefore ideal for 

. quantitative analysis 
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2.3.2 COLLECTION OF FILTER PAPER SAMPLES 

Various protocols have been written for the collection of filter paper samples 

by finger prick. A basic outline is given below, obtained from Mei et al. (76). A 

detailed presentation and training session has been developed by the WHO 

which is useful for teaching purposes (78, 79). 

Table 2.2: Collection procedures for DBS samples 

• Clearly label card with appropriate sample number or name 
• Do not touch the filter paper circles before or after blood collection 
• Clean the puncture site with 70% isopropanol or 70% ethanol 
• Use sterile, disposable lancet 
• Keep the puncture site below the heart level 
• Wipe away the first drop of blood 
• Apply the second drop of blood to the surface of the filter paper circle by 

gently pressing the paper to puncture site or use sterile micropipette 
• If not completely covered, apply immediately a second drop of blood to 

the circle 
• Fill all the circles only on one side of the filter paper . 
• Dry the specimen at ambient temperature for 3-4 hours in horizontal 

position, out of direct sunlight and protected from insects or rodents 
• Avoid touching or smearing the blood spots 

Pack filter pape·r with desiccants and humidity indicator in a gas 
impermeable zip lock bag 

• Insert DBS bags into rip-resistant envelope 
• Include documentation and place in large envelope for transport 

Although sample collection procedures are relatively straightforward, 

adequate training is necessary to minimize potential sources of error. Proper 

placement of whole blood on the filter paper is critical as the uniform 

absorbing properties are diminished if blood is smeared onto the filter 

paper. To assure blood is uniformly absorbed, a droprshould be formed on the 

finger and contact between the finger and filter paper should be prevented. 

Applying multiple drops onto the same area will cause blood to layer which 

prevents a homogenous distribution of whole blood across the filter. More 

details for spotting and storing DBS samples can also be found on the website 

of the laboratory technologist committee (80). The importance of correct 

DBS preparation, storage, and manipulation conditions was highlighted by 

Bertagnolio et al., who showed that amplific~tion success rates for HIV drug 

resistance sequencing varied from 53 to 92% (66). 

40 



Chapter 2 - DBS literature review 

2.3.3 QUALITY CONTROL OF SAMPLES 

The quality and integrity of a clinical sample is essential for proper quality 

diagnostic testing, irrespective of which tests are applied. The quality 

of the filter paper samples upon arrival at the laboratory can vary due to 

environmental factors that in the end could influence test results. Effects 

such as humidity, contamination, mould, and overall state of the cards can 

be beneficial to register. Recording these effects is noteworthy because 

they may result in exclusion of those samples due to poor quality. Besides 

environmental influences that can affect the quality of DBS samples, incorrect 

sample collection is also a potential cause that needs to be ' recorded. 

Layered samples, small quantities of blood, serum rings, and supersaturated 

sampling influence the sample quality. A reference of incorrect DBS samples 

are given in Figure 2.1 (81). 

Figure 2.1: Examples of invalid DBS samples. Obtained from NYDSOH (81). 

Invalid Sarrples 

1. 1. Insufficient Quantity 

2. 2. Appears Scratched or abraded 

3. 3. Not dried prior to mailing 

4. 4. Supersaturated 

5. 5. IJluted, discolored, or contaminate< 

6. 6. Exhibits serum rings 

7. 7. Ootted or layered 

8. 8. No blood 
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With insufficient blood or poor sample integrity, a correct test result cannot 

be given. Diluted or discoloured DBS samples are indicators that the sample 

may not have been properly dried or became contaminated, causing the 

colour change. Clotted or layered cards raise the possibility that a sample 

contains blood of two persons spotted onto one card or that the sample was 

incorrectly collected. It is preferable to exclude these samples for further 

analysis. Serum rings can occur when alcoh~l used for cleaning the finger 

did not dry sufficiently before puncturing the finger. Serum rings can also 

occur due to clinical conditions such as anaemia that influence the amount 

of serum collected when obtaining a punch from the filter paper (see Chapter 

7). In this case, serum ring samples could contain insufficient blood for valid 

diagnostic tests. 
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2.3.4 SAFETY & SHIPMENT REQUIREMENTS 

As DBS contains dried blood, the samples should be processed as contagious 

material. The safety procedures and package requirements are fewer than 

would be the case with liquid whole blood. US CDC has shipping guidelines 

for DBS posted online (82). Although it is believed that bacteria and viruses 

have reduced activity when stored at DBS samples, Streptococci group A 

could be cultured after elution of DBS samples (83, 84). Standard safety 

measures and regulations should be in place for processing DBS samples in 

the laboratory. Permits may be required for international shipments but this 

depends on country regulations and particular circumstances. Acc'ording to 

the manufacturer, FTA and FTA elute inactivate highly pathogenic organisms. 

2.3.5 PUNCHING SAMPLES 

Manual or automated punch devices, such as handheld office punches or 

automated machines used for neonatal screening are suitable for removing a 

section from the filter paper (Table 2.3). Most automated punching platforms 

work with 96 well-plates which are ideal for serological assays such as ELISA, 

but are less suitable for nucleic acid detection as most extraction methods 

are not based on 96 well-plates. Manual punches such as office punches are 

an affordable option (±2 Euro), although it is necessary to attach a small tube 

to handheld office punches to guide the punched material to the correct well 

for further analysis (personal experience). 

Nucleic acid extraction protocols for DBS samples in 96 well-plate format 

exist, both as commercially available kits and in-house methods (Qiagen 96 

well-plate DNA minikit, Chelex, Roche MagnaPure robot). Unfortunately, for 

most extraction methods, the eluate needs to be separated from the filter 

paper before extraction. Most automated extraction robots are not suited for 

filter paper debris as these clots the pipette tips. 
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A recent development is that perforated filter paper cards are now commer­

cially available, allowing the spots to be removed with a pipette tip. These 

cards could remove the necessity to use punching machines, limiting the 

use of equipment and potential contamination risks. This currently exists for 

both Whatman 903 and 226 of PerkinElmer. 

To assure the punches contain the correct quantities of dried blood, it is 

recommended to punch with the back of the card facing forward in order to 

visually check that the filter paper is thoroughly saturated with whole blood. 
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Table 2.3: Punch methods (Manufacturer's specifications) 

Office · hole- Harris-unicore DBS Puncher (1296- Multi Puncher (1296- Auto Puncher 
Punch methods Scissor ~unch and multicore 071) 081) (1296-091) 
Manufacturer Whatman PartnerTech BSD Robotics BSD Robotics 
Method overview Manual Manual Manual Semi-automated DBS Semi-automated DBS Automated DBS 

punching punching punching 
Applicable DBS types All types All types All types Sheet and cassette Sheet and cassette Cassette 
throughput 30 punches per 40 punches per 40 punches per 1 plate/4 minutes NR NR 

hour hour hour 
-- - --- - ._._- - -,-

Replacement timet NR NR -10 punches' 400000 punches 400000 punches (appr.) 400000 punches 
punches (appr.) (appr.) 
Punch sizes Complete circle 3mm,6 mm 1.5 - 8.0 mm 3.2mm, 4.7mm and 3.2mm, and 6 mm 3.2mm and 6mm 
(diameter) (12mm) 6mm - ----- ".-- ~ ---- ------ --,- - --_ .. - ----
Maintenance costs None None none NR NR NR . " - ~,.~ -
Operational costs None None None NR NR NR 
Cleanin'g procedures Punch a clean Punch a clean Punch a clean Piston and chute Chute cleaning, wiping Chute cleaning, n 

:::J 

card twice or use card twice or use card twice or use cleaning, wiping parts parts vacuuming, wiping ClJ 
u 

1 % Virkon with 1% Virkon with 1% Virkon with 
r-+ 
(j) 

70% ethanol 70% ethanol 70% ethanol N 
, - - - -- --

VaUdated fo'r PCR no no no NR NR NR 

end-point samples 0 
- -- - - - -. - --- - - - - OJ 

Environmental none none none 15-3SoC 10-3SoC 18-30°C VI 

requirements 10-8S% RH Max 800/oRH @ 10-3 ~ °C 20-800/oRH r-+ 
(j) 

(temp/ humidity/ 110-120V/220-240V -> SO%RH @ 40°C 110-240V SO/60Hz n.i 
r-+ 

electricity etc) SO/60Hz 110-240V SO/60Hz 200VA c 
" '1) 

60VA 200W 
(j) .. - - ~ 

Costs 1-3 f 1-3 f 20 f 10080 f 31164 f 68730 f < 
~ NR= not reported 

(j) 

lJ1 ~ 



2.4 CONSIDERATIONS WHEN USING DBS SAMPLES 

There are some key considerations to be made when deciding to use DBS 

for the detection of infectious diseases. When implementing DBS sampling, 

healthcare workers need to be trained in how to collect, store and transport 

samples appropriately. Even though the methodology is easy, training is 

necessary to ensure correct sampling methods. Another key consideration 

is that implementing DBS in a laboratory could mean that a complete new 

sample flow has to be designed within that laboratory, and all necessary 

training and safety procedures need to be given to laboratory technicians. 

Besides these relatively minor limitations, the use of DBS also influences 

the laboratory testing procedures. When considering using DBS samples 

for infectious diseases detection, it is recommended to assess critically the 

concerns raised below. 

2.4.1 BLOOD VOLUME AND SPOT SIZE CORRELATIONS 

When spotting DBS with finger prick blood, it is not possible to know the 

exact volume of blood that is placed on the paper. As the quantity of whole 

blood or plasma is essential for developing and executing a reliable test, 

spot size is critical. A direct correlation between spot size and quantity of 

whole blood exists, provided the blood is absorbed on to the filter paper 

homogeneously (85, 86). The volume of blood absorbed correlates well 

with the density of the filter paper (86). The type and brand of filter paper 

influences the interaction between spot area and blood volume. (orran et 01. 

evaluated three different types of filter paper, often used for malaria research 

(3MM, no. 1 and glass fibre). A two-fold difference in quantity of whole 

blood was found, depending on the filter paper used (86). To investigate if 

whole blood on filter paper spreads homogeneously, filter paper fibres were 

evaluated. It appeared that the volumes differed by 1-2°10 for each different 

lot of Whatman 903 and PerkinElmer 226 filter paper when compared using 

a central or a peripheral punch (76). This <2°1o difference also shows that 

there is minimal difference betweer: filter paper lots (76). When comparing 

903 and 226 filter papers, no more than 4-5°10 difference was detected for 

analytes that are used for neonatal screening (77). Even though. blood is 
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homogenously spread on filter paper, applying more whole blood to each 

spot increases the amount of serum in a centre punch (76). Quantitative 

recoveries of analytes used for neonatal screening gave minimal differences 

by seven laboratories when using carefully created (spiked) blood samples, 

suggesting high consistency of recovery with DBS (77). 

2.4.2 WHOLE BLOOD COMPOUNDS AND EFECTS ON QUANTITY OF 

PLASMA 

Most infectious disease diagnostic assays are developed for plasma or se­

rum samples and require a large sample volume. For example, HIV viral load 

quantification can require 600 ~L of plasma while DBS typically contain so­
lDO ~l of whole blood. As the quantity of DBS sample is dramatically less, 

it is essential to ensure that DBS contains the right amount of whole blood. 

The quantity of serum in whole blood that was dried on filter paper is dif­

ficult to determine but essential for protocol develop~ent. Various factors 

such as blood haematocrit, blood volume per spot, and technical aspects 

of filter paper contribute to different extraction yields of plasma in a DBS 

sample (87). 

The relation between plasma and haematocrit levels is relatively straightfor­

ward for Ethylenediaminetetraacetic acid (EDTA) whole blood but is slightly 

more complicated for DBS samples. When haematocrit levels of blood spot­

ted on filter paper increase, the amount of serum per spot (6mm) decreases 

(76). ,Additionally, because of the higher viscosity, high hematocrit blood 

yields a smaller DBS area than blood with a lower hematocrit. On the other 

hand, high haematocrit levels significantly increase levels of certain amino 

acids in centre punches (88). With low haematocrit levels, levels of various 

amino acids were higher in peripheral than in central punches (88). 

If 100 ~l of whole blood with a haematocrit of 55% i~ spotted onto filter pa­

per (903 or 226 filter papers), a 3.2mm centre punch would contain between 

1.465 - 1.487 ~l of serum and a 3.2mm peripheral punch would contain 

1.445 - 1.459 ~l of serum (76). This estimate can be used to calculate the 

correct punch size to obtain the necessary serum input volume when devel-
.> 

oping a DBS protocol for diagnostic assays. 
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Whole blood collected by finger prick and venous blood differ from each 

other in composition (89). As capillary blood links arterial and venous blood 

flow, blood composition is different for each of these three phases. Capillary 

blood consists of different blood components from venous blood and when 

obtained by finger prick, the local trauma causes capillary blood to contain 

other body fluids (e.g. extra- and intracellular fluids) (89). When spotting 

whole blood on filter paper, the integrity of antibodies or.nucleic acids could 

be reduced by biochemical structural changes or oxidative damage by hae­

moglobin. Although changes over time of the dry state of haemoglobin did 

not cause oxidative damage to DNA in DBS samples (90). It has been noted 

that storage of DNA or RNA on DBS could cause difficulties for sequencing 

due to tearing of DNA a~d RNA structures when stored on filter paper (91). In 

most cases, the length of DNA or RNA is adequate for general PCR and basic 

sequencing purposes (92). 

2.4.3 CONSIDERATIONS WHEN USING DBS INSTEAD OF PLASMAl 

SERUM 

The composition of serum and DBS eluate differs due to the presence of 

red blood cells and other whole blood components that would otherwise 

be spun down and removed. Cells such as white or red blood cells could 

interfere with assays and potentially reduce sensitivity. Additionally, when 

drying whole blood on filter paper, cell structures can be ruptured and their 

content released onto filter paper which could interfere with assays. These 

effects can be seen when higher Optical Density (00) values are obtained 

for negative DBS samples that would be obtained with plasma samples. This 

could potentially lead to false-positives. The level of interference will vary 

by assay type and it may be necessary to perform additional steps to remove 

these interferences. For all PCR applications, this is not a problem because 

nucleic acids require isolation and purification from the sample. 
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Besides the influences mentioned above, DBS can also affect the detection 

of the infectious disease of interest. Depending on the pathogenic charac­

teristics, intracellular or extracellular pathogen loads could differ between 

whole blood and plasma. For example, when measuring HIV viral load with 

DBS samples, proviral DNA as well as intracellular HIV RNA are present, which 

influences drug resistance and viral load measurements compared to viral 

load measured in plasma samples (58, 93, 94)., 

To give another example, dengue can be detected in plasma samples by RT­

peR. To obtain the highest sensitivity, it is necessary to obtain the samples 

after onset of disease, as the viral load in dengue drops after five days of 

fever (95). When using DBS samples, it appears that viral particles persist 

longer in capillary blood than in venous blood and this positively influenced 

the sensitivity of DBS, even when plasma or serum became negative (5, 95, 

96). 

As DBS spots are rehydrated in the laboratory, filter paper fibres separate 

from the membrane and fibres could clot filter tips when handling sample 

materials. It is therefore necessary to remove the DBS when using automat­

ed platforms which is currently a limitation for automation. 
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2.5 CONSIDERATIONS FOR USING DBS SAMPLES FOR 

SEROLOGICAL ASSAYS 

Taking the previous sections into consideration, concerns, problems and 

potential limitations of using DBS for serological assays are included 

and discussed in this section in more detail. Serological antibody or 

antigen detection by Enzyme Immunosorbent Assay (EIA), Enzyme-linked 

immunosorbent assay (ELISA), or agglutination tests are the main focus 

of this section. These assays are widely available and commonly used for 

infectious disease diagnostics. In this chapter, the necessary punch size, 

elution buffer choices and input calculations will be presented. 

2.5.1 PUNCH SIZE CALCULATION 

In order to obtain a comparable sensitivity to plasma samples, ideally, 

the sample input volume of DBS should be equal to serum or plasma(97). 

It is therefore highly unlikely that a serological assay. that requires 50 or 

100 jJl of serum would be applicable for DBS samples. Many assays dilute 

plasma samples to about 1:200, and these assays should be more successful 

candidates for DBS samples. 

To assure correct DBS sample volumes are used for the assay, calculations 

can quickly determine the appr<?priate punch size and elution volume. All 

calculations below are based on the use of grade 903 of Whatman and filter 

paper 226 of Perkin Elmer. The standard printed filter paper cards of What­

man and PerkinElmer contains 5 spots, each of 12mm diameter circles. The 

calculations below are based on a fully covered spot with whole blood. 

A punch of 3.2 mm would give 3.42l of whole blood (76). The quantity of 

red blood cells varies per person (haematocrit level) and this influences the 

amount of plasma in whole blood. To develop a protocol for DBS samples, 

a standard haematocrit level of 55% could be used, but this should be ad­

justed to match the population. When haematocrit levels are 55% , a 3.2mm 

punch would contain 1.47jJl of serum. To translate this to a more commonly 

used punch size in infectious disease research, a centre punch of 6mm would 

roughly give 5.2 -5.7jJl of serum, based on- 80pl spotted whole blood sample. 
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2.5.2 PUNCH AND CONTAMINATION RISKS 

Implementation of DBS specimens in the laboratory requires efforts to 

prevent and identify risks of contamination. The process of punching DBS 

samples could lead to contamination. 

Contamination risk for serological assays is less of a concern than for nucleic 

acid testing. When reviewing the procedures at the nation~l neonatal screen­

ing laboratory in the Netherlands, the Rijks Instituut voor Volksgezondheid 

en Milieu (RIVM), punching devices (DBS punchers) were cleaned weekly 

(personal communication). To exclude contamination, cleaning with bleach 

and alcohol is sufficient to prevent cross contamination of antibodies. Re­

garding the automated punching machines, fluid based cleaning protocols 

are complicated by the limited access to the punch head for cleaning. Clean­

ing the punch device by punching through a clean DBS card twice .appears 

to be the fastest and easiest way to prevent cross- contamination (98), al­

though it would be recommendable to perform more stringent cleaning 

procedures. Based on the current methods available, the automated punch 

devices would be a more appropriate option for serological assays as this 

vastly increases speed and potentially limits human errors. 

2.5.3 SAMPLE ELUTION 

A DBS spot can contain 5.2 - 5.7~l of serum but, as it is in a dry state, it needs to 

be eluted before the serum can be tested. In determining the elution volume, 

the punch size and elution volume is directly correlated with sample input 

volume and concentration necessary for the diagnostic assay. It is essential 

to calculate the correct punch size, elution volume,~ sample concentration 

and sample input volume for valid serological tests. This calculation can be 

done by using the manufacturer's protocol. For example, if 10~l of serum is 

diluted in 1: 100 sample diluent according to the manufacturer's protocol, 

a 6mm punch could be diluted in 100~l of elution buffer to obtain a 1:20 

"plasma" concentration. By adding the DBS eluate in a 1:5 concentration with 

the sample diluent from the kit, it is possible to obtain a roughly comparable 

end concentration for plasma and DBS samples. 
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Once the sample elution volume has been calculated, determining the com­

ponents of the sample elution is a vital step. The elution buffer is vital for 

efficient antibody or antigen e)(traction and reducing non-specific interfer­

ence that results in background noise. The elution of antibody or antigen is 

done by using Phosphate Buffered Saline (PBS) or by specifically developed 

elution buffers (99-101). The addition of antimicrobial buffers and soap 

components such as Tween, , sodium azide, , ~erthiolat~, in fetal calf se­

rum or bovine serum albumin can be useful to minimise background noise, 

increase antibody recovery, and prevent microbial growth (101, 102). Dif­

ferent buffers and extraction protocols have been evaluated and most pro­

tocols showed good extraction performances with little differences between 

protocols (102,103). The elution of antibodies from a punch can be >95% 

for IgG, depending on the storage length and temperature conditions prior 

to elution (86). 

Based on the literature, an overnight elution at 4°( with PBS with 7.4pH and 

0.05% Tween20 is most regularly used for serological assays such as ELI-, 

SA, EIA and agglutination assays. In case of problematic elution efficiency 

or background noise, it would be worthwhile to experiment with different 

elution buffers. I<nuchel et al. investigated the use of a quencher, ,which re­

duced background noise dramatically (104, 105). 

Besides alterations to the elution procedure to suit the requirements of the 

serological assay, the assay procedures can also be adjusted. To improve 

results, it may be useful to use a stronger wash buffer and shorter or longer 

incubation periods if the 00 value is incorrect. In some cases, the cut-off is 

altered to match the 00 values of DBS samples (106t 

When eluting a DBS spot, the spot should be white after the elution period, 

indicating efficient elution. If the spot is red after elution, it may have inap­

propriately released antibodies and antigens and the results are therefore 

not trustworthy (86). To validate DBS samples, 00 values of matching plas­

ma and DBS samples can be compared to estimate t~e recovery of antibod­

ies (86). 
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2.5.4 STORAGE CONDITIONS OF DBS SAMPLES 

Correct storage of DBS samples is essential for valid test results. A DBS 

sample contains dried blood and the general consensus is to prevent 

humidity by using desiccants and ziplock bags. Humidity could lead to 

antibody and nucleic acid reduction due to protein activity (DNAse or RNAse 

proteins) or microbial contamination. Although the effects of humidity 

on nucleic acids and antibodies have not yet been proven in great detail, 

humidity could lead to growth of fungus. When a sample is contaminated 

with microbial growth, the sample cannot be used and should be removed 

to prevent further contamination of other samples (107). Patton et al. found 

that humidity was associated with a loss in sensitivity compared to samples 

stored with desiccants (23). It is recommendable to store samples dry by 

using desiccants and a re-sealable bag. 

Various studies have examined the time DBS sample could be stored. Mei et 

al. found that Toxoplasma IgM recovery of samples stored for two years at 

-20·C was 100% compared to DBS samples at baseline (85). Although only 

one sample was used, HIVantibodies could be detected on a 14 year old 

DBS sample stored at room temperature (108). 

Acceptable storage temperatures of DBS samples depend on the analyte of 

interest as antigen or antibody could have different storage requirements. 

Although it is preferable to freeze samples promptly after collection to min­

imize sample degradation, DBS allow flexibility for collection in field set­

tings. Based on the literature and in the context of sample collection in re­

mote settings, the rule of thumb would be for short term «4 weeks) storage, 

room temperature «30·C) would be acceptable, while storage for long term 

(>4 weeks) samples should be stored at 4·C but preferably at -20·C. Circum­

stances such as excessive heat and sunlight (UV) should be prevented at all 

times to prevent degradation of DNA and other whole blood components 

(76). Although DBS have been stored for over many years in unfavourable 

conditions and showed satisfactory results (108), it is highly recommended 

to follow these guidelines. 
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2.6 CONSIDERATIONS OF USING DBS SAMPLES FOR NUCLEIC 

ACID ASSAYS 

2.6.1 PUNCH SIZE CALCULATION 

A benefit of using DBS samples for nucleic acid detection is that the precise 

punch size is not necessarily relevant, unless it is for a quantitative assay 

such as HIV viral load. While for serological assays punch size and elution 

volumes are essential to be correctly related to the necessary plasma 

concentrations, this is not necessary for most nucleic acid amplification 

assays. Instead, most efforts are made to obtain the highest quantity of DNA 

or RNA from a DBS sample. For serological assays, most punch sizes are 3.2 or 

6mm diameter while for nucleic acid assays, 6 or 12mm are more commonly 

used. Punch size and the associated quantity of blood processed contribute 

to the sensitivity for low copy numbers of DNA or RNA detection (109). 

As PCR assays are becoming more sensitive, smaller sample quantities can 

be used. Because of this, DBS are a suitable sample type. The quantity of 

pathogen DNA or RNA should be high enough to be detectable by PCR when 

the small quantity of blood is eluted from the filter paper. Pathogens such 

as malaria or HIV that can reach up to a million copies of DNA or RNA per mL 

of blood are suitable targets for D~S, while pathogens such as Salmonella 

enteric serovar Typhi with 1 - 10 copies per mL of blood, are not. 

2.6.2 PUNCH AND CONTAMINATION RISKS 

When implementing DBS analysis in the laboratory, risks of contamination 

should be identified and prevented. The process of DBS handling could 

harbour contamination risks when punching samples. By automated 

processing of punching and extracting nucleic acids from DBS, many of these 

contamination risks could potentially be eliminated. A study investigated 

potential contamination risks of using manual handheld punchers (with 

three cleaning methods) and an automated punching method (Wallac 

a~topuncher) (110). Both manual and automated methods showed little to 

no contamination risk when analysing HIV DNA by.PCR (111, 112).ln fact, the 

manual method with no cleaning procedure at all showed no false positive 

results. The automated punching machine in this study made use of lasers to 

54 



C h J rJ t C t- ~~ -- [) t) S lit c r (:1 t LJ r (> r e w 

cut the filter paper, and thus is theoretically contamination free. Surprisingly, 

the automated punching device caused minor false positive HIV DNA results 

due to cross-contamination (110). Although contamination risks seem low, 

potential cross-contamination is still possible and precautions need to be 

made. Because automated punching platforms are difficult to clean with 

liquids, it is advisable to use hand punches which can be cleaned easily by 

bleach or nucleic acid degrading liquids such as DNaway. One study found 

that viral DNA could be transferred between samples by a punch, at least 

13 times after a positive sample (113). The best method to clean a single 

hole punch was to use bleach, rinse in water and displace water by 1000/0 

ethanol (113). DBS samples are- commonly stored in individual zip lock bags 

with desiccants to prevent cross-contamination, when used for nucleic acid 

testing. Contamination can occur more rapidly with nucleic acids then with 

serology as the methodologies are more sensitive. 

2.6.3 ELUTION & EXTRACTION 

Various studies have reviewed the use of in-house developed protocols or 

adapted versions of commercially available extraction kits for nucleic acid 

isolation for DBS samples (109, 114, 115). Over the last few years, various 

manufacturers of extraction kits have developed alternative protocols to 

extract DNA or RNA from DBS with existing extraction methods and platforms 

(i.e. BioMerieux, Abbott, Roche, Qiagen). All methods are based on the elution 

of DBS by lysis buffer and the eluate is processed by an extraction method 

that resembles the standard procedures for whole blood or plasma . 

. 
The extraction efficiency of DNA from Whatman 903 filter paper has been 

evaluated. De Vries et ol. compared eight different extraction methods and 

showed that sensitivity for the detection of cytomegalovirus (CMV) detec­

tion varies considerably depending on the extraction method used (114). 
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The extraction methods developed by Barbi et al., Qiaamp DNA investigator 

kit (Qiagen, Hilden, Germany), BioRobot Universal system (Qiagen, Hilden, 

Germany) and MagNA Pure LC (Roche Basel, Switzerland) were the most 

sensitive methods. Another study evaluated the most sensitive method for 

CMV DNA detection, of which the phenol-chloroform extraction and QIAamp 

blood minikit had the highest sensitivity in detecting 200 copies CMV DNA/ 

mL DBS samples (109). Monleau et a1. compared NucliSens extraction plat­

form with Abbott preparation system for Whatman 903 filter paper DBS sam­

ples. The NucliSens extraction method provided HIV viral load results com­

parable to plasma samples, while Abbott platform gave minor but significant 

lower HIV viral loads (116). A study evaluating extraction methods with up to 

27 year-old archived samples obtained the best performance with QIAamp 

DNA kit (BioMerieux) and EZNA Forensic DNA reagent set (Omega Bio-Tek, 

Norcross, USA) for Real-Time PCR analysis (115). 

The extraction of DNA or RNA from FTA Elute and FTA is different to that from 

903 filter paper, due to filter paper characteristics. FTA Elute has an extrac­

tion protocol that only makes use of water by washing the lyses buffer away, 

and DNA is eluted from the filter paper by heating at 95°C and washing out 

by vortexing the sample 60 times. The FTA is in that respect the opposite, 

as DNA remains bound to the filter paper and a small punch of 1mm can be 

inserted into the PCR reaction. FTA and FTA ELute provide adequate DNA 

yields (117, 118). FTA and FTA Elute cannot successfully be used for RNA 

targets (personal communication with Whatman, GE). 
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2.6.4 STORAGE CONDITIONS OF DBS SAMPLES 

When reviewing storage condition of DBS for nucleic acid testing, there 

are mixed messages from the literature. For example, genomic DNA could 

be amplified and sequenced successfully after storage of DBS at 28 GC with 

73% humidity for 10 years (119) while others found a 10-fold reduction of 

HCV RNA after 4 weeks at room temperature (120). Solomone et oL. found 

HCV RNA positivity was preserved after 11 months of storage (121). For 

sequencing, long fragments are needed and success of sequencing seems 

to rely heavily on adequate storage and extraction methods (66). Mitchell 

et oL. found that DBS storage at 37
G

C and high humidity diminished HIV-1 

DNA load, compared to storage at -20
G

C (122). Additionally, HIV RNA seems 

more stable than HCV RNA, as sensitivity dropped for HCV when not stored 

at -20
G

C while for HIV it remained at comparable levels (123-125). Although 

Fiscus et oL. found a 5% HIV RNA copy number Loss per day when stored at 

room temperature for 28 days (126). The storage of FTA filter paper at room 

temperature containing HIV DNA was detected at similar rates as the initial 

test, four years ago (127). 

To summarise, the different findings of storage requirements are caused by 

technical and biological differences which complicates interpretation of re­

sults between studies. Differences in sensitivity after storage considerably 

varies due to technical differences in filter paper, humidity control, drying 

and spotting methods, and the extraction and detection methods applied. 

Biological differences also influence storage effects due to the viral or bac­

terialload of the samples, DNA or RNA, and pathogen type (virus, gram neg­

ative / positive bacteria). Standard protocols for long term storage would be 

helpful for the many assays and infectious diseases, but the available data 

at the moment is insufficient. As the literature alone does not provide one 

clear recommended general storage protocol for DBS that is suitable for de­

veloping countries, personal experience was used to develop the transport 

and storage protocol, given below. 

To provide a general guideline for storage recommendations, the recom­

mendations below are based on storage for RNA and DNA samples stored on 

Whatman 903 or Perkin Elmer 226 filter papers, stored with desiccants and 
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adequately dried (>4 hours) before being stored or transported. For nucleic 

acid testing, -200( to -80
0
( is appropriate for long-term storage. Sample 

collection, temporary storage and shipment to the laboratory can usually be 

done at room temperature. Although it is preferable to freeze samples prompt­

ly after collection to minimize sample degradation, DBS allow flexibility for 

collection in field settings. Based on the literature assessed and other guide­

lines reviewed online, samples collected in the field can be stored at room 

temperature «30
0

() and should be sent to the laboratory within 4 weeks. At 

the laboratory, samples should be stored ideally at -200( when processed 

within 4 months. When samples have to be stored for longer, it is recom­

mendable to store samples at -80
0

( when RNA, sequencing or related tests 

needs to be performed. (ircumstances such as excessive heat and sunlight 

(UV) should be prevented at all times to prevent degradation of nucleic acids 

and other whole blood compounds. WHO Guidelines for HIV drug resistance 

testing are available that closely relate to the one suggested in this thesis. 

It is highly recommended to follow the recommendations made in this the­

sis or the guidelines of the WHO HIVDR for DBS storage (78, 79, 128). When 

samples have been stored at -20°(, it is suggested to ship samples on dry ice 

to prevent unnecessary thawing and freezing cycles. When removing sam­

ples from the freezer, thorough equilibration to room temperature is need­

ed, as well as a replacement of desiccants with new ones (66). 

2.6.5 RECOMMENDATIONS 

Table 2.4 contains, based on the literature review and personal e}(perience, 

recommendations that can be used as a starting point for serological assays 

and NAAT assay testing. These recommendations are a general consensus on 

results obtained by the literature and should be adapted to specific assay 

requirements, pathogens or settings where it will be used. Regarding the 

storage recommendations, these are developed to allow some fle}<ibility in 

sample collection in remote settings. Ideally, samples are stored at -2 00( or 

even at -80
0

( as soon as possible to prevent any loss of material but these 

recommendations provide, for most infectious diseases, an acceptable 

trade-off between loss of material and improved utility. 
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Table 2.4: Recommendations for DBS testing with serological or NAAT tests 

Recommendations Serology NAAT 
Type of tilter paper FDA approved tilter paper: FDA approved tilter paper: 

Whatman 903 or PerkinElmer Whatman 903 or PerkinElmer 
226 226 

Collection method CDC guideline for serological WHO guidelines for HIV drug 

Storage 
(time till testing 
takes place) 

Punching & 
cleaning 

Elution & 
extraction 

tests on DBS, available online resistance testing are the best 
(129) to use, available online (128) 
<4 weeks - Room Temperature <4 weeks - Rooom Temperature 
<4 months - +4°C <4 months - -200( 
>4 months - -200( or -BOO( >4 months - -BOO( 

Humidity controlled by 
desiccants 

Humidity controlled by 
desiccants 

Automated puncher Manual punch 
Cleaning: punch through clean (leaning: bleach, rinse in 
card 1x after each sample or water, displace by 1000/0 

thoroughly clean after each ethanol after each punch 
plate 
PBS with 0.05% tween20 
eluted overnight at +4°(, 

potentially elute with bovine 
calf serum if result requires 
improvement 

Elute with lyses buffer, at least 
1 hour, preferably extracted 
with automated platforms as 
BioMerieux Nuclisens. 
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2.7 REVIEW OF THE USE OF FILTER PAPER FOR INFECTIOUS 
DISEASES 

2.Z1 RESULTS 

Of the 4,011 articles retrieved (Annex 10.2.2), 3,524 were irrelevant to the 

study question, 92 did not evaluate filter paper and 98 were conference or 

meeting summaries and were excluded. Of 296 articles identified for further 

assessment the following were excluded ,- 60 that did not evaluate DBS, 7 

that used tests no longer commercially available, 34 using in-house assays, 

15 that did not use diagnostic assays, 31 were no suitable 'gold standard' 

comparator was used, 16 in non-peer-reviewed journals and 26 using non­

human pathogens or non-whole blood samples. Detailed assessment of the 

DBS techniques of the resulting 104 articles was performed. The same 296 

papers were also assessed for review of the practical aspects of filter paper 

use, for non-whole blood sampl-es and for veterinary health; 192 articles 

were examined for this purpose after 65 were excLuded as irrelevant to the 

study question, 23 that had no suitable 'gold standard' reference and 16 

that were not peer-reviewed. 

2.7.1.1 HIV 1 & 2 and HTLV 1 

Efforts to make HIV testing more accessible in rural areas in developing . 

countries, where >900/0 of new HIV infections occur, is critical for controlling 

the disease. DBS have the potential to provide a simple, robust and affordable 

option for collection of whole blood, screening, quality control of point 

of care tests, HIV viral load measurements and drug resistance testing in 

environments where traditional venous blood collection/transport cannot 

be performed (66, 130). Twenty-four studies e>(amined the use of DBS, for 

the detection of HIV, compared with serum or plasma; twelve evaluated 

serological assays and 12 nucleic acid amplification tests (NAATs) ( Annex 

10.2.3). 
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Table 2.5: Summary of studies evaluating serological and NAAT diagnosis of HIV, 
comparing DBS with whole blood (DNA) and serum/plasma (RNA). 

HIV-l No. of 
Assa~ t~~e detection studies Sensitivit~ % S~ecificit~ % References 
Serology Ab / Ag 7 100 98.7-100 (131-137) 
Serology Ag (p24) 5 84-98.8 98-100 (138-142) 
Serology Western blot 1 92 100 (137) 
NAAT DNA 6 · 97-100 99.6 -100 (130, 143-147) 
NAAT RNA 6 99.2-100 95.6-100 (143, 148-152) 
NAAT DNA E:t RNA 3 99.7-100 100 (144,147,153) 

Serological assays using DBS samples were evaluated in 13 diverse countries, 

thereby probably representing all HIV-l subtypes using third generation 

enzyme-linked immunosorbent assays (ELISA) that detect antibodies, 4th 

generation ELISA tests that detect antibodies and antigens, and specific 

antigen tests (p24). The p24 antigen tests are used as an alternative to NAATs 

to detect infection in infants. Only one study examined detection of HIV-2 

using DBS against sera, reporti!1g sensitivity and ,specificity of 87.5% and 

100%, respectively (131). 

DBS have been, evaluated for the detection of HIV-l with diverse NAATs in 

11 countries. Although HIV is an RNA virus, proviral HIV-l DNA detection is 

commonly used for infant diagnosis. Six studies evaluated the Roche Am­

plicor and Roche Cobas Taqman assays on DBS samples, giving sensitivities. 

and specificities between 97-100% and 99.6-100%, respectively. DBS HIV-

1 RNA and p24 antigen assays are increasingly used (154). 

Most HIV viral load assays use quantitative Reverse Transcriptase PCR that 

requires large quantities of plasma (100-600~l) to transcribe RNA into DNA 

before amplification. Besides extracellular HIV-~ RNA amplified from plasma 

samples, DBS contain whole blood and therefore intracellular HIV-l RNA and 

HIV-l proviral DNA. As a result, when HIV-l viral load assays are used with 

DBS, both HIV-l RNA and HIV-1DNA will be amplified, making it potentially 

more sensitive than HIV-l DNA assays. This has potential implications for ear­

ly detection of HIV but also for potential overestimation of viral load. 

Three studies evaluated the Roche and Abbott NAATs to detect HIV-l RNA 

and DNA in DBS against whole blood. 'fhe BioMerieux HIV-l RNA assays 
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cannot amplify HIV-l DNA. False positive results by quantitative NAATs is 

a concern when used for qualitative purposes, but these assays remain a 

promising alternative for infant diagnosis (130, iSO, 155). Indeed, the WHO 

recommends testing infants for HIV DNA, HIV RNA, or the ultrasensitive p24 . 

antigen on plasma or on DBS samples, given that the sensitivity and speci­

ficity are >98% (154). 

Two papers examined the possibility of detecting HTLV-l serologically or by 

in-house NAATs, but with relatively small sample sizes. Both showed good 

performance compared to plasma samples (156,157). 

2.7.1.2 HEPATITIS VIRUSES 

Seven studies evaluated the use of DBS for the diagnosis of hepatitis viruses .. 

(Annex 10.2.4). Three studies evaluated DBS Hepatitis C (HCV) serology 

against serum and plasma, finding high sensitivity and specificity >98% 

(103, 158, 159). Only two studies have examined the use of DBS samples 

for Hepatitis B (HBV) serology, yielding different performances for the three 

serological HBVassaytypes (160,161). The potential to include HCV and HBV 

in HIV serology-based epidemiological studies makes testing for multiple 

viruses from one sample possible, and a cost-effective way to expand 

surveillance services. For most serological assays, a cut-off determines 

the positive or negative outcome of a test and can be adjusted if aimed for 

screening, confirmation or for surveillance. Adjusting the cut-off specifically 

for DBS samples could improve sensitivity and/or specificity, depending on 

the required balance between them (162). 

The detection of HCV and Hepatitis E virus (HEV) by NAATs appear prom­

ising but more evaluations are needed before conclusions can be drawn. 

Tuaillon et of. found that HCV RNA is susceptible to degradation when sam­

ples are stored at ambient temperatures (+20°C),. while Solmone et of. found 

that 100% positivity was maintained when samples were stored at 'room' 

temperature over a period of 11 months (159, 163). More evaluation of the 

optimal storage DBS conditions for HCV NAAT is"required. Annex 10.2.4 sum­

marizes all included studies. 
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2.7.1.3 FLAVIVIRUSES 

The WHO estimates that dengue affects> 50 million people each year, often 

in explosive outbreaks. Capture or sandwich ELiSAs are used to serologically 

diagnose acute dengue (lgM, IgG antibodies and NS1 antigen) and estimate 

seroprevalence. Four studies comparing dengue ELISA using DBS and serum 

reported high sensitivities (>86%) and specificities (>89%) (164-167) (Table 

2.6). One study reported poor correlation of DBS witt) serum results (166), but 

results were not analysed wlth the appropriate statistical technique (168). 

Antibody titres determined from DBS were more variable and lower than those 

from sera, suggesting a limited role in the diagnostic confirmation of acute 

dengue. All studies concluded that DBS IgG determination could be used 

successfully for seroprevalence studies. Storage conditions of one month at 

'room' temperature, appeared to have no detrimental impact on results (167). 

Dengue nucleic acid detection from DBS was also highly sensitive (>90.7%) 

in comparison to serum. The 100% specificity reported by Prado et al. may re-

flect the nature of the samples, which were prepared by spiking whole blood 

with dengue virus (165, 169). Consistent with the period of highest viraemia, 

sensitivity was highest on day one after onset of fever falling rapidly by day 

four. Matheus et al. found that dengue RNA could still be detected in dried 

capillary blood samples from a small number of patients 12 days following in­

fection, whereas corresponding venous samples were negative (165). Indeed, 

capillary viraemia may be more prolonged than venous (170), suggesting that 

it would be important, in evaluation of dengue NS1 assays and NAATs, that 

both DBS and blood samples are compared using capillary blood. Dengue 

RNA was found to be stable at 37°C for a year (169). It is important to note 

that the virus remains viable and confers an infective risk on untreated paper 

during the first 48 hours after spotting on to untreated paper (169). 

In a seroprevalence study of chikungunya virus, IgG was successfully de­

tected on filter paper with 97.9% sensitivity in comparison to serum (171). 

Though IgM was not fully evaluated on DBS, it appeared to give similar re­

sults to those from sera (171). 
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Table 2.6: Summary of studies evaluating DBS for Flavivirus diagnosis 

Number of 
Disease, assay type samples & filter 
& country Author paper type Test Sensitivity % Specificity % 
Dengu~~erology BaLmaseda et al. 169 sampLes In house ELISA IgM, 96 IgM 89 IgM 

(2008){164) Whatman No.3 IgG & IgA(171) 93 IgA 89 IgA 
Nicaragua( 164) 86 IgG 92 IgG 

French Guiana Matheus et al. 130 sampLes In house ELISA 89 94 
(2007)(165) Whatman paper IgM(173) 
" -

Cuba Herrera et al. 189 sampLes In house uLtramicro 92.1 98.6 
(2006)(167) Whatman 2992 ELlSA(174) 

Vietnam Tran -et al. (2006) 781 sampLes Dengue Fever IgM NR NR 
(166) Whatman 903 & IgG ELISA (Focus 

Diagnostics, USA) 

Notes 
Detecting IgM or IgA is useful 
for acute dengue diagnosis. IgG 
is optimaL for dengue incidence 
surveiLLance. Danger of cross­
reactivity of IgG with other 
Flaviviruses( 164) 

IgM stabLe at room temperature 
for 1 month and at 4°( for> 2 
months. 
DBS correlated poorly with serum, 
particularLy for acute dengue 
infection. However, correLation 
inappropriate analysis( 168). 
Limited role in diagnostic 
confirmation of dengue cases. IgG 
useful for seroprevaLence studies. 
No effect of 1 month storage on 
results. 
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Number of 
Disease, assay type samples & filter 
& country Author paper type Test Sensitivity % Specificity % 
Dengue Matheus et al. 130 sampLes In house PCR(175) 90.7 82.9 
NAAT (2007)(165) Whatman paper 

French Guiana(165) 

Cuba 

:Chik~ngunya 

Serology 

La Reunion ' 

-~~~ 

Japanese 8 
encephalitis 
Serology 
Thailand 

Prado et al. 
(2005)(169) 

Grivard et al. 
(2007)( 171) 

Burke et al. 
(1985)(176) 

52 samples In house PCR(175) 93 
Nobuto paper 

144 sampLes IgG ELISA NationaL 97.9 
Whatman 903 Arbovirus Reference 

Laboratory, Lyon, 
France 

243 samples In house ELISA 72 
Nobuto paper In house Haem- 38 

agglutination during 
inhibition assay epidemic 

100 

100 

NR 

Notes 
Serotyping aLso performed. 
Sensitivity and specificity highest, 
during the 1st 4 days of infection, 
falling rapidLy thereafter. 

Samples prepared with blood 
spiked with dengue virus. Lower 
limit of detection for dengue 2 
than 3. RNA stable at 37°C for 
1 year. Risk of viral infectivity 
from paper for 48hrs at room 
temperature. 
SeroprevaLence study. 
IgM aLso detected with similar 
opticaL density threshoLds as 
sera, but no independent quality 
control performed. 

ELISA and haemagglutination 
inhibition tests were compared 
with serum. ELISA was more 
sensitive during epidemic 
periods. Newer, commercially 
availabLe assays are available but 
have so far not been evaluated on 
DBS. 
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2.7.1.4 OTHER VIRUSES 

Three studies evaluated measles antibody (lgM or IgG) detection using DBS 

samples. Uzicanin et al. demonstrated that the sensitivity of DBS samples, in 

comparison to serum, increased for IgM from 95.7% for samples collected 

from day 1-6, to 100% when samples were collected one week after the 

appearance of the rash(177). This illustrates for serological assays, the 

importance of the time of sample collection after the onset of the disease 

to obtain adequate sensitivities and that'this varies between pathogens. For 

measles antibody tests, DBS can be stored for up to 6 months at 4°C. However, 

beyond 6 months sensitivities fell, suggesting that long-term storage at 4°C 

affects measles antibody stability(178). 

We found only one study evaluating the use of DBS for Epstein-Barr virus ... 

(EBV) serology. Interestingly, this study compared venous and capillary 

blood spotted on two different filter paper types (Whatman 903 and No.3) 

for ELISA (EBNAl plus VCA-p18) and found a high~r sensitivity with 903 pa­

per (179). For the detection of CMV, a serological assay and a NAAT test were 

evaluated between plasma and DBS. The NAAT was 100% sensitive and spe­

cific while the serological assay had lower sensitivity and specificity, but 

both were >93% (106,180). Annex 10.2.5 summarizes all included studies. 

2.7.1.5 MALARIA 

For the detection and speciation of malaria, no commercially available 

DBS assays evalautions have been published in peer-reviewed journals. 

Two studies compared PCR on DBS against whole blood and found a lower 

sensitivity, particularly for samples with low parasitaemia (181, 182) (Table 

2.7). DBS PCR compared to microscopy, achieves comparable performance 

or, in some studies, is more sensitive (9). It appears that DBS is more specific 

than whole blood samples when used for PCR analysis using the less sensitive 

microscopy as the reference method (182, 183). 

The nested PCR assay developed by Snounou et aLin 1993(184) is commonly 

used as the reference method for malaria PCR. Based 'on the eight papers 

included in this review, malaria detection by P~R on DBS appears to be a 

suitable alternative to microscopy and are frequently used in surveillance 

studies(185). DBS are also commonly used for detection of malaria resist­

ance molecular markers (186). 
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Table 2.1: Summary of studies evaluating DBS for malaria 

Sample 
size & filter Un- Sensitivity Specificity Reference 

Countr~ Author ~a~er assa~ Pf Po Pv Pm known % % test Notes 
Thailand Long etal. 56 samples In-house ./ 94.6 NR Thin/thick 

(1995)(187) Whatman (188) bLood smear 

903 
MaLaysia Singh et al. 166 samples In-house ./ ./ 97.4 NR Thick blood 

(1996)(189) Whatman (184) smear 
3MM (adjusted) 

MaLaysia Singh et al. 129 sampLes In-house ./ ./ ./ ./ NR NR Limit of detection: 

(1999)(190) Whatman 6 parasites per lJL 
3MM 

----~----. -~---- -----

Singapbre Tham et al. 52 samples In-house ./ ./ 100 100 Thin/thick Limit of detection: 

(1999)(191) Whatman (192) bLood smear 4 parasites per lJl 
NO.1 n 

-:::s 
MaLaysia, MangoLd et 81 sampLes In-house ./ ./* ./ 94.1 (Pf) 100 (Pf) Thin/thick *1 out of 1 Po 

QJ 

-0 
.--t" 

Myanmar, al. (2005) . Isocode . 100 (Pv) 99.1 (Pv) bLood smear sampLes detected ' (l) 

Thailand (193) cards N 
--------"'----------""-.----~~-.-

ThaHand Boonma et al. 136 samples Multiplex ./ ./ ' 100 (Pf) 100 (Pf) 100 Consensus of Specificity of all 

(2007)(183) Whatman PCR(194) 92.7 (Pv) (Pv) 3 PCR assays 3 assays lower 0 
OJ 

3MM (93.8-97%) when 
(J) 

Nested ./ ./ 100 (Pf) 99 (Pf) . compared to 
r-+ 
(l) 

PCR(195) 100 (Pv) 100(Pv) microscopy. OJ 
r-+ 
C --. 
(l) 

RT- ./ ./ 100 (pf) 100 100 (pf) 100 "' (l) 

< 
0\ PCR(196) (pv) (pv) (l) 

-.....J ~ 
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00 

Sample 
size & filter 

Country Author paper assay 
Saudi AL-Harthi et 118 sampLes In-house 
Arabia aL. (2008) Whatman (197) 

(181) 

ThaHand Yamamura 156 samples In-house 
Zimbabwe et al. (2009) FTA card 

(198) 
Iran Ataei et aL. 75 sampLes In-house 

(2011)(182) DNA (199) 
Banking 
Card 

Kenya Wangal et .al. 356 samples In-house 
(2011)(9) Whatman 

3MM 

Un- Sensitivity 
Pf Po Pv Pm known % 

./ 73 

./ 97.8 

./ ./ 97 

./ 100 

N~= Not reporting Pf= Plasmodium falciparum, Pv= P. vivax, Po= P. ovale, Pm= P. malaria 

Specificity Reference 
% test Notes 
NR Thin/thick SeveraL microscopy 

negatlve sampLes 
positive on DBS 
PCR. 

100 

100 

79 

bLood smear 

Thln/Thick Llmlt of detectlon: 
blood smear 10 coples/ reactlon 

Thin/thick WhoLe blood 
blood smear more sensitlve but 

Less spedfic than 
DBS compared to 
microscopy (100% 

sensitivity, 95.2% 
spedfidty) 

Thln/Thick Low speclficlty 
blood ~mear potentlally caused 

by lnsufficlent 
microscopy 
expertlse 
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2.7.1.6 NON-MALARIAL PARASITES 

Parasites account for many neglected tropical diseases afflicting hundreds of 

millions of people worldwide, predominantly in resource-poor regions with 

limited access to diagnostic facilities are affected by parasites (200). The use 

of filter paper to aid with diagnosis and understanding the epidemiology of 

these diseases is thus very attractive. The mapping of lymphatic filariasis and 

monitoring of elimination programs provide an ideal role for DBS. Three recent 

studies evaluated serological tests for the Og4C3 antigen to W bancrofti on 

DBS, compared to serum, giving sensitivities of >93% and specificities of 82-

100% (201-203) (Table 2.8). The earliest study performed, by Gyapong et al. 

in Ghana, reported a lower sensitivity (50%) (204), possibly due to difference 

in strain type (most other studies were performed in Asia) or technical factors 

that have since improved. The CELISA (w. bancrofti and Brugia spp.) and Brugia .. 

Rapid (Brugia spp.) tests performed on DBS eluate and compared with serum or 

plasma proved reasonably sensitive (71-980/0) (99, 205). Cross-reactivity with 

other common parasitic infections, including Onchocerciasis, Strongyloides, 

Ascaris and Dirofilaria species are important (99,205). Nucleic acid testing was 

evaluated for Brugian filariasis and Loa loa and appears sensitive, particularly 

for the latter at 96% (206-208). African and American trypanosomiases have 

both been successfully detected on DBS with high sensitivity and specificity 

by serology (209-212). A recent evaluation using a commercially available 

test for T. cruzi was, however, performed for relatively few patients (211).' 

Strict control of humidity by storing DBS in sealed plastic bags with silica gel 

immediately after drying may have been a key factor resulting in the higher 

sensitivity reported by Chappuis et al. compared to Truc et al. (209,210). 

PCR testing on DBS for visceral leishmaniasis (L. infantum) in immunocom­

promised patients before therapy was evaluated against bone marrow mi­

croscopy in a small series of patients, yielding a sensitivity of 75% (213). 

PCR on DBS was significantly more sensitive than microscopy and culture of 

peripheral blood. The authors suggest a possibl,e role for PCR 'as an initial 

screening test using DBS, potentially avoiding the more invasive bone mar­

row aspiration. Seroprevalence studies for echinococcosis, fascioliasis, and 

toxoplasmosis performed well on DBS. Detection of exposure to giardiasis 

suffered from lower specificity, possibly reflecting cross-reactivity or long-. 
term persistence of antibodies (214, 215). 
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Table 2.8: Summary of studies evaluating DBS for parasites other than malaria. 

Number of 
Disease, samples & filter Sensitivity ·Specificity 
assa~ t~~e {t c6untr~ Author ~a~ert~~e Test % % Notes 
Lymphatic Filariasis: Santhanam 94 samples In-house EIA(217) 92 77 
Wucheraria bancrofti et al. (1989) Whatman 903 
(Wb) (216) 

Brugi€l malayi & 
timori (Bspp)Serology 
India(216) 

-- ---~------

Ghana Gyapong et 1808 samples Og4C3 ELISA (Wb) 50.3 96.4 
al. (1992) Og4C3 paper (Tropical Biotech) 
(204) 

-
Sri Lanka Itoh et al. 60 sampLes Og4C3 ELISA (Wb) 97 NR 

( 1998){201) Nobotu 1 (Tropical Biotech) 
I n 

India Hoti et al. 30 samples Og4C3 ELISA (Wb) 76.6-93.3 Time of the day at which samples 
::r-

100 ClJ 
"D 

(2002)(202) Whatman nO.3 (Tropical Biotech) are collected impacts sensitivity .-+ 
ro 

(Hoti et al.) 
-, 

N ---
India, Egypt, Haiti Wattal et al. 188 samples Og4C3 ELISA (Wb) NR NR 

Kenya, Papua New (2007)(203) Whatman nO.3 (TropicaL Biotech) 0 
CP 

Guinea, Sri Lanka If) 

Egypt Well et al. 81 samples Fllariasis (Wb tt B.spp) 91 (Wb) NR Well et al. based on a panel of .-+ 
ro 

(2011)(99) CELISA (CeUabs) 98 (B. spp) known positives. 
-, 

TropBio paper NR OJ 
.-+ 
C 

Brugia Rapid (Malaysian Significant cross-reactivity with I 
-, 

Uganda Fischer et al. 66 samples 79 NR ro , 
(200S){20S) Whatman 3MM BioDiagnostics Research) other filarial infections{99, 205) ro 

< 

" L ro 
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Number of 
Disease, samples & filter 
assay type & country Author paper type 
Lymphatic Filariasis I(Luber et aL. 36 sampLes 
Brugia malayi (2001)(206) Whatman 3MM 
NAAT 
I ndonesia(206) 
MaLaysia 

Loa loa 
NAAT 
Cameroon" 
HAT 
Serology 
(Card Agglutination 
Test) 
Sudan(209) 
CentraL African 
Republic 
Ivory Coast 

Rahmah et aL. 21sampLes 
(2010)(207) Whatman 3MM 

Fink et aL. 68 sampLes 
(2011)(208) NR 

Chappuis et 100 samples 
ale (2002) NR 
(209) 

. Truc et aL. 940 samples 
(2002)(210) Whatman No.4 

Test 
In-house 
PCR(218,219) 

In-house 
PCR(218,219) 

In-house 
PCR(208) 

Sensitivity Specificity 
% % Notes 
86 NR 

NR 

96 

NR 

NR No cross-reactivity with other 
fiLariaL species. Limit of detection 
1 microfiLaria per 20uL DBS. 

Micro-CAn (lTM Antwerp) 91 NR 

NR 89.4-95.5 95.5-96.6 Truc et aL. report rapid drop in 
sensitivity (67.8%) after 3 days 

. without strict humidity controL of 
paper. 
Ranges reported by Truc et aL. 
reflect testing at 2 different sites. 
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Number of 
Disease, samples & filter Sensitivity Specificity 
assa!l t!l~e & countr!l Author ~a~ert!l~e Test % % Notes 
Chagas disease Luquetti et al. 24 samples Chagas Stat-Pak (ICT) 100 100 Chagas Stat-Pak performed on 
Serology ~rf (2003)(211) NR (chembio Diagnostic ELISA 78.1 ELISA 99.7 small sample size (24). More 
Brazil(211) systems) sensitive and specific than large-

Zicker et al. scale evaluation with serum. 
Brazil (1990)(212) 6222 samples In-house ELISA, IF & IF 69.2 IF 99.4 

Whatman NO.1 HA(220, 221) HA 64.6 HA 99.6 
Echinococ~osis Coltorti et al. 479 samples In-house ELISA NR NR Coltorti reports sensitivity of 
Serology (1988)(222) Whatman NO.1 DBS similar to that of serum. 

Argentina(222) ------ ---~ --- ------- .~-

China Bartholomot 2482 samples In-house ELISA 96 87 
et al. (2002) Whatman NO.1 
(223) n 

-. --- --'.--.--"-.~-.~-- -- -- ---~-\~ - - ----
:::Y 

------ ---- ..... --------- OJ 
Uruguay Cohen et al. 1149 samples In-house ELISA ) NR NR D 

I ,...... 

( 1998)(224) Whatman NO.1 ro 
"""""' 
t'V 

Visceral Leishmaniasis Campino et 24 samples In-house PCR 71-75 NR 15/20 positive for patients not 
NAAT al. (2000) Whatman NO.2 on treatment and 17/24 if those 0 

(213) on treatment included. Useful as OJ 
IJ) 

Portugal 
--~-.-- ~ .... - "" ____ ..=i-- __ 

an initial screening tool. r-T 

Fascioliasis Strauss et al. 68 samples In-house ELlS'A NR NR Samples stored for 10 years at ro 
OJ 

Serology (1999)(225) Whatman NO.1 4°C were successfully detected. r-T 
c 

Bolivia ~ 

ro 
< 

-......J 11) 

N ~ 



Number of 
Disease, samples &- filter Sensitivity Specificity 
assa~ t~~e & countr~ Author ~a~ert~~e Test % % Notes 
Giardiasis Guimaraes 133 samples In-house IF 82 70 Guimaraes high rate of false 

Serology (lgG) Q; et al. (2002) Whatman NO.1 positives with ELISA. 

BrazH(214) (214) 
'-r-- ---~. 

Saudl Arabla Al-Tukhl et al. 147 samples In-house ELISA 72796 39-98 Al-Tukhl et al. results ranges 

(1993 )(215) Whatman No.4 depended on ELISA Opt1cal 

Denslty readlng and final eluate 

dHutlon. 

Cysticercosis Peralta et al. 151 samples Qual1code Cyst1cercosis 80 NR Good agreement between serum 

Serology (2001)(226) Whatman No.4 ELISA kit and DBS. May be useful initial 

(Immunet1cs inc.) screening test. 

BrazH(226) All forms or neurocyst1cercosis 

stored for 1 week before n 
freezing. Ranges due to samples :::J 

OJ 

processed at 2 sites using 2 -0 
,-+ 
(() 

methods. ~ 

--"- .---~-"--- N 

Mex1cO Fleury et al 305 samples In-house ELlSA(228, 229) 39-66 87-96 
(2001)(227) Whatman No. 311 0 

OJ 
l/) 

Toxoplasmosis Parker et al. 273 samples Eiken Toxoreagent Latex 98.8 100 
,--

r-+ 
I ({) 

Serology (latex ( 1992}(230) Whatman 903 Agglutination I 
, 
OJ 

agglutination) I 
r-+ 
c 

I 
, 

UI«230) ({) 

---------------...-------- ~--.- ---- __ ~~_____ _ _____ _" __ "~_"J , 
USA Stevens etal. 1098 samples In-house ELISA 96 94 

({) 
< 

"-J (1992)(231) Whatman 903 ({) 

LN ~ 



2.7.1.7 BACTERIA 

There have been suprisingly few studies evaluating the use of filter paper to 

diagnose or determine the seroprevalence of bacterial pathogens compared 

with viruses and parasites (Table 2.9). 

The success of using DBS to screen. for leprosy appears to be dependent 

on the bacillary burden, with multi bacillary patients more readily identified 

(232-234). The commercially available Serodia Leprae particle agglutination 

test (Fujirebio, Japan) using DBS had 97.5% ~oncordance with serum for 

patients of any bacillary burden type (235). Interestingly, the sensitivity of 

capillary DBS taken from the earlobe was slightly but significantly higher 

when compared to venous DBS and serum, possibly reflecting the higher 

density of organisms in this tissue (232). 

Brucella antibodies were eluted from filter paper with difficulty and correla­

tion coefficients with serum were modest, suggesting only a possible role in 

screening for cases(236). However, correlation coefficients are not valid sta­

tistical tests for comparison of diagnostic methods (bland ref~rence). Other 

bacterial pathogens performed well on DBS and could be stored successful­

ly for sufficient periods of time to allow transport to a laboratory for analysis 

(237-239) . 

. ~ 
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Table 2.9: Summary of studies evaluating DBS with serological assays for bacteria 

Number of 
Disease, assay . samples & filter 
type & country. Author paper type Test Sensitivity % Specificity % 
Leprosy :-autUn et al. {1997} 200 samples In-house NR NR 

Serology {232} NR ELlSA{240} 

Nepal{232} 
French 

Polynesia 

Chanteau et al. 

(1989)(233) 

Dhandayuthapani 

168 samples 

Whatman NO.1 

94 samples 
et al. {1989}{234} Whatman No.3 

In-house ELISA 

In-house ELISA 

Multibacillary 96 Multibacillary 96 

Paucibacillary 29 Paucibacillary 96 

NR NR 

India Sekar et al. (1992) 81 samples MLPA (Fujirebio, 67.7 (MLPA) 98.7 (MLPA) 

Orientid 
tsutsugamushi 
and Rickettsia 
typhi (Scrub & 
Murine typhus) 
Serology 
Laos{237} 
France 

(235) Whatman NO.3 

Phetsouvanh et al. 53 scrub samples 

(2009)(237} 

Fenollar et al. 

(1999)(238) 

53 murine samples 

Whatman 903 

94 samples 
Fischer Scientific 

paper(238) 

Japan) 

In-house ELISA 
In-house ELISA 

In-house 

ELlSA(241) 

76.9 (ELISA) 83.4 (ELISA) 

NR NR 

951gM 881gM 

90lgG 100lgG 

911gM 100lgM 
821gG 100lgG 

100 100 

Notes 
Earlobe capillary blood 
more sensitive than serum 
or fingerprick blood.{232} 

Lower antibody titres 

with DBS. Storage at room 

temperature for 1 month 

did not affect antibody 

titres.{237,238} 
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Number of 
Disease, assay samples· & filter 
type & country. Author paper type __ Test Sensitivity % Specificity % 
Leptospirosis Desvars et aL. 52 samples MAT -Microscopic 100 100 
iSeroLogy (MAT): _ -, 2011)(242) Whatman 903 Agglutination 
La Reunion Test 
Syphilis " Coates et al. (1998) 1037 samples Serodia TPPA 98.3 100 
Serology (243) Whatman 903 (Fujirebio) 
Tanzania 
Endemic syphilis Backhouse et aL. 
(Yaws) Serology (1992)(239) 
Papua New Guinea 
BruceLLa Takkouche et al. 
Serology (1995)(236) 
Spain 

70 samples 
Whatman 903 

160 samples 
Whatman 2992 

TPHA - Serodia 96.5 
TP kit (Fujirebio) 

Brucella ELISA N R 
(Virotech System 
Diagnostika) 

100 

NR 

Notes 
DBS samples showed 
lower antibody titres 
compared with serum. 

Results unaffected by up 
to 2 months storage. 

Pearson correlation 
coeffic1ent: r = 0.8 for IgM 
and IgG. Time consuming 
extraction method. n 
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2.7.1.8 Use of fiLter paper for sampLes other than whoLe bLood 

Filter paper has been used to store almost any clinical specimen for 

subsequent analysis. Whole blood is the most practical sa~ple to collect 

on paper, however many reference assays use other samples types (e.g. 

serum or plasma) and some diseases are preferably diagnosed using other 

specimen types. Here we provide an overview of these specimen types. For 

full details see Annex 10.2.6. 

Evaluation of dried serum spots to detect Hepatitis A antibodies showed a 

sensitivity and specificity of 100% compared to liquid serum (244) and HIV 

ELISA a sensitivity of 83% (245). NAATs perform very well with Hepatitis A 

(92.3% and 100%) and HCV (100% and 100%) sensitivity and specificity 

respectively (244, 246). Both hepatitis viruses showed a 10-fold fall in viral 

load after storage for 4 weeks on filter paper at room temperature (244, 

246). 

Three studies used dried plasma and one, dried breast milk, compared to liq­

uid plasma for HIV quantitative PCR (247-249). HIV RNA on filter paper was 

stable' at room temperature for> 1 year. Buffy coat may be used as a substrate 

to detect HIV proviral DNA. When dried buffy coat spots were compared with 

liquid samples, there was 100% concordance between results (250). 

Although bone marrow is a difficult sample type to obtain, it is the most sen­

sitive substrate for diagnosis of visceral leishmaniasis. In one small study, 

34 out of 35 patients with diagnosis based on clinical presentation, was 

detected by NAAT on dried bone marrow spots. This was more sensitive than 

microscopy (251). 

Cutaneous and mucocutaneous samples may be scraped, aspirated or di­

rectly impressed onto filter paper-to diagnose leishmaniasis and, using slit 

skin smears, leprosy. The sensitivity cutaneous impressed filter paper for 

leishmaniasls ranged from 92.3-100% and specificity 100% compared to 

PCR on tissue samples (252, 253) and parasite speciation was possible. M. 
-

leprae was detected by peR from dried slit skin smear spots (60%) in pa-

tients with known leprosy as frequently as the standard technique of skin 

slit smear storage in 70% ethanol (58%) (254). 
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Sputum and saliva have been more widely examined. HIV PCR on saliva had a 

low sensitivity when tested on viraemic patients with known HIV (255). Only 

67% of serologically positive measles patients were positive by PCR on dried 

saliva spots, which was inferior to whole saliva and throat swab (256). De­

tection of malaria DNA in dried saliva (and dried urine) spots were less sen­

sitive than blood microscopy (257). Dried induced sputum spots and dried 

bronchoalveolar lavage fluid spots to identify Pneumocystis carin;; by PCR was 

reported with sensitivity of 67% and 90-91% , respectively compared to mi­

croscopic examination of these samples (258). 

Dried cervical fluid spots were evaluated for Human Papilloma Virus by PCR. 

Concordance of 94-100% was reported in two of three studies compared 

with PCR directly on smear or cytobrush samples (259-261). 

Cerebrospinal fluid (CSF) in children with meningitis was dried onto filter pa­

per (dried CSF spots) and assayed by PCR for Streptococcus pneumoniae and 

Haemophilus injluenzae with a sensitivity of 92% and 70% and specificity 

of 99% and 100% , respectively, compared with direct CSF PCR (262). The 

detection of neurocysticercosis IgM antibodies was less successful, ranging 

from 52-63% , in comparison to CSF, depending on the type of filter paper 

used to store CSF (227). 

Both stool and urine have been stored on paper. Vibrio choleraethe organism 

could be cultured from dried stool spots after 14 days if humid conditions 

were maintained (263) and was equivalent to standard transport medium. 

Viral enteric pathogens including Norovirus, Rotavirus and Adenovirus sero­

types 40 and 41 were detected by NAAT from dried stool spots. There was 

good concordance with EIA performed directly on stool (264-266). Pre-treat­

ing the paper with SDS/EDTA inactivated the virus, allowing safe handling of 

the paper. CMV is readily detected in urine in viraemic patients. Dried urine 

spots were reported to have 90% concordance with PCR on DNA extracted 
."" 

directly from urin.e(267). 
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2.7.1.9 Use of fiLter paper in veterinary heaLth 

Filter paper has been widely used in veterinary health, both in livestock 

and wildlife diseases as a specimen substrate. Several zoqnotic diseases 

discussed above, including echinococcosis, brucella and trypanosomiasis 

(268) are also important causes of mortality in animals. However, non­

zoonotic diseases are responsible for about half of livestock losses worldwide 

(268). Poultry, swine and cattle suffer the greatest burden of disease, with 

viruses and parasites the major causes of these often-fatal infections. 

Severe commercial losses occur in livestock industry and global surveillance 

and diagnosis is necessary to collect information on ecology and install ear­

ly warning systems to detect highly pathogenic strains such as Avian Influ­

enza virus (AIV). The difficulties of traditional sample collection methods, 

discussed above for humans, are equally applicable in the veterinary setting. 

Filter paper has played a key role in circumventing many of these challenges 

for veterinary medicine. Smith et al. discuss the problems likely to be faced 

with the use of (FTA) filter paper with veterinary samples (269). 

Porcine reproductive and respiratory syndrome viruses (154), Newcastle 

disease, AIV and Theileria species (270,271) have been successfully identi­

fied from blood DBS. Samples other than blood are perhaps more frequently 

encountered in animal, than human, disease diagnosis. Examples include 

cloacal swabs adsorbed onto paper to detect AIV (272), bursal fluid to iden­

tify infectious bursal disease virus of poultry (273), tongue epithelial sam­

ples from cattle for foot and mouth disease virus (274) and canid brain tis­

sue to identify rabies (275). These methods are also applicable to wildlife 

as demonstrated by Curry et al. who identified Brucella antibodies in dried 

caribou blood with high sensitivity and specificity (276). Leishmaniasis is an 

important zoonosis with reservoirs in canids. However serological studies 

amongst dogs using filter paper compared with serum have given relatively 

poor sensiti~ity of 22.2% or an agreement of 68.8 % (k = 0.234) (277,278) 

FTA paper carries the advantage of inactivating highly pathogenic organisms 

to allow safe transportation with reported complete inactivation of highly 

pathogenic AIV one hour after following adsorption onto FTA paper (279). 
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Human and animal health are inextricably linked but there has been very 

little, if any, collaboration between scientists and health workers interest­

ed in human and non-human health and filter paper diagnostics. More 'One 

Health' collaboration on these techniques would benefit both fields. 
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2.8 DISCUSSION 

Over the last 50 years, filter paper has gained an increasingly important role 

as a substrate for diagnosis, epidemiology and surveillance of infectious 

diseases. Recently, this role has gone beyond diagnosis to include detection 

of markers of resistance, detailed genetic or serological analysis and the 

monitoring of therapeutic interventions including drug levels, vaccine­

induced responses and viral loads. 

Almost any clinical sample may be stored on. filter paper for subsequent 

analysis, though finger-prick blood is the most convenient and widely used. 

Viruses, particularly HIV, have been most frequently targeted with filter pa­

per diagnostics. Serological tests perform very well with seven studies re­

porting sensitivity and specificity close to 100%. NAAT performance is more 

variable due to the greater instability of nucleic acids, but mostly reached 

similar accuracy. Infant diagnosis using both RNA. and DNA are feasible, 

however RNA tests tend to suffer with reduced specificity. Hepatitis viruses, 

many of the Herpes virus family, measles, and rubella also perform well with 

serological tests with sensitivities and specificities of >90%. NAATs appear 

promising, though more evaluations are needed particularly for HCV and 

HEV. Dengue serology performed on DBS is clearly suitable for seroprev­

alence studies, though this is less clear for the diagnosis of acute primary 

and acute secondary infections. A recent surveillance study suggests that 

including dengue NSl detection with anti-dengue IgM may increase sensi­

tivity (280). Dengue serotyping is epidemiologically important and can also 

successfully be performed using DBS (165,280). 

DBS also playa key role in the diagnosis of parasitic infections. Detection 

of malaria by PCR using in-house ~ethods is generally superior to the gold 

standard of microscopy. Most studies report sensitivities of >94% and spe­

cificities 0(?99% (182, 183, 196, 198). Due to the geographical distribu­

tion of filariasis and its prevalence in remote settings, filter paper has been 

extensively used to diagnose patients,' determine epidemiology and moni-
~ 

tor response to eradication programs. Using commercially available assays 

sensitivities of >90% may be achieved (99, 201). Specificity is more varia-
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ble due to problems associated with cross-reaction with other related para­

sites (99, 205). Leishmanisasis, giardiasis and cysticercosis have proved less 

promising in the few studies that have evaluated DBS compared to a recog­

nized gold standard (213,214,227). 

The detection of bacteria has less often been investigated using filter pa­

per. Serological tests for leptospirosis, treponema infections and rickettsia 

have yielded excellent results (238, 242, 243), whilst others, such as lep­

rosy, have been less successful (235). The selection of pathogens that may 

perform well on filter paper is dependent on several important factors. The 

presence and quantity of serological markers and nucleic acids in the blood 

at the time of sample collection, their stability on filter paper and the devel­

opment of sensitive and specific assays adapted to perform on filter paper. 

There are several key advantages of using filter paper over the tradition­

al specimens of whole blood or serum. Many of the pathogens discussed 

above are most common in remote and resource-poor settings with limited 

access to advanced diagnostic facilities. Filter paper obviates the need for 

a cold chain to preserve specimens in transport to a central laboratory, thus 

enormously increasing accessibility of these tests worldwide. Filter paper 

is generally cheap (although some of the treated papers, such as FTA, are 

very expensive), requires only a small sample volume (which may be more 

acceptable to the patient), less of a burden for the health system and needs 

minimal technical expertise to perform. This is likely to make sample collec­

tion more acceptable to the patient and increase testing uptake (281). Filter 

paper is easily and safely delivered using almost any existing transportation 

network available. Recent advances in chemically pre-treated cards have 

provided increased safety in handling and transporting samples (279). Per­

for'ated cards allow simpler and quicker preparation of samples for the elu­

tion step, limiting the need for punching tools and reducing cross-contam­

ination risk~~ Samples are stored and transported at ambient temperatures 

and can usually be stored for prolonged periods if sufficient precautions 

against humidity are taken. Filter paper has been used with multiplex sero­

logical and NAATs to diagnose combinations of Hepatitis B, C and HIV (282, 

283). This will increase the diagnostic potential of a single dried blood spot. 
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There are, of course, important difficulties and limitations to be encountered 

when using filter papers. It was apparent when conducting the literature 

search and review that a great variety of terminology has been employed 

when discussing filter paper. Studies evaluating the same pathogen often 

use different methodologies encompassing almost every stage of the pro­

cess from filter paper selection to final assay procedures, making comparison 

vexed. Some studies have used DBS without a justification that the method 

is accurate against a reference standard. Many filter paper varieties have 

been used (products are not always clearly labelled with the paper weight 

in g/m2) and sample volumes will vary, so care is advised when moving be­

tween paper types. A consensus document on terminology and methodol­

ogy would be invaluable for advancing the field of filter paper diagnostics. 

The importance of standardized sample collection, storage and processing of 

filter paper and justification of the accuracy of the methodology in compar­

ison to conventional techniques cannot be overstated. High temperatures 

and humidity over prolonged periods severely reduce test sensitivity par­

ticularly for NAATs, though this seems to vary between pathogens (137,138, 

141, 159, 169). Inevitably the sample size of DBS - the volume of blood per 

spot - will be less than that of a whole blood sample collected by venipunc­

ture. DBS containing whole blood may also influence NAATs or serological 

assays due to the presence of inhibitors. These can, however, be overcome 

. by developing DBS specific protocols (284, 285). Although some guidelines 

exist, there is an urgent need for more robust, standardized protocols for 

sampling, storage, processing and evaluating filter paper techniques. Many 

studies reported in this review were not prospective, real life evaluation 

such studies would provide a stronger evidence base to support recommen­

dations. Additionally, most studies used pipettes to spot venous blood onto 

filter paper which gives a greater"consistency in blood volume than direct 

application of blood to paper, that is unlikely to be achieved with field sam-
..:; 

ples. A number of studies did not report sensitivity and specificity and sev-

eral inappropriately u~ed correlation coefficients rather than Bland-Altman 

plots (168). The standards·for the reporting of diagnostic accuracy studies 

(STARD) guidelines are an important starting point for reporting filter paper 

evaluation (286). The inclusion of additional items to improve accuracy and 
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completeness of filter paper studies (Annex 10.2.7), could greatly improve 

consistency and clinical utility of the results. In brief, these could include 

the use of standardized terminology for DBS, sample collection, storage and 

processing details, key information regarding the reference standard and the 

use of appropriate statistical tests (e.g. Bland Altman plots versus correlation 

coefficients). 

The review has important limitations. First, in attempting to summarize stud­

ies where DBS were evaluated in comparison to a gold standard to diagnose 

infectious diseases, we did not include related subjects such as drug resis­

tance and viral load. Second, we excluded in-house assays for those diseas­

es with well-recognized commercially available assays though these are list­

ed in annex 10.2.8. Third, we did not do a detailed assessment of veterinary 

use of filter paper, as this subject would require an independent literature 

review in its own right. This highlights the need for more collaboration be­

tween scientists in human and animal health. Fourth, we were only able to 

review studies published in English. 

This is the first attempt to summarize the entire' subject of filter paper diag­

nostics in infectious diseases. We highlight the many advantages filter paper 

offers over traditional samples and discuss the limitations and difficulties as­

sociated with using this method of storing and processing clinical samples. 

Consensus should be reached regarding the methodology and terminology 

employed to better advance this important diagnostic tool. Filter paper has 

been shown to be a valuable asset in increasing accessibility of infectious 

disease diagnostics. In some cases, the sensitivity and specificity is slightly 

lower than the reference sample, however it is the potential of filter paper 

to make affordable, robust, sensitive, and specific diagnostics available to 

remote settings that raises its profile in international health . 

. .,) 
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C'lapter 2 - DBS literature revie IV 

2.8.1 ADVANTAGES AND DISADVANTAGES OF DBS 

As practically every aspect of DBS has been described and evaluated in this 

chapter, Table 2.10 summarises the main advantages and disadvantages of 

DBS compared to venous blood collection by venipuncture. 

Table 2.10: Advantages and disadvantages of DBS compared to venous blood 

collected by venipuncture 

Advantages of DBS 
Improves access to diagnostics 
Lower costs 
Ease of collection 

Transportation - no cold chain needed 

Small quantity of blood collected 
Better participation in studies 
Less biological wast~ produced 
Small size - less storage space required 
Minor patient discomfort 

2.8.2 RECOMMENDATIONS 

Disadvantages of DBS 
Small volume of blood affects sensitivity 
Contamination risks affects specificity 
Extraction of DNA/RNA is more 

complicated 
Adjustments required to protocols/ 

assays 

The STARD initiative was launched in 2003 to develop guidelines"forimproving 

the accuracy and completeness of reporting studies of diagnostic accuracy 

(286). During the literature review, we encountered a lack of accuracy and 

incompleteness in reporting findings, even sensitivity and specificity were 

not always reported. Based on the key issues encountered when reviewing 

the literature of DBS evaluations, the STARD checklist was amended to cover 

the specific details that should be reported when evaluating DBS samples. 

The key issues were combined with the additional points to the STARD 

checklist in Table 2.11. The complete STARD checklist, with the amendments 

highlighted, can be found in Annex 10.2.7. 
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(hapt( t 2 - DBS l itel atul'e re tiew 

Table 2.11: Summary of key concerns in reporting DBS studies and added STARD 
checklist points 

Concerns in reporting DBS 
studies 
Inconsistency in terminology 

Unclear or not reporting 
filter paper sample collection 
method, 

Unclear reporting of reference 
method and sample. 

Unclear or not reporting 
storage and time between 
collecting and analysing 
samples. 
Unclear or not reporting 
punch method and cleaning 
procedure. 

STARD checklist adjustments for DBS 
evaluations 
Make use of terminology: i.e. Dried Blood Spots, 
Dried Urine Spots, Dried Fluid Spots, Dried 
"Samples" Spots 
Sample 1:ollection: State which filter paper was 
used, which and how fluids were obtained and 
spotted onto filter paper, and the drying period 
before storage 
Report the index sample and its collection, 
storage, and transportation details. Provide 
detailed rationale for discordances in methods 
between index and reference test. 
Sample processing: state the time and storage 
conditions (humidity control and temperature) 
at the field, during transportation, and at the 
laboratory, preferably in a tabled manner. 
Report punching method with reference to source 
or manufacturer, and cleaning procedure, if used. 

Unclear or not reporting how For quantitative or numerical test results, indlcate 
quantitative data was obtained the calculation methods and rationale of the 
from filter paper samples. index and reference standard 
Unclear or not reporting For quantitative test outcomes, report the mean 
the biologlcal variability of and range of results for index and reference test 
samples and mean difference 
between index and reference 
sample 
Unclear or not reporting 
of diagnostic accuracy of 
quantitative test outcomes. 

For quantitative test outcomes, Estimates of 
diagnostic accuracy and measures of statistlcal 
uncertainty (e.g. 95% confidence intervals) by 
quantitative grouped ranges (e.g. 1,000-5,000 

copies/mL). 
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3 Systematic review of DBS in HIV viral load 
patient monitoring and early HIV infant 
diagnosis 

3.1 INTRODUCTION TO PUBLICATION 

Access to antiretroviral therapy (ART) has increased over the last few years, 

with over eight million people receiving ART in middle and low income 

countries, in 2011 (287). CD4 cell counts aid clinicians when to initiate 

therapy and HIV VL aid to decide when therapy is failing. Access to these 

tests remains limited due to high costs, necessary laboratory infrastructure, 

and technical complexities in developing countries (66). When these tests 

are not available, treatment failure is based on clinical or immunological 

criteria, leading to undesirable late identification and accumulation of 

resistance mutations (288). Additionally, these tests may be used to detect 

acute HIV-l infection or infant diagnosis. 

To monitor treatment efficacy and to guide clinical decision making for 

switching treatment therapy in developing countries, there is an urgent 

need to evaluate simplified methods that can improve accessibility of pa­

tient monitoring assays (36,289). Additionally, access to HIV VL testing and 

EID is limited to the population living in close proximity to the laboratory 

because of the need for venous blood samples. To answer this need, this 

Chapter assessed the use of DBS for HIV VL and EID and potentially to im­

prove accessibility to these tests in remote settings. 

,.; 
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Systematic review of the use of dried blood spots in HIV 
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wrote the first drafts of the manuscript and I<S provided comments and 

feedback. RWP provided guidance during the whole process an.9 contributed 

significantly to the writing of the manuscript. HIV Monitoring Technologies 

Working Group has not read this or an earlier version of the manuscript yet. 
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Abstract 

The importance of adequate HIV viral load monitoring and early infant 

diagnosis in remote settings is rising, given that access to ~nd the use of 

treatment is rapidly increasing. Dried Blood Spots (DBS) have been considered 

as valid alternative to increase access to these tests in remote settings. We 

therefore provide an overview of the methods and identify gaps that need 

to be sorted before DBS can be widely used as the preferred sample choice 

in remote settings. Thirteen HIV viral load articles and six HIV early infant 

diagnosis papers were included. Although some challenges surrounding 

the pre-extraction and analytical stages need to be resolved, DBS can be 

used as an alternative to plasma for HIV viral load quantitation based on the 

suggested threshold of 5000 c/ml as cut-off for treatment failure. Although 

limited data is available for infant diagnosis, DBS seems a very sensitive and 

specific sampling strategy to make diagnosis more accessible. 

Introduction 

According to the latest WHO figures, in 2011 34 million people were living 

with HIV worldwide. Young women aged 15-24 are most vulnerable to 

become H IV positive, as infection rates are twice as high as men of the same 

age. This puts children at risk as well, and in 2009, 370.000 children were 

born HIV positive (290). 

Over eight million HIV infected individuals have been placed on antiretrovi­

ral therapy (ART) and will require on-going monitoring to ensure treatment 

continues to be efficacious (287). HIV VL testing is an important tool for 

monitoring treatment, detecting treatment failure and preventing misclas­

sification of treatment responses and inappropriate switching of treatment 

regimens (291). 

In many resource-limited countries, it is a challenge to diagnose HIV infected 
..:> 

infants because antibody diagnostic assays cannot be used. As HIV positive 

mothers pass IgG antibodies on to the, infant while in the womb, antibody 

tests can only accurately be used when the child reaches at least 18 months 
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of age but by this time, infants may be lost to follow-up and their infections 

remain un-diagnosed untl they present clinically at a health care facility. 

Early infant diagnosis (EID) relies on the detection of HIV nucleic acids to 

confirm HIV positivity of the infant. 

Assays to detect H IV nucleic acids are more technically advanced and costly 

than simple antibody tests and as a result, EID and VL testing are not readily 

available in primary healthcare facilities. Although used for different diag­

nostic purposes, the problems in access to EID and HIV VL testing in low in­

come countries are the same. Both tests are often not performed because of 

the costs, and requirement for expensive laboratory equipment and trained 

technicians (292,293). Additionally, access to HIV VL testing and EID is lim­

ited to the population living in close proximity to the laboratory because of 

the need for venous blood samples. 

Alternative sampling methods have been reviewed as a way to increase 

access to these tests in remote areas (38, 66, 294, 295). The use of filter 

paper for the collection of whole blood, Dried Blood Spots (DBS), has sev­

eral advantages over traditional methods of sample collection. DBS can be 

implemented as an easy and inexpensive means of collecting and storing 

blood specimens under field conditions (30-34). The reduction in materi­

als required, and biological waste produced, as well as the ability to collect 

sample by heel or finger prick without phlebotomy, considerably decreas­

es costs for sample collection, compared to venipuncture (35). DBS also in­

creases accessibility of HIV VL and EID testing in remote areas (36, 37). 

The process of DBS collection begins with a finger prick and spotting whole 

blood directly onto filter paper which is then left to dry at room tempera­

ture. Once dried, DBS can be stored with desiccant and shipped to central 

laboratories for HIV VL testing. The effects of using an alternative sampling 

method for HIV VL and EIA assays should be well understood as this poten-
~ 

tially influences the sensitivity and accuracy (296). 

Since both tests are p-erformed on comparable laboratory equipment that 

detects nucleic acids, we performed a literature review to assess the feasi­

bility of using DBS samples for HIV VL and EID tests. Although literature re-
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views have been published before that reviewed the feasibility of using DBS 

for HIV VL (36,55,297), this literature review provides an updated technical 

analysis of commercially available platforms and the use of DBS samples for 

HIV VL and EID. This review was initiated to critically assess the differences 

between DBS and plasma HIV VL measurements on commercially available 

HIV VL assays. Additionally, no literature review has been published yet that 

reviewed HIV EID with DBS samples. 

Material & methods 

We performed a systematic review of studies evaluating the use of DBS 

for HIV viral load quantification and for EID. The search protocol is given in 

Annex 10.3.1. 

Eligibility criteria 

Eligibility criteria were defined using PICOS (Population, Interventions, 

Comparisons, Outcomes, Study Design). Studies evaluating DBS and plasma 

samples for H IV viral load measures with commercially available technologies 

at the time of the review (April 2012) were considered for inclusion. 

PIcas HIV VL DBS 

Participants: HIV positive persons from any geographical location. 

Intervention (Diagnostic Assay): Any commercial technology available for the quantification of plas­
ma HIV-1 viral load at the time of the search with Dried Blood Spot samples. 

Comparators (Reference Standard): Plasma samples 

Outcomes: Evaluations or comparisons of the accuracy and/or reproducibility of the index sample 
type. 

Study Design: Evaluative studies using an acceptable reference technology or comparative studies. 

Other: Scientific articles published in peer reviewed journals, in English, from 1990 to present. 

PIcas EID DBS 

Participants: infants from any geographical location. 

Intervention (Diagnostic Assay): Any commercial technology available for the detection of HIV-1 DNA 
or RNA at the time of the search with Dried Blood Spot samples. 

Comparators (Reference Standard): whole blood, plasma, or serum samples ... 
Outcomes: Evaluations or comparisons of the accuracy and/or reproducibility of the index sample 
type. 

Study Design: Evaluative studies using an acceptable reference technology or comparative studies. 

Other: Scientific articles published in peer reviewed journals, in English, from 1990 to present. 
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Information Sources 

Studies were identified by searching the electronic databases MEDLINE and 

Embase, and by inviting experts from the advisory group (HIV,.working group) 

to identify studies relevant to the review. The search was developed by PWS, 

I<S and RWp, conducted by PWS and I<S. 

Search Strategy 

The following search terms were used for HIV VL search: dried or dry, blood, 

spot, DBS, filter paper, Guthrie card, 903 paper, HIV, human immunodeficiency 

virus and human immune deficiency virus. The initial search for evaluations 

of DBS for HIV VL quantitation was conducted 15 February 2010, and 

updated 18 January 2012. For the search of publications evaluating DBS 

for EID, the following search terms were used; dried or dry, blood, spot, DBS, 

filter paper, Guthrie card, 903 paper, HIV, human immunodeficiency virus 

and human immune deficiency virus, DNA, RNA, infant, neonatal, neonate, 

early infant diagnosis, EI D. This search was conducted 2 April 2012. 

Study selection 

Titles and .abstracts were screened for relevance. The full text of eligible 

articles were reviewed and assessed against inclusion criteria. The inclusion 

criteria were: 

• Evaluation or comparison of performance of commercially available 

viral load quantification assays or EID assays 

• Evaluation of dried blood spots with valid reference sample using the 

same viral load or EID technology 

• Any HIV-l subgroup recognition 

• Quan~itation of plasma and dried blood spots for viral load and 

detection of RNA and/or DNA for EID 

For HIV VL, 473 articles were retrieved, 459 were excluded, and 13 articles 

were included. For EID, 225 articles were retrieved, 220 were excluded and 

4 articles were included (Annex 10.3.1). 
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Results 

Early infant diagnosis 

Five studies evaluated the performance of early infant diagnosis (EID) assays 

with DBS against whole blood or plasma samples as reference method using 

the same EID assay (144, 145,298-300). Four studies used Whatman 903 

filter paper (144, 298-300) and one 'study used Whatman NO.1 filter paper 

(145). Out of the five studies, Amplicor 1.5 assay (n=4) and Cobas Taqman 

were evaluated. More details can be found in Appendix 3. The samples used 

for the evaluations were of infants younger than 18 months (144,145,298), 

6 weeks old (299), and of children between 6 .weeks and 6 years (300). The 

sensitivity and specificity of the va rious assays are given in Table 3.1. 

Table 3.1: Sensitivity and specificity of HIV early infant diagnosis 

VL Sample 
Author Assa~ Threshold size Sensitivit~* S~ecificit~* 

Anitha et aL. (298) Amplicor 1.5 NA 64 . 100 100 
Lofgren et al. COSAS Taqman >1.000 176 100 99 
(144) >10.000 176 100 100 
Nsojo ,et aL. (145) Amplicor 1.5 NA 325. 100 99.6 
Sherman et al. AmpUcor 1.5 NA 2880 100 " 99.6 
(299) 
Stevens et aL. Amplicor 1.5 NA 800 100 99 
(300) 
Stevens et al. COSAS Taqman NA 800 100 100 
(300) 
"<sensitivity and specificity of DBS calculated compared to whole blood or plasma 

HIVVL 

Thirteen studies evaluated the performance of quantitative HIV VL assays 

with DBS samples against plasma (38,123,289,296,301-309). All studies 

used Whatman filter paper 903 (protein saver card, GE healthcare, USA) (38, 

123, 289, 296, 302-306, 308). Among the thirteen studies, the following 

platforms were used; Abbott RealTime HIV-1 assay performed on the M2000 

platform (N -5), BioMerieux NucliSens easyQ v1.1 (N=l) and v1.2 (N=3), 

Roche COBAS Taqman HIV-1 viral load (N=2), Roche Amplicor Monitor vl.S 

(N=2), Versant HIV-1 I<PCR~ (N=l) (Table 1). DBS VL results were compared 

to plasma results on the same platform (38, 123, 289, 296, 302-306, 308). 

Ikomey et al. conducted plasma and DBS samples in one run, while all 
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remaining evaluations used two runs to quantitate HIV VL using DBS and 

plasma samples (302). 

DBS preparation 

DBS samples were prepared with either EDTA-blood obtained from a 

venipuncture (38, 289, 296, 301-3'06, 308) or heel prick blood (123). 

Sample storage conditions varied from -20oe (301), -70oe (123) to ambient 

temperatures (38, 305, 306, 308). Samples in eight studies were humidity 

controlled with desiccants (38, 123, 289, 301, 306, 308) but six studies did 

not specify if desiccants were used (296, 302-304). Plasma samples were 

stored at -80oe (38, 305, 306, 308), -70oe (123, 303), -20oe (296, 302) or 

not specified (304,308). All studies included samples with a plasma HIV VL 

range starting from 2 or 3 logio copies up to 7 logio copies/mL. More study 

details can be found in ·Annex 10.3.3. 

Extraction methods 

The NucliSens extraction platforms were used by 6 studies. Andreotti et 

al. (289) began the extraction of DBS samples with the Roche automated 

viral isolation platform but continued to use the NucliSens isolation due 

to incorrect isolation of RNA specimens. The M2000 sample preparation 

platform (M2000Sp) was used by 6 studies in combination with the M2000 

detection platform. 

Sample volume and haematocrit 

The HIV VL measurements obtained by DBS samples, which roughly contain 

50 - 100 ~l of whole blood, were compared to plasma samples in thirteen 

studies. Plasma input volumes for the reference VL testing were 100 ~l 

(303), 500 ~l (289), 600 ~l (305) or unspecified (38, 123, 296, 301, 302, 

304, 306, 3~8). Because of this sample input difference, it is theoretically 

impossible that DBS and plasma samples give comparable viral load results. 

Marconi et al. found a mear difference between DBS and plasma VL of 1.94 

± 0.06 log10 copies/mL and provided this as a correction factor for DBS 

VL calculations (304). An Abbott RealTime HIV-l assay protocol for DBS 
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samples is now avaHable, incorporating this correction factor. Haematocrit 

values can be used in the viral load corrections by estimating the amount 

of plasma in a 50~l whole blood sample. One study found that haematocrit 

correction reduced the difference of DBS and plasma viral load from -0.43 

log10, to -0.127 log10. (123). An alternative is to reduce the reference 

sample volume for a better VL correlation of DBS and plasma (303). 4 out of 

13 studies reported that DBS VL were corrected for haematocrit or that DBS 

were corrected for the smaller sample input volume (123, 289,304,307). 

Bias 

The mean difference, bias, between DBS and plasma VL measurements 

ranged from -0.77 (HIV VL underestimation) (296) to 0.65 log10lmL (HIV VL 

overestimation) (301) across all studies (Figure 3.1). For the Abbott RealTime 

HIV-l assay, 51.9% up to 100% of the DBS HIV VL results were within 0.5 log 

difference of plasma samples (38,296,301,304,305,309). The percentage 

of samples within 0.5 log for the Roche COBAS Taqman HIV-l viral load and 

Versant HIV-l kPCR where 78.4% (289) and 82.7% (306), respectively. The 

BioMerieux NucliSens easyQ vl.l was evaluated by two studies for which 

64% (296) and 94% (303) of the results were within 0.5 log. The greatest 

variance between DBS and plasma was found in studies using the Abbott 

RealTime HIV-l assay (Figure 3.1). 

Table 3.2: SensHivity and specificity given per VL threshold used 

VL Sample Sensitivity Specificity 
Author Assa~ Threshold size %~'r %* 
Lofgren et aL (144) RealTime 1000 176 100 99 

10000 176 100 100 

400 137 99 87 

5000 137 100 97 

Pirillo et aL (306) kPCR 37 98 88.2 69.2 

5000 98 85.1 96.1 
Rottinghaus taL NucliSens 1000 173 77.8 98.1 
(307) v.l ~ l 

,'( sensitivity and specificity-Of DBS calculated compared to whole blood or plasma 
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Detection limit and sensitivity 

The lower detection limit (95% detection rate) of DBS samples with the 

Abbott RealTime HIV-1 assay was determined by two different studies to 

be 550 and 800 c/mL (301, 308). Andreotti found a low sensitivity when 

plasma viral load samples were below 3 log HIV RNA c/mL with the Roche 

COBAS Taqman HIV-1 viral load assay-(200/0 detection rate) (289). Evaluating 

DBS with the Versant HIV-1 kPCR machine showed that 21 samples were not 

detected with plasma VL below 3942 c/mL, which is high compared to the 

lower detection limit found with the Abbott Realtime assay (289,306). 

The WHO has proposed a clinical threshold of5,000 c/mL to indicate treat­

ment failure (310). The sensitivity at this threshold varied from 85.1% to 

100% in two studies (38, 306). The specificity at 5,000 c/mL was deter­

mined in three studies and ranged from 96.1 % to 97% (38, 306). The sensi­

tivities of DBS for samples with specific plasma viral load ranges are shown 

in Figure 3.2. 
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Figure 3.2: Sensltlvlty per vlralload range of DBS compared to matchlng plasma samples 
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Quality assessment 

Each of the thirteen HIV viral load articles and 5 EID articles included in the 

review were assessed for quality by two independent reviewers. Twenty four 

criteria, based on the STARD guidelines, were used to assess the quality of 

publications (Figure 3.3). All 18 studies described sample storage conditions, 

discussed the clinical relevance and were easily identified as evaluation 

studies. 8 out of 18 studies described the population sampled and again 

only 8 studies described the distribution or range of HIV VL of the sampled 

population. 

Figure 3.3: Number of publications matching a selection (18 out of 24) quality 
criteria. 
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Publlcatfons 

All assays discussed in this literature review are sensitive enough to · be 

used for DBS samples as the lower detection limit of each of these assays, 

according to the manufacturer, are below 100c/mL. The most important 

differences between the assays are input volume and the extraction method 

both of which contribute to differences in mean bias and variability. The 

method of punching Qut the filter paper spot, the punch size, elution buffer 

used as well as the sample volume after e)<traction that was used for VL 

measurement, alter HIV VL results. In the analytical stage, haematocrit 

correction, quantity of blood and quantity of plasma processed, viral load 
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calculation method applied, cell associated RNA as well as HIV proviral DNA 

can alter viral load measurements in some assays. When these critical phases 

in processing DBS are addressed and resolved, it will become possible to 

reduce result variances, develop uniform protocols which allow a more 

detailed comparison between sample collection methodologies. 

Discussion 

DBS samples have been used for many years in the detection of various 

infectious diseases, throughout the world (311-313). DBS samples have 

been used for diagnosis of HIV by antibody and antigen detection and 

have shown to be a very useful diagnostic tool to increase accessibility of 

diagnostic tests. In addition to the practical benefits of using DBS samples, 

costs of sample collection and shipment are low compared to plasma 

samples (131). Although DBS samples seem very useful for EID and HIV VL 

measurements, there are still some concerns with r~spect to the assays and 

protocols reviewed in this literature review. 

Early infant diagnosis 

In contrast to HIV RNA assays, the presence of proviral HIV DNA or cell 

associated HIV RNA increases the sensitivity of EID assays. DBS samples are 

regularly used for EID and generally accepted as a sensitive method when 

venous blood cannot be collected (314-317). This is somewhat surprising 

given that only five published studies met the inclusion criteria of this 

review for evaluation of DBS for EID. Although all studies showed good 

sensitivity, the specificity was slightly less than with liquid blood samples 

(99-1000/0). Clinically, this means that 1 in every hundred patients will be 

false positively diagnosed. Furthermore, only two of the 6 commercially 

available HIV platforms were evaluated. It is recommended that assays are 

thoroughly evaluated and the protocol validated before diagnosing patients 
.~ 

using DBS sampl~s. 

Nucleic acid detection assays used for EID and HIV VL are often performed 

on the same or comparable platforms. While manufacturers provide sepa­

rate kits for EID and VL, there is increasing interest to use HIV VL assays for 
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EID as well. HIV VL assays can detect HIV RNA and by using whole blood 

samples, DNA may also be detected which could increase sensitivity for EID. 

Additionally, using one platform and one kit for both purposes would poten­

tially simplify testing procedures in the laboratory. Although more evalua­

tions are needed, the use of HIV VL assays for EID with DBS samples could 

potentially decrease costs, improve. EID accessibility and simplify testing 

procedures (148, 318). 

HIV viral load 

5000 clmL threshold 

Twelve out of thirteen studies suggested that HIV-l VL quantification from 

DBS is feasible (38, 123, 289, 296, 301-306, 308). The sensitivity of DBS 

samples at a threshold of 5,000 c/mL, the suggested clinical threshold 

indicating treatment failure, varied from 85.1 % to 100% in two studies. The 

specificity at 5,000 c/mL ranged from 96.1 to 97% .(38,306). Clinically, this 

means that 4 out of 100 HIV patients will switch treatment unnecessarily and 

15 out of 100 will remain on the same treatment despite having elevated 

HIV VL levels. The difference between DBS and plasma samples could be the 

result of biological and assay variation, which could cause false treatment 

failure results. 

The lower limit of detection in HIV VL quantitation assays when using DBS 

is 550-1000 c/mL, whereas with plasma, it may be as low as 200c/ml or 

even 20c/ml. One of the reasons DBS is not, and may never be, as sensitive 

as plasma in detecting low HIV VL, is that a complete DBS circle contains up 

to 50IJl of whole blood which is approximately 20-251Jl of plasma. The HIV 

quantitative assays are developed and validated for large plasma sample 

volumes (between 100 and lmL),and calculate VL based on the expected 

plasma sample input volume. When a HIV VL platform has no specific DBS 

protocol, it is necessary to alter the HIV VL result measurement which was 

calculated by the software for plasma samples, and adjust it for the smaller 

volume of a DBS samp-les ~o obtain a final HIV VL result that would match a 

plasma sample. 
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Correcting HIV VL values 

The DBS VL can be recalculated to HIV c/mL by applying the difference 

between plasma and DBS samplevolume. To makethe calculation, haematocrit 

values can be obtained to adjust DBS viral load results by calculating the 

amount of plasma in a DBS sample (123). Pirillo et al. made use of carefully 

designed reference standards for calculating DBS VL levels but unfortunately 

did not give details about the calculation. These calculations are important 

to compare DBS VL results between authors and to understand the effects 

of these adjustments on over- or under-quantification of HIV VL results. It is 

recommended to contact the HIV VL assay manufacturer for a DBS protocol. 

If no protocol is available, it is highly recommended that they are developed 

in close collaboration with the manufacturer so that the protocols are 

distributed to all laboratories using the same platform. 

HIV DNA 

When correlating plasma and DBS samples HIV VL measurements, it is 

important to remember that DBS contains HIV infected cells that are not 

present in plasma. While DBS samples may never have the same limit of 

detection as plasma to detect HIV-1 RNA, the contribution of HIV proviral DNA 

and intracellular virus particles can lead to an overestimation of viral loads or 

positive DBS results when viraemia is undetectable in ART treated patients' 

plasma samples (305). Monleau et al. treated DBS samples with DNase and 

found that DNA contributes largely to the HIV viral load measurements in 

DBS samples (319). The BioMerieux NucliSens easyQ platform is based on 

isothermal RNA amplification so HIV DNA is not detected. It can be expected 

that the levels of proviral DNA and intracellular virions in a sample will differ 

between patients, and within a single patient due to biological variation. 

This would imply that a standard correction would be inaccurate and a more 

detailed procedure would be necessary. The potential confounding of DNA 
.~ 

in low VL m'easurements needs to be researched further and correlated to 

clinical conditions of _HIV positive patients. As DBS adds more variability 

(-0.77 to 0.65 loglolmL), it is essential to critically review the laboratory 

procedures for DBS and minimize variability of each sample process step. 
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Because of the difference in sample volume and the presence of HIV DNA as 

well as cellular HIV RNA in DBS samples, the quantitation of HIV is complex. 

In our opinion, a carefully designed and executed reference curve for DBS 

samples needs to be made for each assay and population. It is therefore 

recommendable to contact the manufacturer and discuss a DBS protocol 

that includes these variables. When manufacturers provide a DBS protocol, 

DBS testing can become standardised and easier to be used for laboratories 

starting to use DBS for HIV VL. 

Conclusion 

The results shown in this study are comparable with previously published 

reviews (55, 297). The review published in 2009 included in-house HIV 

VL assays while in this study, we focused on commercially available assays 

and assessed the quality of the papers. Although not all points on the 

STARD checklist are equally important, distribution,of HIV VL or population 

description, are important. 

When, challenges surrounding the pre-extraction and analytic;al stages are 

resolved, DBS can be used as an alternative to plasma for HIV VL quantita­

tion based on the suggested threshold of 5,000 c/ml. 

HIV VL in infants is high with interquantile ranges of 0.5 million to almost 

5 million copies/ ml at 6 weeks of age (320) in the absence of prophylac­

tic antiretrovirals, suggesting that DBS are a suitable sample (321). As more 

mothers and infants receive antiretrovirals to prevent mother to child trans­

mission of HIV, lower HIV RNA levels in infected babies will be observed. 

Assays for HIV VL and EID detect nucleic acids and are performed on similar 

laboratory equipment and HIV VL assays have been evaluated for early in­

fant diagnosis. Using the same platform and consumables for two diagnostic 

tests, the economies of scope would have advantages for clinical settings. If 
~ 

HIV VL and E.ID testing was performed on a single platform, standardisation 

and a robust consens~s for sampling, s,toring, and processing DBS samples 

would be essential to allow successful implementation of DBS samples. 
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4 The trade-off between accuracy, costs and 
accessibility of syphilis screening assays 

4.1 INTRODUCTION TO PUBLICATION 

Chapters 4, 5 and 6 address objective 2 of the thesis, which is to evaluate 

the use of DBS to assure the quality of paCT in remote settings. 

The WHO and Centre for Disease Control and Prevention (CDC) advocate 

the implementation of paCT with a quality assurance method in place (322). 

HIV and syphilis paCTs are currently used at antenatal care clinics (ANC) in 

Tanzania without rigorous QA methods in place. 

The paCTs currently used in Tanzania have already been evaluated in vari­

ous African countries (10, 22, 323-325). The study performed by Lyamuya 

et aL. evaluated five HIV paCTs in Tanzania, and all were highly sensitive and 

specific (99.4 -1000/0) (324). The thesis did not reassess the performance of 

HIV paCTs but extended on the research performed by others. 

Because of the limited number of studies evaluating syphilis paCT, we per­

formed an evaluation comparing paCT to a laboratory based screening as­

say, using Treponema palLidum Particle Agglutination (TPPA) as reference 

method. Initially, the evaluation performed in this chapter comprised of 

four laboratory assays, to assess the most sensitive method. The four as­

says were; the TPPA, Treponema palLidum Haemagglutination Assay (TPHA), 

Enzyme Immuno Assay (EIA), and paCT. The initial idea was to compare the 

4 methods, but the focus of the paper changed to discuss accessibility, costs 

and performance of the paCT and EIA. A version of the manuscript describ­

ing the evaluation of the four methods is described in Annex 10.4. 
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Abstract 

The availability of rapid and sensitive methods to diagnose syphilis 

facilitates screening of pregnant women, which is one of the most cost­

effective health interventions available. We have evaluated two screening 

methods in Tanzania: an enzyme immunoassay (EIA), and a point-of-care test 

(POCT). We evaluated the performance of each test against the Treponema 

pallidum particle agglutination test (TPPA) as reference method, kit costs, 

and the accessibility of testing in a rural district of Tanzania. The POCT 

was performed in the clinic on whole blood, while the other assays were 

performed on plasma in the laboratory. Samples were also tested by the 

rapid plasma reagin (RPR) test. 

With TPPA as reference assay, the sensitivity and specificity of EIA were 

95.3% and 97.8% , and of the POCT were 59.6% and 99.4% respectively. 

The sensitivity of the POCT and EIA for active syphilis cases (TPPA positive 

and RPR titre ~1/8) were 82% and 100% respectively. Only 15% of antena­

tal clinic attenders in this district attended a health facility with a laboratory 

capable of performing the EIA. 

Although it is less sensitive than EIA, its greater accessibility, and the fact 

that treatment can be given on the same day, means that the use of POCT 

would result in a higher proportion of women with syphilis receiving treat­

ment than with the EIA in this district of Tanzania. 

Introduction 

The prevalence of syphilis is high among pregnant women attending 

antenatal clinics in sub-Saharan Africa (326). Syphilis in pregnancy can 

have devastating effects on the developing foetus and is a major cause of 

stillbirths and neonatal deaths in Africa (327). Screening and treatment of 

pregnant women with a single dose of benzathine penicillin before the third 
,~ 

trimester could p~event up to 305,000 stillbirths per year (3, 328). 
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Latent syphilis can only be diagnosed serologically. Laboratory based as­

says such as the Treponema pallidum particle agglutination assay (TPPA) and 

rapid plasma reagin (RPR) test are widely used. As the agglutination is inter­

preted by a technician, the test result is subjective. Enzyme immunoassays 

(EIA) are now recommended for syphilis screening in Europe (329). They are 

easy to use, provide objective results, and are well adapted to high through­

put laboratories; but they are more expensive than the other assays, require 

equipment (a plate washer and a plate reader), and require cold storage of 

consumables, which is a limiting factor for some settings (330, 331). 

These laboratory based assays are not available in rural health facilities in 

Africa. POCTs are easy to perform, require only a drop of blood collected by 

finger prick, and do not require refrigeration; they could enable same day 

testing and treatment for syphilis at any health facility but are less sensitive 

than laboratory based assays (332). 

Selecting a screening assay, particularly in an African country, should not be 

solely based on the performance of the assay. Besides the performance of 

a test; cost, necessary equipment, cold chain requirements, and complexity 

of executing tests should be taken into consideration. Selecting a screening 

assay is therefore often a trade-off between the performance of the assays, 

cost, and accessibility for patients to be screened. Comparative evaluations 

that include these three aspects for syphilis screening have not been pub­

lished previously (333). This study evaluates two screening assays, a POCT 

and an EIA, to review the trade-off between performance, cost, and acces­

sibility of syphilis screening assays in an African district. 

Methods 

Samples and Field Procedures 

The I<isesa open cohort is a well-established ongoing community-based 
~ 

study in Northern Tanzania (334). The cohort study uses regular demographic 

surveillance with serotogical surveys, providing data on HIV incidence and 

prevalence (335). Subjects' that accepted voluntary counselling and testing 

(VCT) were tested for HIV and syphilis using POCT. All subjects with a positive 

syphilis result were given free medical treatment according to Tanzanian 
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government guidelines, and all those positive for HIV were referred to the 

Tanzanian care and treatment centre. The study was approved by the ethical 

review committee of the National Institute for Medical Research (NIMR) in 

Tanzania and the ethical committee of the London School of Hygiene and 

Tropical Medicine. 

Whole blood was collected by venepuncture into heparinised tubes from 

consenting subjects, and transported to the NIMR laboratory in Mwanza. 

Within 24 hours the blood was centrifuged and stored at -200 e. Samples 

were collected from April 2010 until September 2010 and were tested until 

March 2011. Samples were bar-coded to ensure anonymous testing. Double 

data entry was used to enter the results. Results were entered automati­

cally (EIA) or manually into the Laboratory Information Management System 

(LlMS). 

Point-oj-care test 

The SO bioline syphilis 3.0 poe tests (Standard Diagnostics, Kyong gi-do, 

Korea) were performed by trained clinicians, with whole b~ood samples 

collected by finger prick. A timer was used to ensure that the test was read 

after exactly 15 minutes. The manufacturer's instructions were followed. 

TPPA 

A total of 2099 plasma aliquots were allowed to come to room temperature 

and tested by TPPA (Fujirebio, Tokyo, Japan) according to manufacturer's 

instructions. TPPA results were read by two trained and experienced 

technicians. The reading of the TPPA occurred while masked to results of other 

tests. Discordant results between the two technicians were discussed and 

one outcome was agreed by consensus. Results were deemed indeterminate 

for biologically reactive samples or when a conclusive outcome could not be 

obtained du~e to difficulty in interpretation or lack of technician's agreement. 
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Enzyme Immuno Assay 

The Syphilis Enzyme Immuno Assay (EIA) (Lab21 healthcare, I<entford, UI<) 

became available at the midpoint of the study and was ,performed on 

1041 samples (49.6%). It was performed according to the manufacturer's 

instructions and read by Optical Density (00) 450/620nm using an 

automated reader (DTX 800, Beckman Coulter, USA) which calculated the 

cut-off according to the instruction manual. 

RPR 

Quantitative RPR (BD Macro-vue RPR, Becldon Dickinson, Sparks MD, USA) 

was performed on all samples according to the manufacturer's instructions. 

Since adverse pregnancy outcomes due to syphilis are seen in women with 

RPR titres of ~ 1:8 (327), an active syphilis infection was defined for the 

purpose of this study as TPPA positive and RPR titre ~1/8 (19). 

Sensitivities, specificities, positive predictive values and negative predictive 

values were calculated according to standard methods. The agreement be­

tween various methods was tabulated. Microsoft Excel (Microsoft Corp., USA) 

and the statistical package Stata 11 (Stata corp Lp,Texas, USA) were used to 

analyse the results. 

Access to screening 

We visited all 51 health facilities in one district of Mwanza Region (Geita 

District), to ask how many women attend each antenatal clinic per month 

(336). 
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Results 

Point- oj- care test 

The POCT was evaluated with a set of 2099 samples. Of these, 359 (17.1 %) 

samples were positive by TPPA and 225 (10.7%) by POCT. With TPPA as 

reference, the POCT had 11 false positive and 145 false negative results, 

giving a sensitivity of 59.60% (95% CI: 54.5-64.6%) and specificity of 

99.40% (95% CI: 98.9-99.7%) (Table 4.1). There was a 92.6% agreement 

between POCT and TPPA. The positive and negative predictive values were 

95.1 % and 92.3% , respectively. 

Table 4.1: The TPPA and POCT performances are given with RPR results divided 
into titres lower «1/8) or higher than 1/8 (~1/8). 

TPPA POCT RPR Samples 
<1/8 ~1/8 Neg 

+ + 71 41 102 214 
+ 21 9 115 145 

+ 3 0 8 11 

44 9 1676 1729 
Total 139 59 1901 2099 
+= positive, - = negative, Neg=negative 

Of the 145 false negatives by POCT, 115 (79%) were RPR negative and 31 

were RPR positive. Fifty out of 2099 samples tested by POCT had active 

syphilis (positive TPPA and RPR titre ~ 1/8), of which 41 were detected by 

POCT, giving a sensitivity of 82% (95 % CI: 69.2% -90.2 0/0) and specificity of 

100%. 

EfA 

The EIA was evaluated with 1041 samples that were used to evaluate the 

POCT as it became available in the second half of the study. Of these, 18.1 cVo 

of samples were positive by TPPA and 19.1% by EIA. 

With TPPA as reference, the EIA had 20 false positive and 9 false negative 

results, giving a sensitivity of 95.2% (95% CI: 91.1-97.460/0) and specificity 

of 97.7% (95% CI: 96.4-98.5%) (Table 4.2). There was a 97.3% agreement 

between TPPA and EIA. The' positive predictive and negative predictive val­

ues were 90.6% and 98.9% , respectively. The EIA showed a sensitivity and 

specificity of 100% to detect active syphilis cases (Table 4.2). 
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Table 4.2: The TPPA and EIA performances are given with RPR results divided into 
titres lower «1/8) or higher than 1/8 (~1/8). 

TPPA EIA RPR Samples 
<1/8 ~1/8 Neg 

+ + 53 26 100 179 
+ 0 0 9 9 

+ 3 0 17 20 
30 4 799 . 833 

Total 86 30 925 1041 
+= positive, - = negative, Neg=negative 

All 29 samples for which a discordant result was obtained by the two 

laboratory methods were retested. On retestin"g, 8 out of 9 TPPA positive 

samples became negative and one became indeterminate, and 6 out of 20 

TPPA negative samples became positive. Only four EIA positive samples 

changed outcome when retested (4 initially positive samples became 

negative out of 29 discordant results). 

Comparison of EtA and POCT 

Figure 4.1 shows the distribution of 214 positive out of 1041 samples 

identifIed by one or more of the screening assays. 

Figure 4.1: Distribution of positive samples among the three assays. 

TPPA 
9 

66 0 

113 

EIA 1 POCT 
19 6 

The numbe r.s represent positive samples detected by three assays (number 

is given in 3 circles), or by two assays (overlapped by two circles) or by one 

assay (given as number below the assay name). 214 positives detected by 

any of the three methods out of 1041 samples. 
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Costs of consumables 

The kit cost (excluding labour) in Tanzania of one EIA reaction is $0.42- $0.93 

and of one TPPA reaction is $0.46. The costs vary depending on the size of 

the purchased kits. This simple calculation does not include the number of 

negative and positive controls needed per run, which is higher for the EIA. 

The cost of the POCT was $ 1.10 per test in Tanzania. 

Accessibility 

Geita District has one district hospital, 8 health centres, which tend to be in 

larger villages, and 41 rural dispensaries. The EIA could only be performed 

at the district hospital, since health centres and dispensaries do not have 

centrifuges for plasma separation, cold storage capabilities, plate washers 

or readers. On average, 517 pregnant women attend the district hospital 

ANC for the first tii'ne per month, whereas 2849 attend a health centre or 

dispensary. If the prevalence of active syphilis is 2.3%, as found in this 

study, 77 pregnant women with active syphilis would be expected to attend 

an ANC in Geita District each month. Twelve of these would be attending the 

district hospital, and 65 would be attending health centres or~ dispensaries. 

With a sensitivity of 82%, the POCT would detect 63 of these, and enable 

them to be offered immediate treatment, whereas without the POCT only 12 

of 77 pregnant women with syphilis (15%) would be identified. 
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Discussion 

To our knowledge, this is the first study comparing POCT and EIA performed 

in an African setting. Additionally, this is the first study that ,includes costs, 

accessibility and diagnostic performances of syphilis screening assays into 

one evaluation. 

It is important to note that this study was performed in Tanzania on Tanza­

nian samples, which potentially influences the results. African samples can 

contain high immunoglobulin levels due to other infections which poten­

tially cause false positive test results (337, 338). 

Although tests were performed and stored according to the manufacturer's 

recommendations, potential environmental effects by transporting and us­

ing the kits under tropical conditions could not be completely ruled out. 

Performing tests in an African country relies more heavily on the robustness 

of the tests than in developed countries. This could potentially influence the 

test resu lts. 

The reproducibility of the EIA evaluated in this study was g90d, with few 

samples giving discordant results on re-testing. Thesamples that were dis­

cordant had very low ODs, just above the cut-off. Therefore, EIA seems to be 

a more stable and reliable test compared to TPPA. 

Adverse pregnancy outcomes due to syphilis are seen in women with RPR 

titres of ~ 1:8 (327). In this study, the EIA had a higher sensitivity for the de­

tection of these cases than the POCT (1000/0 versus 820/0), but a major limit­

ing factor is that the EIA can only be performed when sufficient laboratory 

infrastructure is available. Most importantly, in Mwanza region, the POCT 

would enable more pregnant women with syphilis to be identified due to its 

greater accessibility, since pregnant women can be screened not only at the 

hospital but also at health centres and dispensaries. The RPR test is easier 

to perform than the EIA and requires less equipment, but requires access to 

a laboratory with' elec!ricity. It has bee,n used to screen pregnant women in 

many developing countries, but the test results are difficult to interpret and 

results obtained in rural health facilities have not been encouraging (339). 
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In some countries blood is taken from pregnant women at rural health facili­

ties and sent to a central laboratory to be tested for syphilis, but under these 

circumstances women with syphilis will only be treated if they return for 

their results (340). A study in Kenya found that less than 10% of pregnant 

women with syphilis received appropriate treatment when serological tests 

were performed ~t a central laboratory (341). When same day testing and 

treatment were made available in these clinics, more than 90% of infected 

women were treated (339). 

A test which gives a result in 15 minutes, allowing patients to be tested and 

treated on the same day, may result in more cases being treated than a more 

sensitive laboratory test which requires patients to return for treatment at 

a later date The great advantage of the new paCTs for syphilis is that they 

do not require laboratory equipment or electricity, and can make same day 

testing and treatment for syphilis available at any health facility (336,342). 

Based on the performance, costs and accessibility of both tests, the paCT is 

the best option for this and potentially many other settings in developing 

countries. 
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5 The evaluation of DBS as QA sample for 
syphilis POCT 

5.1 INTRODUCTION TO PUBLICATION 

The literature review identified a limited number of publications describing 

the use of DBS samples for syphilis serology (Chapter 2) (343, 344). 

Even though the procedure of using DBS samples has been described, 

the serological tests that were used are not commercially available any 

more. Additionally, test procedures were not rigorously developed, which 

suggested that a new evaluation would be necessary. 

In order to use DBS samples as QA method for HIV and syphilis POCT, it is es­

sential to establish the exact sensitivity and specificity of DBS compared to 

the gold standard sample, serum or plasma. This will allow a better interpre­

tation of the concordance between POCT and DBS sample based test. And, 

as noted in chapter 1, evaluating an assay in the country where it will be 

used is essential to take biological and environmental factors into account. 

This paper evaluates the use of three different syphilis serological assays, 

TPPA, TPHA and EIA with DBS samples, to identify the best performing assay 

for use with DBS compared to matching plasma samples. This paper also 

identifies one assay that is providing excellent results while the other two 

appear not to be suitable for DBS samples. Moreover, it also shows the im­

portance of laboratory technicians being trained to obtain high sensitivities, 

particularly for assays that are subjective in result interpretation, as for hae­

magglutination assays as TPPA and TPHA. 
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Abstract 

Background 

Syphilis causes up to 305,000 stillbirths and neonatal deaths annually. These 

could be prevented if all pregnant women were screened, and those with 

syphilis treated with a single dose of penicillin before 28 weeks gestation. 

In recent years, rapid point-of-care' tests have allowed greater access to 

syphilis screening, especially in rural or remote areas, but the lack of quality 

assurance of rapid testing has been a concern. We determined the feasibility 

of using dried blood spots as specimens for quality assurance of syphilis 

serological assays. 

Methods 

We developed DBS extraction protocols for use with Treponema pallidum 

particle agglutination assay (TPPA), Treponema pallidum haemagglutination 

assay (TPHA) and an enzyme immunoassay (EIA) and compared the results 

with those using matching plasma samples from the same patient. 

Results 

Since DBS samples showed poor performance with TPHA and EIA, only the 

DBS TPPA was used in the final evaluation. After retesting the discordant 

samples, DBS TPPA showed an adjusted sensitivity of 97.7% and a specificity 

of 99.4% compared to TPPA using plasma samples as a reference. 

Conclusion 

Based on the results, DBS samples can be recommended for use with TPPA 

for quality assurance of point-of-care syphilis testing. 

Bacl<ground 
. .,'). 

Syphilis causes up to 305,000 stillbirths and neonatal deaths annually (3). 

These could be preve~ted if all pregnant women were screened and treated 

with a single dose of benzathine penicillin before 28 weeks gestation (328). 

Syphilis testing occurs most commonly by laboratory based assays such as 

Treponema pallidum haemagglutination assay (TPHA), Treponema pallidum 
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particle agglutination assay (TPPA), rapid plasma reagin (RPR), or enzyme 

Immunoassay (EIA). These tests need to be used with serum or plasma 

samples and require a centrifuge, shaker, and refrigeration for the reagents. 

They are therefore less suitable than point-of-care tests (POCT) for use in 

rural or remote locations. POCT screening tests for syphilis that are sensitive 

and specific in detecting treponemal antibodies are now available (332). 

The main advantages of POCTs are that they are easy to use, can be stored 

at room temperature, and can be used with whole blood, collected with a 

finger prick. The Global Report on Preterm Birth and Stillbirth and modelling 

studies have identified syphilis POCTs testing and treatment as an urgent 

priority for reducing perinatal morbidity and mortality (345-347). Many 

countries have therefore started to scale up the use of POCTs in prenatal 

screening programmes for syphilis, but the lack of suitable methods for 

quality assurance (QA) is a serious concern. 

Most QA methods have been developed to monitor the quality of tests per­

formed in the laboratory, and are not designed for monitoring POCT usage 

by healthcare workers at remote locations (10). Dried Blood Spots (DBS) 

have been suggested to be a suitable QA methodology for HIV POCTs (39). 

DBS samples have been used in prevalence studies for syphilis serology, but 

without prior validation of the methodology (12,13,348). DBS samples have 

been evaluated with TPPA (344), TPHA (343), and an in-house EIA which is 

not commercially available (56). The TPHA used in the study by Backhouse 

et al. is no longer commercially available. The fourteen year old TPPA proto­

col used by Coates et al. did not include a control for biologically reactive 

samples, and the final testing concentration of DBS eluate was more diluted 

than with plasma, potentially leading to reduced sensitivity for samples with 

low antibody titres (344). The aim of this study was to determine whether 

DBS can be recommended for use as samples for QA of syphilis serological 

assays. Our objectives were to develop and validate DBS protocols for use 
~ 

with commercially available syphilis diagnostic assays, and to determine 
" 

their performance in syphilis serological assays using plasma samples as a 

reference. 
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Methods 

Research setting 

The I<isesa open cohort is a well-established ongoing community-based 

study in northern Tanzania that conducts regular demographic surveillance 

on HIV prevalence and incidence (334). Subjects that opted for voluntary 

counselling and testing (VCT) were offered HIV and syphilis POCT (SO Bioline, 

USA) performed by trained and experienced technicians. If the VCT partici­

pant was treponemal antibody positive by POCT, free medical treatment was 

provided according to the Tanzanian governmeht recommendations, and all 

those positive for HIV were referred to Tanzanian care- and treatment cen­

tres. The study was approved by the Medical Research Coordinating Commit­

tee of the National Institute for Medical Research in Tanzania (NIMR) and the 

ethical committee of the London School of Hygiene and Tropical Medicine. 

Procedures 

For the community based HIV study, OBS samples (Proteinsaver 903 filter 

paper, Whatman, GE healthcare, USA) were collected by finger prick, air 

dried at room temperature for at least 3 hours and stored wlth desiccants 

in individual ziplock bags at -200C. After subjects donated a OBS sample, 

they were invited to opt in for VCT. Whole blood samples were collected 

from consenting subjects that opted in for YCT by trained clinicians and 

transported to the NIMR laboratory in Mwanza. Samples were bar-coded in 

the field to ensure anonymous testing. Within 24 hours, the blood samples 

were centrifuged and plasma was stored in 3 aliquots (lmL each) at -200C. 

From all subjects participating in the serosurvey who opted for VCT, 1,645 

samples were randomly selected for this study. 

All syphilis serology assays were performed according to manufacturer's di­

rections. The positive and negative controls supplied with the kits were used 

with every r"Jn. The technicians were blinded to other test results and TPHA 

and TPPA results'were read by two trained laboratory technicians. All tests 

were performed in at the NIMR laborato'ry, which participates in the WHO ex­

ternal QA programs for TPPA and Rapid plasma Reagin (RPR) tests. An active 

syphilis case is defined as RPR positive, confirmed by a treponemal test. The 
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results were entered using the laboratory information management system. 

The protocol development and evaluation was divided into two phases. 

In the first phase, we determined the feasibility of using DBS with TPHA, 

TPPA and EIA using 464 samples. During DBS protocol development, care 

was taken to ensure an equivalent DBS sample input was used, compared to 

plasma. In the second phase, the serological tests that work best with DBS 

were selected and validated with 1,181 samples. Plasma samples were used 

as the reference standard. The RPR test was performed on plasma samples 

that gave discrepant results between DBS and plasma samples to determine 

if any active syphilis cases might have been missed. Samples were prospec­

tively collected from July through September 2010 and were tested until 

March 2011. During phase 1, the preliminary evaluation of different syphilis 

serological methods with DBS samples, TPPA, TPHA and EIA were all per­

formed from the same DBS eluate as only one DBS spot was available. As a 

reference method, TPPA, TPHA and EIA were performed on matching plas­

ma samples in parallel. To ensure blinded reading in the laboratory, plasma 

samples were tested before DBS samples. Additionally, the three tests on 

DBS were performed separately from each other, to maintain blindness to 

other test results. 

A total of 1,645 plasma aliquots were brought to room temperature and 

25~l were used to test for treponemal antibodies by TPPA (Fujirebio, Tokyo, 

Japan), according to manufacturer's protocols, by laboratory technicians 

who routinely perform TPPA on plasma samples. 

For DBS TPPA testing, the protocol was adjusted as follows. A 6mm disk was 

manually punched and eluted in 100~l Phosphate buffered Saline (PBS) with 

0.05% Tween80 in a clean 96 flat wells plate, shaken for 2 minutes and elut­

ed overnigh~t at 4°(. Upon the next day, th~ plate was shaken 2 minutes and 

brought to room temperature. 25~l sample dilution buffer was added to the 

first column of a clean 96 .U-shaped plate, 25~l DBS eluate was added and 

mixed thoroughly. 25~l of the mixture was transferred to a second column 

and 25~l sensitized particles were added to column one, 25~l unsensitized 
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particles to column two. Plates were covered and incubated for at least two 

hours at room temperature on a vibration free surface, before result inter­

pretation. Discordant results between the two technicians were recorded 

as indeterminate. This protocol allows TPPA and HIV serological tests to be 

performed from one DBS spot. 

Plasma aliquots were brought to room temperature and 25 jJl were used 

to test for treponemal antibodies by TPHA (Lab21 syphilis TPHA, Lab21 

healthcare, Kentford, UK). TPHA plasma tests were performed according to 

manufacturer's protocols by trained laboratory technicians. 

For DBS TPHA testing, the following protocol was developed; 25 jJl of DBS 

eluate (obtained as described above) was added to 25jJl sample diluent, 

mixed and divided over two wells (25jJl each). 75jJl test or control cells were 

added and incubated for 1 hour. For both TPHA and TPPA protocols, the fi­

nal DBS sample elution volume was kept comparable with plasma sample 

volume. Discordant results between the two technicians were recorded as 

indeterminate. 

Plasma aliquots were brought to room temperature and 50 jJl were used 

to test for treponemal antibodies by Enzyme Immuno Assay (EIA) (Lab21 

Syphilis Total Antibody EIA, Lab21 healthcare, Kentford, UK). EIA plasma tests 

were performed according to manufacturer's protocols by trained laboratory 

technicians. 

A DBS EIA protocol was developed in collaboration with the developer of 

the assay. 40jJl DBS eluate was added and incubated for two hours at 37°(. 

Plates were~ washed five times using an automated washer, 50jJl conjugate 

was added, shaken and incubated for 30 minutes at 37°(, washed five times, 

50jJl substrate was added and incubated for 30 minutes at room tempera­

ture while kept in the dark.~50 jJl stop solution was added and the wells were 

read as Optical Density (OD) 450/620nm using an automated reader (DTX 
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800, Beckman Coulter, USA) with cut-off limits calculated according to the 

instruction manuaL The results were then entered directly into the labora­

tory information management system. 

Quantitative RPR (BD Macro-vue RPR, Becldon Dickinson, Sparks MD, USA) 

was performed according to manufacturer's protocols using plasma samples 

by trained laboratory technicians. 

Data analysis 

The sensitivity, specificity, positive predictive value and negative predictive 

value were calculated according to standard methods. The agreement 

between various methods was tabulated. Microsoft Excel (Microsoft, USA) 

and the statistical software Stata 11 (StataCorp LP, Texas, USA) were used 

for analysis of the results. Newcombe-Wilson score methods were used to 

provide confidence intervals for sensitivity and specificity. 

Results 

Phase 1: Preliminary evaluation of different syphilis serological methods 

wjth DBS samples 

During the first phase of the project, protocols for DBS samples were 

developed for TPPA, (DBS TPPA) TPHA (DBS TPHA) and EIA (DBS EIA). 464 

DBS samples were tested with TPPA, TPHA, and EIA. Table 5.1 shows the 

sensitivity and specificity of all three syphilis serology tests using DBS 

samples compared to plasma samples. The DBS EIA was discontinued before 

the end of phase 1 because of the many false positive results (specificity 

50.4%). The TPHA was also excluded from further testing because of low 

sensitivity (50.6%). 
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Table 5.1: Preliminary evaluation: The performance of three syphilis serological 
assays using Dried Blood Spots compared to plasma. 

Positive Negative 
Plasma as reference samples samples Sensitivity Specificity 
(using the same assay) detected detected (95% (I)~'t (95% (I) 
DBS TPPAt (n=463) 82/96 363/368 85.42% 98.91% 

(77.0 - 91.1 %) (97.2-99.6% ) 
DBS EIA (n=282) 53/56 114/226 94.60% 50.40% 

(85.4-9 8.2 % ) (44.0-57.0%) 
DBS TPHA* (n=445) 46/91 353/354 50.60% 99.20% 

(40.5-60.6% ) (98.4-100% ) 
n= samples 
,', 95% confidence interval, t 1 TPPA DBS indeterminate excludedJ 19 TPHA indeterminate 
results excluded 

To improve sensitivity of DBS TPPA, technicians were trained to use a 

lower cut-off for interpretation of the DBS TPPA test results, based on the 

agglutination patterns seen in phase 1. Reading was adjusted by altering 

the agglutination positive and negative thresholds applied for DBS samples 

because of the higher background compared to plasma samples. 

Phase 2: Evaluation of DBS samples in comparison to matching plasma 

samples. 

For the final evaluation of DBS TPPA, 1,181 matching DBS and plasma samples 

were tested, of which 179 plasma samples tested positive for treponemal 

antibodies, resulting in a 15.2% syphilis seroprevalence (Table 5.2) 

Table 5.2: Correlation between detection of Treponema paUidum antibodies by 

plasma TPPA and DBS TPPA 

(n=1147) TPPA plasma Total 
Positive Negative 

DBS TPPA Positive 169 10 179 
Negative 8 960 968 
Total 177 970 1147": 

Sensitivity of DBS against plasma 95.5% (95% (/ : 91.3 -97.7%) 
Specificity of DBS against plasma 99.0% (95% (/: 98.1-99.4%) 
-:: excluding 34 it .determinate results. 
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Of these 177 plasma positive samples, 66 were RPR positive (Table 5.3). Ex­

cluding 34 indeterminate results, DBS TPPA showed a sensitivity of 95.5% 

(95% (I: 91.3 -97.7%) and a specificity of 99.0% (95% (I: 98.1-99.4%) 

compared to TPPA plasma as a reference method. 

Table 5.3: RPR titres of TPPA DBS positiye samples 

RPR titre N=179 
negative 113 
1/1 13 
1/2 19 
1/4 13 
1/8 7 
1/16 4 
1/32 6 

1/64 1 
>1/128 · 3 

The optimisation resulted in a 10.1% increase in sensitivity. An overall 

agreement of 98.7% between the two readers was found. No non-specific 

reactivity (positive with unsensitized particles) with DBS samples was 

dete~ted. Of the 34 indeterminate results for DBS TPPA, 30 (88.3%) were 
,. 

negative and 4 (11.7%) were positive for TPPA using plasma samples. 

Unfortunately it was not possible to retest the 10 false positive DBS samples 

since insufficient sample eluate was available by the time plasma and DBS 

results were compared. The eight samples that were false negative were 

likely either borderline samples or due to incorrect DBS TPPA test reading. 

The eight false negative matching plasma samples were retested with 

quantitative TPPA and quantitative RPR, as shown in Table 5.4. 

Table 5.4: RPR results on the 8 Plasma samples with false negative DBS TPPA 

results. 

Sample 
BBI99P 
BBI792 
BBI6GG 
BBI5YI 
BBI8Ze 
BBI6LP 
BBI61<6 
BBI6NZ 
N= negative 

DBS 
N 
N 
N 
N 
N 
N 
N 
N 

• Quantitative TPPA 
t Quantitative RPR 

, 

TPPA" RPRt 
N N 
N N 
N N 
N N 
1/80 N 
1/160 N 
1/320 I N 
>1/640 1/64 
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Four plasma samples were negative when retested with TPPA, suggesting 

a borderline sample or false positive reading when initially tested. Taking 

these four false positive plasma TPPA samples into consideration DBS TPPA 

sensitivity and specificity increased to 97.7% and 99.4% .respectively. 

Discussion 

We developed and validated protocols for the use of DBS samples as 

specimens for QA of syphilis serological assays. Unfortunately, we were 

not able to obtain acceptable performance for the use of DBS samples 

with the Syphilis Total Antibody EIA and Lab21 Syphilis TPHA. The EIA false 

positive results were primarily caused by a high background, possibly due to 

substances eluted from the filter paper and whole blood that adhered non­

specifically to the wells. DBS samples tested with TPPA gave a sensitivity of 

97.7% and specificity of 99.4% compared to plasma samples. 

Of the eight samples that were false negative by DBS TPPA, four were nega­

tive when retested with quantitative TPPA on plasma samples and four were 

false negatives, of which two had relatively high TPPA titre,? (1/320 and 

1/640). We tested all plasma samples using the RPR assay to determine if 

any of the false negative samples were from women with active syphilis, 

defined as being RPR and TPPA positive. Since only one false negative DBS 

sample was positive for RPR, DBS samples showed excellent sensitivity and 

specificity when used with TPPA and are potentially useful as samples for 

the diagnosis of syphilis and for QA. 

Because TPPA is an agglutination assay, experience in reading results is 

essential and therefore training is necessary. 34 DBS samples (3%) were 

marked as indeterminate due to difficulty in interpreting the results or be­

cause of discordant reading by two technicians. Appropriate procedures for 

indeterminate samples have not been evaluated but retesting DBS eluates 
.l> 

in duplicate seemed suitable to establish a final reading (data not shown). 

DBS samples can pote!ltially be used fC?r quantitation with TPPA, although it 

would require evaluation against titers obtained with plasma samples. Be­

cause of the subjectivity, it is recommended that TPPA should be read by 

two readers. 
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DBS TPPA has been used as a surveillance tool in a few studies (13, 344, 

348) that used a protocol developed by Coates et al. (344). The DBS TPPA 

protocol developed in this study is an improvement to the protocol devel­

oped by Coates et al. as we adjusted the elution so that the sample input 

into the TPPA assays from DBS and plasma are comparable. We also included 

unsensitized particles in the proced.ure for control of biologically reactive 

samples. 

Conclusions 

As prenatal screening for syphilis using POCTs become widely implemented, 

a QA method appropriate for use with blood collected by a finger prick must 

be developed to assure the proficiency of POC testing in rural or remote areas. 

The aim of this study was to determine whether DBS can be recommended 

for use as samples for QA of syphilis serological assays. Based on the high 

sensitivity and specificity of DBS TPPA compared toplasma TPPA, DBS can be 

recommended for use with TPPA, but not with TPHA or EIA, as a confirmatory 

assay for syphilis or as samples for QA of POCTs. Our study also showed the 

importance of training laboratory technicians in performing arId reading the 

DBS TPPA, even when they are already trained in plasma TPPA. We obtained 

a 10.10/0 increase in sensitivity when technicians were more experienced in 

interpreting DBS TPPA agglutinations. 
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6 The implementation of DBS as QA method 

6.1 INTRODUCTION TO PUBLICATION 

This Chapter extends on Chapter 4; the evaluation of syphilis POCT in 

comparison to a laboratory based screening assay (EIA) in Tanzania, and 

on Chapter 5; the development and'evaluation of a laboratory protocol for 

syphilis serology on DBS samples. While this thesis assessed the performance 

of POCT and DBS for the detection of syphilis antibodies, it did not assess the 

performance of HIV POCT or HIV serology with DBS. The use of DBS samples 

for HIV serology has been evaluated in great detail and showed to be very 

sensitive (Chapter 2) (39, 52, 295, 349-352). 

In this chapter, the use of DBS as QA sample is implemented to review the 

implementation process over a period of nine months, in ten ANC clinics in 

Tanzania. Additionally, the performance of the QA method to detect under­

performing clinics is compared to syphilis proficiency panels, to review the 

performance in greater detail. The POCT testing performance of each clinic 

was obtained and compared to review potential differences in quality of 

testing. 

By performing this study and making the protocols developed for this study 

available online, the method could potentially be used and scaled up as QA 

method for POCT at regional or even country level. 
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Abstract 

Background 

Quality assurance (QA) programmes, which are routinely used in laboratories, 

have not been widely implemented for point-of- care tests (POCTs). A study 

was performed in ten health centres in Tanzania, to implement the use of 

dried blood spots (DBS) as a QA method for HIV and syphilis (POCTs). 

Method 

DBS samples were collected for retesting at a reference laboratory and the 

results compared to the POCT results obtained at the clinic. In total, 2341 

DBS samples were collected from 10 rural health facilities over a period of 

nine months, of which 92.5% were correctly collected and spotted. 

Results 

The QA method was easily implemented by healthcare workers under 

routine conditions in Northern Tanzania. For HIV, 967 out of 972 samples 

(99.5%) were concordant between DBS and POCT results. Fqr syphilis, the 

concordance of positive syphilis tests varied between clinics, ranging from 

38% - 89% with a mean of 64% (median 70%). The concordance of negative 

samples between syphilis POCT and laboratory based test using DBS varied 

from 93% to 99% , with a mean of 97%. 

Conclusion 

Overall, the quality of testing varied significantly at clinics and QA results can 

be used to identify clinics where healthcare workers require remedial training, 

suggesting the necessity for stringent quality assurance programmes for POC 

testing. As Tanzania embarks on scaling up HIV and syphilis testing, DBS can 

be a useful and robust tool to monitor the quality of testing performed by 

healthcare workers and trigger corrective action to ensure accuracy of test 

results. 
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Bacl<ground 

Point-of-care diagnostic tests (PaCTs) are increasingly used in both 

developing and developed countries (353). They allow sa,me day testing 

and treatment at remote locations where no laboratory support is available. 

Quality control measures, which are routinely used in laboratories, have not 

been widely implemented for paCTs". The World Health Organization and US 

Centre for Disease Control and Prevention advocates the implementation of 

paCT with a quality assurance method in place (322). 

In Tanzania, the Ministry of Health currently recommends the use of paCTs 

to screen pregnant women for HIV and syphilis, but a quality assurance (QA) 

method has not been implemented (336). Dried blood spots (DBS) have 

been suggested as a potential method for QA for HIV paCT (39), but this has 

not been implemented under routine testing services. 

In this study, we implemented DBS as a QA method for both HIV and syphi­

lis paCT in Tanzania. The study aims were; (1) to evaluate the feasibility 

of using DBS as a continuous QA method for end users in a rural setting of 

a developing country; (2) To review the performance of the various clinics 

involved in syphilis and HIV testing; (3) to compare this QA method with ex­

ternal QA using proficiency panels, and (4) to make the project's protocols 

available online. 

Methods 

Setting 

As part of a larger study that implemented syphilis paCT in seven developing 

countries, the Geita District in Northern Tanzania was chosen for this study 

(336). Ten out of 51 ANC clinics that participated in the main study were 

selected based on location, type of clinic, and willingness to participate. The 

study was c",onducted in ten primary health clinics that offered antenatal care 

(ANC) and HIV voluntary counselling and testing (VCT) services. To represent 

the various types of T.anzanian clinics providing ANC and VCT services, the 

district referral hospital, 'four health centres and five dispensaries were 

included in this study. The classification of clinic type is primarily based on 
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the number of personnel and which services are offered to the patients. The 

study population were pregnant women and their partners. The study was 

conducted over a period of nine months, from January till September 2011. 

Routine services offered 

The QA method was incorporated "in the national routine ANC and VCT 

services given at ANC clinics in Tanzania. Patients accepting HIV and syphilis 

testing were tested on-site using the SD Bioline syphilis 3.0 (Standard 

Diagnostics, Kyong gi-do, Korea) on whole blo"od obtained by finger-prick. 

The national HIV POCT testing algorithm consisted of SD Bioline HIV 3.0 

(Standard Diagnostics, Kyong gi-do, Korea), Determine HIV- 1/ HIV-2 (Abbott 

Laboratories, Wiesbaden-Delkenheim, Germany) with Unigold (Trinity 

Biotech, Dublin, Ireland) as the tie-breaker test. All tests used whole blood 

obtained by finger prick and were performed according to the manufacturer's 

recommendations. Free medical treatment was provi,ded to all patients testing 

positive for syphilis. H IV positive patients were referred to Tanzanian care­

and treatment centres. All services were performed according to Tanzanian 

guidelines. 

Implementation of QA method in routine practise 

The patients were requested to donate blood for quality control purposes 

and asked to provide oral consent by the health care worker (HCW). Ethical 

approval was obtained from ethical committees at the London School of 

Hygiene and Tropical Medicine and at the National Institute of Medical 

Research, NIMR, Tanzania. If consent was given by the patient, whole blood 

was obtained by finger prick according to standard protocols (322). Whole 

blood was applied to the POCT and the DBS was spotted afterwards. The 

HCW was instructed to not perform an additional finger-prick when the DBS 

could not be completely filled, to minimize discomfort for the patient. Only 
.,..') 

the POCT outcome, date of testing, patient number and the clinic name were 

recorded on the study- form. 
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At the start of the study, HCW that performed HIV and syphilis testing re­

ceived a one- day centralised training for the collection of DBS samples. 

During the training, HCW learned about the method and received hands-on 

training of spotting blood onto filter paper, labelling DBS samples, drying, 

and storing DBS samples. After the training, HCW were given filter papers 

(Protein Savercard 903, Whatman, GE healthcare, Wisconsin, USA), desic­

cant bags (indicating desiccants, Brownell ltd, UK), a dry rack (GE healthcare, 

Wisconsin, USA) and ziplock bags (Minigrip, Netherlands) to store the DBS 

samples. Syphilis paCT kits (SO Bioline syphilis 3.0,Standard Diagnostics, 

Kyong gi-do, Korea) were purchased and transported to the hospital, from 

where the kits were distributed to the clinics. To minimise the workload, 

DBS samples were stored up to 10- 15 cards per ziplock bag with desiccants 

at the clinic. Risk of cross contamination for serological testing was limited 

due to the tucked cover of the DBS cards protecting the blood spots. 

To minimise the workload of the busy HCW, identification stickers were 

used. One sticker was placed on the DBS and the other on a registration form 

where the matching paCT results could be encircled. Laboratory technicians 

were masked to the paCT results and the ANC registration for~ms containing 

the paCT results were entered into Epi-info v. 3.5.3 database (Centre for 

Disease Control and Prevention, Atlanta, USA). Interviews were conducted 

to obtain feedback of the HCW in June 2011. All HCW found the method 

easy and relatively quick to use. According to the HCW, the QA process time 

including spotting, labelling and recording result varied from 2-6 minutes. 

As most HCW provided counselling during the waiting time before the paCT 

results could be read, the DBS QA method did not cause any delay as this 

was done during the 15 minute waiting time. 

To review the feasibility of the QA methodology for large scale application, 

laboratory time was monitored. The time estimates in Table 6.1 are based on 

an experier-ced laboratory technician and do not take preparation of materi­

als (e.g. reconstitution of buffers) into consideration. 
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Table 6.1: Sample processed and data entered per hour per one techn1cian, 
divided per activity. 

Samples processed Data entry Samples entered 
Activity per hour required? per hour 
Register quality of DBS 200 yes 225 
Punch and prepare 180 no 
masterplates 
Murex HIV test 135 automated 
TPPA syphilis test 500 yes 200 
Vironostika HIV test 190 automated 
Clinic record form entry NA yes 140 
Average 241 188 

Shipment and laboratory methodology 

The ANC registration forms and DBS samples were collected in March, 

June and October. Samples were counted and checked for humidity 

(changed desiccants if required) before shipment at ambient temperature 

to the laboratory. On average, the time between . sampling and arrival at 

the laboratory where testing took place was 95 days (minimum= 62 days, 

maximum= 142 days). The DBS samples were transported at ambient 

temperature to the Leiden Cytology and Pathology Laboratory, Leiden, The 

Netherlands where the samples were tested. Upon arrival at the laboratory, 

the quality of DBS samples were reviewed and recorded according to the 

online protocol (354). The DBS quality data was entered into epi-info. The 

DBS were placed with new desiccants in a ziplock bag and stored at 4°C until 

tested. To allow fast interpretation of the results, an excel file was developed 

that imports Epi-info data. The Excel file automatically presents data from 

each clinic graphically which could aid supervisors to adequately identify 

and provide detailed feedback to clinics requiring supervision when the .QA 

method is implemented. All documents are freely available online (354). 

Syphilis testing 

Treponema pallidum Particle Agglutination assay (TPPA, Serodia,Tokio, Japan) 

was performed as des.cribed previously (Smit et al submitted). Briefly, 6mm 

spots were punched with a DBS puncher (PerkinElmer, Greenville, SC, USA) 

in a 96 flat well plate. 100~l Phosphate buffer Saline (PBS) with 0.05% 
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tween20 was added, shaken for 2 minutes and eluted overnight at 4°C. DBS 

eluates were shaken for 2 min and 25/Jl was transferred to a clean 96 U well 

plate. 25/Jl specimen diluent was added, mixed thoroughly and 25/Jl was 

transferred to a second column. 25/Jl sensitized or unsensitized particles 

were added and agglutination was read after 2 hours incubation. Results 

were read independently by two technicians. 

HIV testing 

An Enzyme Immunoassay (EIA,) Vironostika HIV EIA (BioMerieux, France), was 

used to review the HIV POCT results. The EIA was performed as described by 

the Center for Disease Control and Prevention (CDC) (Vironostika protocol) 

(355). 

Proficiency panel results 

For quality assurance purposes, various measures were taken at clinic leveL 

With every new syphilis POCT lot, a known positive and negative was tested at 

the clinic. Additionally, syphilis proficiency panels were made and regularly 

brought to clinics to assess the HCW performance. The syphilis proficiency 

panels consisted of four dried tubes samples (DTS) as described previously 

(356). Briefly, DTS samples were made in the laboratory by drying aliquots 

of known positive and negative sera in small tubes and panels were sent to 

the clinics. The proficiency panels were sent to the clinics from July 2010 till 

January 2011 every month. The proficiency panels consisted of four dried 

tube specimens with known serostatus and changing number of positive 

and negative samples. At the clinic, HCWs reconstituted the DTS with PBS­

tween20 buffer and the reconstituted serum was used to test with syphilis 

POCT. Results were recorded and sent back to the laboratory. 

Statistical analysis 

Double data entry into Epi-info 3.5.3 (CDC, Atlanta, USA) was applied and 

data was analysed in -Stat912 (Stata Corp, Texas, USA). Data was analysed 

using McNemar ChP to assess agreement of results from different tests. POCT 

results were categorised into 4 groups and coded 1-4; true positive, true 
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negative, false positive, and false negative, to compare the false negative 

and false positive results separately to the correctly concordant results. 

Multinomial logistic regression was used to obtain relative risk ratios (RR) 

and adjusted for clinic, month, quality of DBS samples, and HIV test result 

to obtain adjusted relative risk ratios (ARR). Likelihood ratio tests (LRT) and 

95% confidence intervals (95% CI) were used to assess the significance of 

the association. 

Results 

DBS as QA method 

To evaluate the implementation of the QA method across the ten antenatal 

care clinics (ANC), the quality of DBS samples was reviewed. In total, 

2,341 samples were collected. Of these samples, 140 samples (6.07%) 

were excluded due to invalid syphilis POCT or TPPA test result (e.g. TPPA 

indeterminate or no POCT result) (124 samples), missing forms (10 samples), 

or the DBS sample was unusable (6 samples), either because of fungal 

growth or because it did not contain enough blood to obtain at least one 

6mm punch. Of the remaining 2,201 cards, containing 11,005~spots, 10,179 

(92.5%) were correctly spotted. Of the 7.5% incorrect spots, 356 spots 

(3.2 0/0) were empty. 

The quality of testing at Tanzanian clinics 

HIV and syphilis tests are routinely performed as part of the ANC services 

provided to pregnant women visiting these clinics. Due to a prolonged stock­

out of HIV POCT during the study period, many women (55.8%) were not 

screened for HIV while still receiving a syphilis test (Table 6.2). 
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Table 6.2: Samples collected per clinic and proficiency panel results per clinic. 

POCT ~erformed ~er clinic Proficienc!l ~anel results 
Number of Number of last 3 overall 

Clinic Clinic t!l~e HIV tests s!l~hilis tests months'f( (7months) 
1 District referral 272 422 100°A> 86°A> 

hospital 
2 Dispensary 13 109 100% 89% 

3 Dispensary 45 71 100°A> 86°A> 
4 Dispensary 72 172 100% 88% 

5 Dispensary 15 113 100°A> 90°A> 
6 Dispensary 24 150 100% 93% 

7 Health Centre 84 337 100% 79°A> 
8 Health Centre 257 258 100% 92% 

9 Health Centre 25 283 100% 64% 
10 Health Centre 165 286 100% 95% 

Total 972 2201 100% 86% 
"' last 3 months of proficiency panel results (November - January 2011) 

Out of the 2201 samples included in this study, 972 (44.2%) had recorded 

HIV test results. In total, 43 patients (4.4%) were identified as positive by SO 

Bioline HIV paCT of which 30 were retested by Determine HIV paCT as part 

of the national testing algorithm. All Determine tests confirmed HIV positiv­

ity. It is unclear whether the 13 positives not confirmed by a second paCT 

(Determine) were identified as H IV positive or negative and they were there­

fore excluded from further analysis. Of the 30 positive samples, 28 (93%) 

were positive by DBS tests, 1 was negative and 1 sample could not be tested 

due to insufficient material for confirmatory testing. 929 (99.7%) samples 

were HIV paCT negative of which 3 (0.3%) were positive by DBS tests. 

Out of 2201 DBS samples collected, 130 (5.9%) were positive by syphilis 

paCT and 202 (9.2%) were positive by DBS TPPA. In total, 2012 samples 

were negative by syphilis paCT and 1999 were negative for DBS TPPA. The 

concordance of positive syphilis tests varied between clinics, ranging from . 
38% - 89% with an average of 64% (median 70%) (Figure 6.1). The con-

cordance of negative samples between both methods varied from 93% to 

99% , with an average of 97% (Figure 6.1 and Figure 6.2). Two clinics (clinic 

2 and 7) performed significantly different from the other clinics in the con­

cordance of syphilis results (P< 0.05); cli nic 2 performed significantly better 

and clinic 7 significantly worse than the other clinics (Figure 6.1). Compared 

to the district referral hospital, patients visiting clinic 2 had a Relative Risk 

of 3.7 for a false positive result (AOR=3.7, p <0.05). 
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Figure 6.1: Percentage of positive concordance of syphilis POCT per clinic 
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Figure 6.2: Percentage of negative concordance of syphilis POCT per clinic 
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No remedial training for POCT testing or DBS collection was given during 

the study period. To evaluate the performance of the clinics over time, 

January and August, the months when the largest number of samples was 

collected, were compared. There was no statistically significant difference in 

concordance of POCT and laboratory tests (ARR=0.55 7, P >0.05) between the 

two months. This finding suggests that the clinics did not perform differently 

at the beginning or at the end of the study. The quality of DBS cards had no 

effect on the proportion of discordant POCT and DBS TPPA results (likelihood 

chP ratio = 0.346, P= 0.556). 
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Figure 6.3: Syphilis POCT results evaluated against DBS as reference method 
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12 7 3 7 5 6 4 " 4 

• Neg 376 93 61 150 96 119 309 231 251 254 1940 

The table provides the number of syphilis POCTs performed for each clin ic. The 4 categories; 
positive, false positive, negative, false negative POCT results were based on DBS TPPA 
results. In the figure, percentages are based on the total number of samples collected per 
clinic. 
Hops = Hospital, Disp= Dispensary, HC= Health centre. Pos = positive, Neg= Negative 

Proficiency panel results 

To evaluate the performance of the QA method to detect underperforming 

clinics, we compared our results with those obtained using syphilis 

proficiency panels. All clinics scored 100% during November till January 

2011 . The proficiency results are given in Table 6.2. During the 7 months 

when proficiency panels were performed, clinic 9 scored the poorest with 

an average of 64% correct, while obtaining good performance in our QA. 

Clinic 7 scored 79% correct in the proficiency panels while having a poor 

performance by our QA. The proficiency panel results did not correlate well 

with the results found by our QA method. 

142 



Discussion 

In this study, DBS proved useful as a QA method for syphilis and HIV POCT 

to monitor the quality of testing performed by HCW as part of routine ANC 

services in Tanzania. The QA method was easily implemented by HCW 

under routine conditions. Although 92.5% of the samples collected by the 

clinics were of good quality, humidity remained a concern. Humidity control 

is essential to preserve antibody and "antigens stored on DBS samples and 

to prevent growth of mould. Storage of desiccants at the clinics for several 

months proved difficult as they became humid, especially during the 

rainy season. More suitable containers with an airtight lid should be used. 

Additionally, long term storage (e.g. more than 4 weeks) at clinics should 

be prevented as this potentially could lead to loss of samples or increase 

risks of unfavourable storage conditions that could lead to degradation of 

antibodies or antigen (23). 

This study showed the possibility to seamlessly integrate HIV and syphilis 

POCT quality assurance, making it possible to have o'ne QA method for pre­

venting mother-to-child transmission of HIV services. 

The DBS method has advantages over proficiency panels as this method 

gives insight into the quality of testing during routine patient services. Pro­

ficiency panel samples are tested by HCW with the knowledge that they 

are being monitored and only contain four samples. As only one proficiency 

panel is sent out to every clinic, only one HCW is evaluated while with DBS 

QA, all HCWs are included in the QA procedure. These reasons could poten­

tially affect the proficiency panel result and could cause misinterpretation 

of the actual testing quality during routine patient services. 

The overall performance of the 10 clinics for syphilis POCT was lower than 

the manufacturer's claim, although .in agreement with earlier evaluations in 

Tanzania that found a sensitivity of 59.6% when using whole blood, com­

pared to TPP.\ using plasma (332) (chapter 5). The low POCT performance 

should be interpreted with caution as differentiation cannot be made be­

tween discordant test resul~, and incorrect interpretation or recording of the 

results by HCW. Worker turnover may be one of the reasons for low perfor-
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mance as the replacement worker may not have been properly trained. The 

strength of this study is that the QA method can be evaluated continuously 

under routine clinical conditions. Because of this, the sample quality can be 

influenced by, for example, environmental influences during incorrect stor­

age at the clinic or inter and national transportation of the kits. Based on our 

results, the quality of testing varied significantly between the ten clinics, 

even though all clinics used the same" syphilis POeT lots. The hospital and 

dispensaries performed better than the health centres when using DBS as 

reference method. These QA results can be used to identify clinics where 

remedial training in the performance of syphilis POeTs is required. 

Unfortunately, it was not feasible to monitor the costs of this QA method. 

Although the process time in the laboratory was relatively quick, this QA 

method can be more costly than, for example, the use of proficiency panels. 

By combining this QA for multiple infectious diseases as we did for HIV and 

syphilis, the economies of scope would limit the QA costs compared to set­

ting up two independent QA methods. 

To use this QA method in practice, the number of samples that should be 

collected per clinic depends on the setting. The poeT performance (e.g. sen­

sitivity and specificity), incidence and prevalence of the infectious disease, 

robustness of the test outcome, staff turnover, as well as past QA results 

need to be taken into account in determining the number of samples that 

are required to obtain good insight in quality of POeT at the clinics (357). 

Conclusion 

To the authors' knowledge, this is the first paper describing the 

implementation of DBS samples as QA method for HIV and syphilis POeT. The 

key findings of our work suggest the necessity for stringent quality control 

of POeT as the quality of testing varied significantly between clinics. On 

average, the concordance of positive samples was low. The DBS QA method 
,'" 

potentially provid,es a better solution to assure the quality of POeT testing, 

in comparison to proficiency panels in Africa. The QA method evaluated in 

this study could be easily ro'ued out in developing countries to improve and 

assure the quality of POeT testing. 
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7 Development of a surveillance method for 
the causes of fever in children 

As Chapters 4,5 and 6 answered objective 2, this Chapter aims to provide an 

answer to objective 3. The potential use of DBS to improve syndromic man­

agement by surveillance of infectious diseases is assessed in the context of 

febrile children. 

7.1 INTRODUCTION 

Fever is one of the most common presenting symptoms in children. Fever 

in children can be classified into three broad categories, although overlap 

does exist. The first group is acute fever with an obvious focus, such as: 

respiratory infections, childhood exanthems, septic arthritis, meningitis, 

hepatitis, encephalitis, and enteric infections. The second, more complex, 

category is acute fever with nonspecific localizing signs. The last category is 

chronic fever with no clear pathogenic cause or diagnosis, despite adequate 

investigation. 

Distinguishing between benign and serious causes of fever in young chil­

dren is worrisome for health care workers all over the world. The differentia­

tion between viral infection and "occult bacteremia" (clinically significant 

presence of bacteria in the blood stream) is the most important distinction 

that mostly relies on laboratory tests. The great range of possible causes and 

frequent lack of laboratory tests forces health care workers in developing 

countries to start treatment without a clear clinico-pathological foundation. 

This project focuses on acute fever without localised signs since this is a 

problem affecting small children under ten years of age and very heavily 

depends on laboratory diagnostics to determine the causative agent. 

To analyse the causes of fever out~ide urban areas where it is not possible 

to collect and analyse blood samples, different approaches are needed that 

do not demarld traditional whole blood collection and analysis. 

The need for an easily_ collected sample method in combination with the 

ability to detect life threate'ning pathogens could provide the essential in­

formation to determine the prevalence, and seasonal characteristi~,s of the 
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specific causes of fever and associated deaths. This method could provide 

information for evidence based policy and treatment guidelines. 

To develop a surveillance method close to the given characteristics described 

above, the aim was to investigate the diagnostic accuracy of DBS for the col­

lection of whole blood. Real-Time PCR was selected as detection method 

because it is fast, allows detection of. multiple targets in one reaction (e.g. 

multiplex), is sensitive, specific, and can be performed on any Real-Time PCR 

machine with minimal adjustments. To obtain the highest sensitivity, priority 

was given to validate monoplex PCRs at this stage of the proof-of-concept 

study, before combining PCR assays into one reaction. By performing as­

says independently, every assay can be optimised individually to obtain the 

highest sensitivity. Multiplex PCR assays are complex to develop as primers 

and probes could have different optimal temperature requirements, binding 

between primers and probes could occur, affecting the performance of the 

PCR assays. At this stage, preference was given to Taqman assays, as these 

are a preferable option for mUltiplexing. 

7.1.1 AIM 

;rhe aim of this study was to evaluate the feasibility of using DBS for the 

detection of life-threatening causes of fever in children. The methodology 

could be used by organisations and countries to implement a surveillance 

methodology. 

7.1.2 OBJECTIVES 

1. The possibility of a DBS based surveillance system for fever related 

illnesses in children was assessed by the following sub-objectives; . 

a. To develop a method for detection of up to six pathogens on DBS 

b. To combine the detection methods into one streamlined process 

c. To perform an initial validation of the method with spiked and 
clinical samples 

d. To perform pilot studies in rural health care facilities 
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Z1.3 OUTLINE 

To establish the possibility of a surveillance system as described above, 

the study took place at three locations: the development, experiments, and 

testing were performed in Leiden Cytology and Pathology Laboratory, in 

The Netherlands, and two field centres, one in Laos which provided already 

collected samples, and one field centre in Peru where the surveillance 

method was implemented. 

Most attention was. paid to the feasibility of the implementation of the 

method, collection of samples, extraction of nucleic acids, and detection of 

pathogens. Due to the technical nature of this laboratory based project, as­

pects as finances and public health impacts were not measured due to time 

and financial constraints. 
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7.2 MATERIAL AND METHODS 

Z2.1 PATHOGEN SELECTION 

The study focused on acute fever affecting children under ten years old. 

Pathogens were selected based on consultations of medical textbooks and 

journals, and on discussions held with various researchers and experienced 

clinicians who were active in one of o.ur research locations. Feasibility with 

regard to the technical aspects of detecting the pathogens was also been 

taken into consideration. A final selection was made that fitted both the 

clinical criteria and technical feasibility. 

As pathogens have different transmission routes and abilities to spread 

through the human body during infection, the ability to detect the pathogen 

by PCR heavily depends on pathogenic characteristics. Careful attention was 

therefore given to the selection of potentially suitable pathogens. 

The criteria to select the pathogens were developed after discussions with 

researchers and experts at the London School of Hygiene and Tropical Medi­

cine. A pathogen was considered eligible if the following criteria were met: 

• Pathogen should cause fever in children 

Pathogen should be clinically important e.g. life threatening 

• Pathogen should be detectable in blood 

• Pathogen should be detectable by PCR 

• Pathogens should be detectable during acute fever stage 

• Pathogen should be potentially detectable in a drop of blood 

Based on the list above, a large selection of pathogens could be included. 

To limit the selection, pathogens were reviewed based on prevalence at our 

research sites. The geographical distribution of pathogens was to some ex­

tent affecting the selection criteria as positive materials had to be obtain­

able within our collaborative network. The following pathogens were more 
....:> 

closely reviewed: , 
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Table 7.1: Details of selected pathogens 

Pathogen 
PLasmodium 
Dengue types 1-4 
Rickettsia 

typhi, Orienta 

tsustsugamushi 
Leptospira 

pathogenic species 
Chikungunya 
Bartonella 

bacilliformis 

Type 
protozoa 
virus 
bacteria 

bacteria 

virus 
bacteria 

Disease 
malaria 
dengue 
murine and scrub 
typhus 

Vector/transmission route 
Mosquito 
Mosquito 
Fleas - murine typhus 
Mites- scrub typhus 

leptospirosis/ Weil's Water, food - urine/semen, 
disease . animals 
chikungunya Mosquito 
bartonellosis/ oroya Sand flies 
fever/ Carrion's 
disease 

Although responsible for large epidemics, chikungunya virus is not usually 

life threatening to children. However, it would be potentially interesting to 

develop a suitable surveillance method, considering the recent outbreaks in 

Europe and South- East Asia (358). 

Z2.2 LITERATURE REVIEW 

A literature review was performed to assess the range and performance of 

peR based diagnostic methods on blood samples for pathogens related to 

acute fever with no localizing signs. The literature review was used to study 

pathogen load in blood, peR performance and to select preferred peR assays 

for our study. Pubmed was searched for suitable peR assays. The search 

strategy is given in Annex 10.7.1. 

Z2.3 ANALYSIS OF peR ASSAYS 

After the selection of potential methods from the literature, this study 

analysed the peR assays to determine the theoretical capabilities of the 

assay before trying different assays in the laboratory. 

Basic local alignment search tool (BLAST) was used as first analysis step 

(www.ncbLnlm.nih.gov/BLAST/). By entering the nucleotides of the primers 

or probe, BLAST reveals which organism genomes match the nucleotides. 

After BLAST, primer details were analysed by looking into homo I hetero-
, 

dimer capabilities of the primers. For this, we used an engine called; ITO 

primer (359). 
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The final analysis step was primer and probe alignment (Bio Edit sequence 

alignment editor software). The alignment results and the type of assay 

made up the final calL Once the assays were selected, laboratory tests were 

initiated. This process is described in Annex 10.7.2. 

To determine the best PCR assay for a pathogen, a selection of pathogen 

isolates of high concentration were ust;d for the initial comparison of assays. 

All preliminary experiments were performed on a Roche LightCycler 1.5 PCR 

machine (Roche Diagnostics, Basel, Switzerland). Melting curve analysis and 

4% agarose gel electrophoresis (E-gel, Agarose gel, Invitrogen, UK) were 

used to determine specificity and primer-dimer susceptibility. Additionally, 

the performances of other primers targeting the same pathogen were com­

pared by melt curve and DNA product analysis. After the probe was ordered, 

the laboratory steps as indicated above were repeated to visualise the bind­

ing of the probe and to determine whether the melt curve had the expected 

temperature. 

Z2.4 ANALYSIS OF peR ASSAYS IN THE LABORATORY 

Strains were obtained to aid the PCR assay development and"to compare 

the performance of assays against each other. Strains were provided by the 

Royal tropical institute (KIT) Amsterdam, The Netherlands, LSHTM, Institute of 

Animal Hygiene and Veterinary Public Health, Germany, School of Veterinary 

Science, Leahurst Campus, University of Liverpool, United Kingdom and 

Mahosot Hospital, Vientiane, Lao People Democratic Republic (Laos) (Table 

7.2). 
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Table 7.2: List of species and strains used during this project 

Strain 
Plasmodium vivax 

Plasmodium falciparum 
Plasmodium ovale 

Plasmodium ovale-mutant 
Plasmodium malariae 
Bartonella bacilliformis 
B.bacilliformis NCTC12135 
B.bacilliformis 
B.bacilliformis 
B. bacilliform is 
Orientia tsutsugamushi 
Rickettsia typhi 
Leptospira interrogans 
Leptospira santarosai 
Leptospira weilli 
Leptospira kirschneri 
Leptospira meyeri 
Chikungunya 
Dengue 1 cDNA 
Dengue 2 cDNA 
Dengue 3 cDNA 
Dengue 4 cDNA 

Origin 
LSHTM 

LSHTM 
LSHTM 

LSHTM 
LSHTM 
University of Liverpool 
Health Protection Agency, UK 
University of Liverpool 
University of Liverpool 
University of Liverpool 
Mahosot Hospital, Laqs 
Mahosot Hospital, Laos 
KIT Amsterdam 
KIT Amsterdam 
KIT Amsterdam 
KIT Amsterdam 
KIT Amsterdam 
Animal hygiene and Vet. Germany 
KIT Amsterdam 
KIT Amsterdam 
KIT Amsterdam 
KIT Amsterdam 

The PCR assays were optimised by trying different primer and probe 

concentrations. Once the optimal concentrations were identified, pathogen 

concentration ranges were used to review the performance of the assay. If 

necessary, another substitute PCR was chosen at this stage. 

Plasmid inserts were developed and ordered for the various pathogens in 

order to determine limits of detection, PCR performance, efficiency calcula­

tions, positive control and functions as positive DNA sequence for spiking 

blood samples. Plasmids were made and ordered by Genscript, USA. All se­

quences were inserted into pUC57 with EcoRV and protective bases were 

added to both ends. The following plasmids were based on the alignments 

obtained in the previous step. The plasmid sequences that were used can be 

found in Annex 10.7.3. 
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The following plasmids were developed: 

Dengue types 1,2,3, and 4 

Leptospira interrogans, L.weilli, L.santarosai, L. kirschneri, and L. meyeri 

PLasmodium vivax, P. maLariae, P. ovaLe, P. JaLciparum 

Rickettsia typhi 

Orientia tsutsugamushi 

B.bacillijormis, mutant 1,2, and 1 +2 combination 

Chikungunya 

The plasmids were eluted in Trisl0 EDTA buffer and concentration series 

were made with Nucleic Acid buffer till 10-2 concentrations per ~l. The 

concentrations of the plasmids were converted to number of copies by using 

Avogadro's number (6.022~·( 1023 ) employing this calculation: 

Copies = X ng/~l ~.( Avogadro's number / (length of basepairs ~.( 1.109 ~'(mole 

bp). 

PCR mastermix buffers were tested and compared to each other by running 

the same samples twice. We have tested the Quantitect SYBR green buf­

fer (Qiagen, Hilden, Germany), Fast start universal SYBR green (Roche, Basel, 

Switzerland), Lightcycler 480 mix (Roche, Basel, Switzerland), multiplex PCR 

kit (Qiagen, Hilden, Germany) and the quantitect virus kit (Qiagen, Hilden, 

Germany). 

All tests were performed at 50~l reaction volume instead of the more com­

mon 20 or 25~l reaction volume on the LightCycler 480 (Roche) (LC480). 

This was done to increase the detection limit and the potential for detecting 

the pathogens. 

PCR efficiency is an overall indicator of the PCR run conditions by combin­

ing the quality of the mastermix, primer and probe conditions, and sample 

quality. A PC,~ effiCiency is expressed on a scale from 0 to 2, of which a 2 

indicates a perfect PCR amplification efficiency (by every cycle the DNA is 

copied 2 times) and a P-CR efficiency of 0 indicates the PCR did not do any­

thing (by every cycle the DNA is copied 0 times). To summarise, we applied 
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the rule of thumb to all PCR assays that when a PCR obtains an efficiency of 

2, with a 10% lower value acceptance, we would not further optimise the 

assay. 

Z2.5 DBS VALIDATION 

Samples were spiked with blood, spotted onto filter paper with various 

concentrations of plasmids to determine the performance of the PCR in 

combination with DBS samples. Different spiking methods were applied 

to determine which would produce the least variability in the results. The 

three methods evaluated were (1) add plasmids and dilute blood, (2) add 

diluted plasmids to whole blood, and (3) add plasmids first, allow the cards 

to dry and then add whole blood to the filter paper. Different DBS extraction 

methods were compared within our laboratory. Different punching methods 

were applied among which scissors, hand punch and automated punch 

machine. Cleaning of the manual punches were done by dipping the punch 

into "RNAse away" solutions that contain nuclease 'enzymes that degrade 

DNA and RNA, followed by dipping into 96% alcohol and dried by punching 

through clean sheets of filter paper. 

Every laboratory experiment was performed with a positive and negative 

control and performed in duplicate or quadruplicate. 

Z2.6 SEQUENCING 

To assess the specificity of the PCR assay, B.bacilliformis positives where 

sequenced. As our PCR amplifies a small segment (105bp), primers developed 

by Garcia-Esteban et al. were used for sequencing (360). PCR results were 

purified by enzymatic treatment of Exonuclease 1 (exol) and Alkaline 

Phosphatase (AP) both produced by ABI (ABI research, New York, USA). 5/Jl 

PCR product and 5/Jl mix (3.35/Jl H20, o.5/Jl lOx AP dilution buffer, 0.15/Jl 

Exol and l/Jl~AP) were incubated for 60 minutes (min) at 37°C, 15 min at 

720C. Cycle sequencing reaction was performed according to manufacturer's 

instructions (Abi BigDye V3.1, 10/Jl reactions). The 96 well plates were 

cleaned by ethanol precipitation and a mixture (3/Jl 3M NaOAc, 62.5/Jl 
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absolute ethanol and 24.5~l H20) was added to 10~l sample. Plates were 

stored on ice for 20 mins, centrifuged at 3000g for 30 min and supernatant 

was discarded. 150~l of 70% ethanol was added and centrifuged at 3000g 

for 10 min. Supernatant was discarded and plates were left in the dark for 

25 min. 10~l Hi-Di formamide was added to each sample and plates were 

loaded into the ABI sequencer (ABI 3730) (Applied Biosystems, Carlsbad, 

USA). Sequence data was analysed in Geneious basic v.5.6.4, (Geneious, 

Biomatters, Auckland, New Zealand). 

Z2.7 EXTRACTION STUDY 

The generous donation of FTAelute filter paper from GE healthcare for this 

project gave us the opportunity to work with these cards. The Lao study 

site was collecting DBS from patients with suspected typhus on FTAelute 

filter paper cards si.nce 2010. As 100% cellulose filter papers (Whatman 

903 or PerkinElmer 226) are commonly used in the detection of infectious 

diseases, an extraction study was performed to review which filter paper 

and extraction method would be preferable. 

Three different types of cards and four extraction methods were compared. 

The M48 biorobot (MagAttract DNA kit Qiagen, Hilden, Germany), the blood 

DNA minikit spin columns (Qiagen, Hilden, Germany), Chelex (Sigma Aldrich, 

St Louis, USA), and the specific H20 extraction for FTAelute cards (Whatman 

GE healthcare, USA). Additionally to the FTAelute cards, the 903 filter paper 

cards (Whatman GE healthcare, USA) were used as well as the PerkinElmer 

cards 226 (PerkinElmer, Waltham, USA). An overview can be seen in Table 

7.3. 

Table 7.3: Provides an overview of extraction methods and filter paper cards 

used for the extraction study. 

. Extraction methods 
M48 Blood DNA 

Filter ~a~er cards biorobot minikit Chelex H2 o 
Whatman 903 x x x 
PerkinElmer 226 x x x 
Whatman FTAelute x 
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Filter cards 903 and 226 were spotted with 20iJl buffer containing vari­

ous concentrations of plasmids. Cards were dried and 50iJl of fresh EDTA 

whole blood was added. Unfortunately, the same protocol led to incorrect 

extraction for the FTAelute filter paper samples. As the FTAelute filter pa­

per itself contains impregnated lysis buffer, it became active when spotting 

the plasmids and was already dissolved when adding whole blood, leading 

to reduced lysis activity when whole "blood was spotted. This affected the 

extraction, as the eluate contained hemoglobin, which is a PCR inhibitor. 

Filter paper where therefore spiked with 40iJl whole blood containing the 

same amount of plasmids, per spot. The concentration of plasmids was kept 

the same for all types of filter papers. To make the study comparable, 6mm 

punch and final elution of 100iJl was used for each extraction method. PCR 

input volume was the same for all types of filter paper and types of extrac­

tion platforms. The concentration that was added to the filter papers ranged 

from 4.5 c/iJl of extracted sample to 450,000 c/iJl. The measure of "cl iJl 

extracted sample" allows easy comparison between methods. 

Z2.B CLINICAL VALIDATION 

The initial protocol was to establish a sample collection method in South-East 

Asia and allow paired testing on human sera or blood cultures to function 

as a reference standard for our surveillance detection methodology. Due to 

our South-East Asian collaborators' interests in this project and possibility 

of collaboration, we were able to obtain samples that were already collected 

during 2008-2010 and were collected from very well-defined clinically 

diagnosed patients. Obtaining ethical approval (in Ministry of Health, Laos 

and Oxford University, UK), setting up the study and enrolling patients had 

already been done by the collaborator. The reference PCR assays that were 

performed on the samples origin~ting from Laos where based on assays 

published in peer-reviewed journals; malaria PCR performed on whole 

blood (184),~ dengue PCR performed on serum (361), R.typhi (362) and 

a.tsutsugamushi where performed on buffy coat blood (363) and Leptospira 

PCR was performed on whole blood samples (364). 
" 
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Additionally, samples from the malaria reference center of the United King­

dom, located at the London School of Hygiene and Tropical Medicine, were 

used and analyzed. 

Variability caused by using DBS and laboratory methods was addressed in 

detail throughout the study during the evaluation and selection of assays 

and comparison of ext'raction method~. 

Z2.9 QUALITY ASSURANCE 

For QA and control measures, human housekeeping genes for both DNA 

and RNA were used. l3-actin for DNA control and GAPDH for RNA control 

were used. Additionally a quality check for DBS was developed based on the 

WHO guidelines (128). The DBS samples from Laos and Peru were visually 

checked and quality of cards was recorded per spot. Five criteria were used 

to categorise the quality of the spots (Annex 10.6). The humidity and overall 

quality of the card were recorded as welL Data was entered into a specially 

designed Epi-info file (CDC, Atlanta), to allow an easy linkage between PCR 

results and DBS quality. The record files developed for the studies performed 

in this thesis, have been posted online (354). 

A DNA control was needed to support the evaluation of DBS samples. A hu­

man housekeeping gene was selected (l3-actin) from the literature and the 

assay was performed on the LC480 (365). A sample needs to be positive for 

l3-actin and have a lower cycle point (cp) value than 35. This cp value was 

chosen as a minimum due to the unlikelihood of finding pathogenic DNA in 

samples where there is almost no human DNA. A low level of human DNA 

indicates that the run or extraction has failed, or that not enough blood was 

spotted on the card. 

To control the input volume of RNA, an assay targeting the human house­

keeping gene encoding GAPDH was used (366). We applied the same rule 
.~ 

of thumb as for the DNA human control that samples should have a lower 

cp value of 35. Well-pr~pared samples were used to determine the normal 

concentration of GAPDH to 'assure that a cp of 35 is acceptable. 
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7.2.10 IMPLEMENTATION OF THE SURVEILLANCE METHOD IN PERU 

The surveillance methodology was introduced in health clinics located in 

rural sites in Caraz, Ancash in Peru within the context of child health care 

services offered to patients with fever. All children with fever and under the 

age of 10 were eligible to participate in this study. Written consent of the 

parents or guardians was obtained before blood samples were collected. 

While patients at the study sites in Caraz were enrolled in 2010, an additional 

two healthcare clinics in Quillo and Yautan were included in 2011. Ethical 

approval was obtained from the ethical committees at the London School of 

Hygiene and Tropical Medicine and Universidad Peruana Cayetano Heredia. 

7.2.11 BARTONELLA 

This study was a unique opportunityto investigate detection of B.bacilliformis 

using DBS. B.bacilliformis is a bacterium that causes severe febrile episodes 

with often fatal outcomes. The bacterium enters the red blood cells and is 

capable of infecting up to 80-90% of all red blood cells, therefore causing 

acute anemia (43). If the infection becomes chronic it causes severe skin 

eruptions but the mortality rate decreases. It has been noted that the 

bacteria cause an epidemic every 5-7 years in young children in Caraz region, 

Peru (N.5olorzano, personal communication). To increase the possibility of 

detecting B.bacilliformis, we looked into all options to ensure our timing and 

methodology would be correct. In order to increase the likelihood of finding 

an epidemic, we initiated the following; 

• Contacted the local and national surveillance authorities 

• Determined best study sites to collect samples 

• Located where earlier outbreaks have been found and analyzed 

• Chose sites, based on past experience and outbreaks were first 

reported 

• Chose ~lhe appropriate time of the year (rainy season) 

• Took into account the likelihood of a 5 or 7 year interval between 

outbreaks. 
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Z2.12 STUDY PROCEDURES IN PERU 

At the beginning of the study, training was given to medical staff on how 

to obtain and store DBS samples correctly. The CDC guidelines regarding 

spotting, storing and mailing of DBS were used throughout the training 

(367). Stickers with specimen codes were placed on the DBS and on the 

patient's form before DBS were spotted with whole blood. DBS were spotted 

by holding finger or heel-prick blood against the filter paper. If venepuncture 

was necessary for other diagnostic tests, no finger pricks were performed but 

a small volume of venous blood was obtained to spot the DBS by pipette. 

Finger or heel prick were avoided whenever possible to reduce potential 

inconvenience for the child. 

DBS racks were provided for overnight drying and in the morning the DBS 

samples were placed with two desiccants in a zip lock bag. The date, pa­

tient's number, and. diagnostic test results for serology, blood culture or 

other diagnostic results were recorded on a standard form, using patient 

stickers to link the form with the DBS samples. This form was also used to 

record patient's admission date, symptoms, onset of symptoms and dura­

tion, to' record variables that can influence the performance of. the surveil­

lance methodology. Additionally, the peR results and clinical findings were 

combined to enable a better view of the patients' health and interpretation 

of diagnostic results. ALL the forms and training documents were translated 

into national languages. A visit to the health facility was made to thank par­

ticipants, obtain feedback on any problems and feasibility of implementing 

DBS as a continuous surveillance method, were discussed. The samples were 

transported to Leiden Cytology and Pathology Laboratory, The Netherlands. 

7.2.13 STATISTICAL METHODS 

The variability of cp values obtained by comparing the different extraction 

methods in combination with different filter paper types were summarised 
,.» 

with box plots to ~isplay the median, 75 th and 25 th percentile and outliers of 

cp values. 
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To review the likelihood of being B.bacilliformis positive based on self- re­

ported symptoms, the symptoms were tested with Fischer ChP test between 

the positive and negative B.bacilliformis group. Symptoms with p-value <0.20 

were included for the binomial logistical regression modeL High correlation 

between the symptoms was anticipated due to the close nature of various 

febrile illnesses and clinical presentation, which limited further evaluations. 

Akaike information criterions were used to select the variables in the mul­

tivariate analysis; general malaise, vomiting and diarrhoea were excluded 

from further analysis as they are not needed according to the Akaike in­

formation criterions). The binomial logistical regression model was used to 

identify symptoms that give patients a high probability (odds) of having a 

B.bacilliformis infection. Statistical software Stata 12 was used for the box­

plots and statistical analysis. 
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7.3 RESULTS 

Z3.1 LITERATURE REVIEW 

Searches were performed to identify suitable peR tests for every pathogen 

except Malaria. The search strategy is given in Annex 10.7.1 
, 

Figure 7.1: Flow chart of literature study, divided by pathogen. Numbers 
represent excluded or included number of studies 

,------------------------- --------

Pubmed search 

Dengue: 307 

Rickettsia: 208 

leptospira: 162 

Chikungunya: 213 

Bartonella: 242 

Duplicate remova I 

Dengue: 72 
Rickettsia: 40 

leptospira:_32 

Chlkungunya: 32 

Bartonella: 81 

Not matching study critera based on abstract 

Dengue: 171 

Rickettsia: 141 

leptospira: 112 

Chikungunya: 154 

Bartonella: 143 

..--··~~f~";~~t av;ll~bl;~---l 
---------- - ------ -- -- ------- _._---- ._--- -----_.- ._------------- -----. 

Dengue: 16 . 

Rickettsia : 12 ~I _ .......... 

Not matching study critera based on full text 

Dengue: 20 ~ 

leptospira: 7 

Chikungunya: 0 

Bartonella: 5 

Included studies 

Dengue: 28 

Rickettsia: 12 

leptospira: 11 

chlkungunya: 21 

Bartonella: 11 

Rickettsia :3 

leptospira: 0 

Chikungunya: 3 

Bartonella: 1 
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7.3.1.1 MaLaria 

No literature searches for malaria peR assays were conducted due to the vast 

experience with malaria peR at the schooL The primers advised by malaria 

experts of LSHTM were used. 

7.3.1.2 Dengue 

The performance of a peR assays greatly depends on the sample type and 

the timing of sample collection in relation to the patient's illness. Typically 

applied sample types for dengue detection include plasma (368), serum 

(369) and whole blood (370) or DBS samples (96). The sooner the sample 

was taken after the onset of symptoms appears to be of great importance 

for dengue detection (371). When a sample has been collected within 5 

days after the onset of symptoms, plasma or serum samples gave good peR 

results (371). Surprisingly, it appears that whole blood and DBS samples are 

more sensitive than plasma when collected after 5 days of fever (5, 95, 96, 

370). A reason for this could be that dengue targets white blood cells, but no 

definite answer has been given. 

The sensitivity of the peR assays varied greatly between reference methods 

used. One assay obtained a sensitivity of 30.7% compared to an IgM assay 

(372), while most peR assays performed on plasma samples detected 64% 

to 100% of dengue virus -positive samples (5,95,361,368,369,371-386). 

Most assays made use of anti-dengue IgM as reference (377, 387), serology 

(388, 389), or the assay developed by Lanciotti (390-393). Although no of­

ficial statements could be found, the nested peR developed by Lanciotti et 

oL. seems to be generally accepted as the gold standard. Specificity was in 

general high, ranging from 92% (394) to 100% (389). When the peR assay 

consisted of multiple primers, the sensitivity varied by dengue strain from 

64% for dengue 4 to 100% for dengue 1 (386). 

In general, the detection limits of most peR assays were excellent, ranging 
. ..;:, 

from 40 copies p~,r ml to 100 copies per ml of whole blood (395). A few 

studies looked into quantitation of viral loads, which were reported to be up 

to 106 or 107 c/ JJl (383, 396'). 
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7.3.1.3 Rickettsia 

Rickettsia are commonly divided amongst three groups; Spotted fever group 

(SFG), typhus (TG) and scrub typhus group (STG). SFG and TG are caused by 

various Rickettsia species, while STG is caused by Rickettsia tsutsugamushi 

which recently has been renamed to Orientia tsutsugamushi. One PCR primer 

pair that can detect both O. tsutsugamushi and Rickettsia spp have not 

been described. The PCRs that detect'all Rickettsia species, instead of only 

specific species, also detect species that are not harmful to humans and 

could potentially bias the results found when analysing clinical samples. 

The aim is to detect TG and STG, while SFG is of less importance for the 

development of the surveillance method in Laos, as recommended by 

experts who participated in the pathogen selection process. In Laos, TG (as 

R. typhi) and STG are the most important rickettsial pathogens (397). 

The various targets and PCRs developed for Rickettsia species indicate com­

plexity in detecting the pathogen in blood related products. The sensitivity 

obtained by studies varied from 14% to 100% (398~403). The sample sizes 

of most studies are relatively low (average of 80 samples). The bacterial load 

detected in buffy coats or in serum where low (100-1000 c/ml) (404). A study 

detected the highest bacterial load in serum between 9-12 days (103 till 107 

c/ml) (405). As for dengue, the sooner the samples are collected after the 

onset of fever, the higher the sensitivity. One paper suggested a completely 

different strategy of sample collection for O. tsutsugamushi. Within 5 days, 

the sensitivity was 0%, while between 9-12 days, the sensitivity went up 

to 100% (405). It will be extremely difficult to obtain high sensitivities with 

DBS since timing seems to be of great importance to obtain samples with 

high bacterial loads. It is unclear how exactly the pathogen bacterial load 

varies over time and how quickly it raises or declines over time. It seems 

that different types of sample materials (buffy coat, serum) influence the 

performance of the PCR assays. As O. tsutsugamushi is present in peripheral 

blood mononuclear cells, most assays used buffy coat samples while some 

used serum or EDTA blood (362, 363, 402, 406, 407). 
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7.3.1.4 Leptospira 

The sample type varied between studies; serum (408-410), buffy coat (411, 

412), whole blood (413), or unstated were used (364, 414). The amplified 

region as well as the assay method varied amongst the articles reviewed. 

Some assays only detected pathogenic species (406, 408) while some 

detected all types of Leptospira (413). Leptospira species are classified as 

pathogenic, indeterminate and saprophytic based on their potential effect 

on humans. Due to the diverse clinical manifestations, leptospirosis is highly 

underreported and is a major neglected tropical disease (415). 

Although the specificity in general was 95-100% for all assays, the sensitiv­

ity varied from 29% up to 100% (15 samples) (408, 415). The contribution 

of sample selection and the reference methodology is believed to be essen­

tial for these varying results. It has been noted that within the first week of 

fever it is easier to detect Leptospira but sensitivity decreases when samples 

were collected after 4 days (411,415). 

The detection limits of the peR assays according to the authors were good, 

ranging from 2 c/~l to 10 c/ ~l which indicate the peR works optimal (364, 

408, 412, 416). One assay was capable to detect 10 leptospires/mL blood 
" 

which was based on spiked samples and by using alive leptospires, not tak-

ing dead ones into account (408). Based on the limited data available, the 

amount of leptospires in blood will be low but there is a potential for being 

detectable by DBS. 

7.3.1.5 Chikungunya 

Serum and plasma samples were used to evaluate the performance of the 

peR assays (368, 417-424). Some authors did not use a reference method 

for their developed peR but used well-characterised panels (425, 426). 

The sensitivity and specificity of the assays were, if reported, 100% (419, 

425, 427). The detection limits of the assays were very sensitive, around 5 

copies/ peR reaction (419, 422). The viral load in plasma appeared to be 
~ 

at its highest in t~e first 5 days of infection, as viral loads reached above 

1 billion copies per mL_of blood (425). Detection of chikungunya in acute 

febrile cases with smaller volume samples would be reasonably easy to be 

detected, according to the literature. 
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7.3.1.6 BartoneLLa 

There are over 20 species of Bartonella of which 11 are known to cause 

disease in humans and animals. B. henselae is known to cause cat-scratch 

disease and various strains cause culture-negative endocarditis or trench 

fever. B.bacilliformis is believed to be the most deadly Bartonella, with a fatal 

outcome up to 88% during the acute phase for untreated patients (428). 

Our primary focus is B. bacilliform is. 

The search for suitable real-time peR assays was complicated and only two 

assays were real time (429, 430). Most assays · target multiple Bartonella 

species (430-433) or specifically B.bacilliformis (429,434,435). No data on 

bacterial load from clinical samples could be found in any of the selected 

articles. 

Z3.2 THEORETICAL DETECTION CAPABILITIES 

To review the detection capabilities of the surveillance method, the 

theoretical detection capabilities were evaluated first. The detection of 

these pathogens depends on various factors which can be divided into three 

categories as depicted in Table 7.4. 

Table 7.4: Variables influencing the performance of the surveillance method 

Variables listed in three categories 
Pathogen characteristics DBS samples Laboratory methods 
Quantity of pathogen in Correct collection of blood DBS volume for assay 
blood during infection (punch size) 
Time pathogen is present Blood quantity collected DNA/RNA isolation 
in blood efficiency from DBS elute 
Clinical presentation Preservation of DNA/RNA Quality of DNA/RNA 
(fever) and active infection isolated from sample 
Infection differences Elution efficiency of DNA/ Removal of PCR inhibitors 

between children or adults RNA out of blood 

Presence in plasma, serum, In-correct storage effects 
or blood cell components on DNA/RNA 
Gram negative or positive 

bacteria 

Target sequence (e.g. 
plasmid DNA) 
Isolated sample volume 
used for PCR 
PCR sensitivity 
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As noted in Table 7.4, various factors influence the sensitivity of the surveil­

lance method developed in this proof-of- principle study. As this study aims 

to review the possibility of the method, potential limiting factors should 

be identified and addressed beforehand. As noted in the literature review, 

pathogen details and specific characteristics during infection cannot be 

found for many pathogens during infection or presence in blood. 

Although most of these factors are discussed in Chapter 2 of this thesis, 

some factors are discussed in more detail below. The quantity as well as the 

period during infection of which pathogenic material is present in the blood, 

varies greatly per pathogen. In enteric fever, a few (1-10) bacteria per mL of 

whole blood are present, while for HIV there can be > million copies per mL 

(436). The limited data that is available for the selected pathogens is pri­

marily based on clinical samples from adults. As infections in children often 

present differently than in adults, this limits the usefulness of this data. For 

example, malaria can be asymptomatic and potentially causes more severe 

infections in children. While malaria and Bartonella 'bacilliformis infect red 

blood cells, dengue infects white blood cells. This influences the composi­

tion and quantity of pathogen materials when extracting DNA ,?r RNA from 

DBS samples instead of serum samples. As whole blood is applied centrally 

to the DBS spot, an uneven distribution of plasma and whole blood com­

pounds can be expected on the filter paper (see Chapter 2 for more detail). 

Additionally, the laboratory steps and storage of samples influence the sen­

sitivity of the assays applied. More details regarding these variables and 

information of using DBS samples can be found in Chapter 2. 

To gauge the detection limits when using DBS, we looked at HIV as many 

studies have investigated quantifying HIV viral load. Based on these results, 

the limit of detection seems to range between 800-2,000 copies/ml (Chap­

ter 3). As a detection limit for each of the pathogens has not been estab­

lished for DBS samples, we used this limit as a guide. 

To determine if the detection limit of DBS samples would be sufficient to 

detect pathogens within the first few days of infection, published pathogen 
" 

loads in blood were reviewed (Table 7.5). 
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Table 7.5: Pathogen load in blood given by copies per mL (c/mL) 

Pathogen 
Malaria 
Leptospira 
Dengue 
Rickettsia typhi 
Orientia tsutsugamushi 
B.baci lUformis 
Chikungunya 

Pathogen load in acute cases 
>105 c/ml 
103 c/ml 
>105 c/ml I 4.6log c/ml 
unknown 
104 c/ml in buffy coat blood 
unknown 
104 c/ml to 109 c/ml 

Reference 
(437) 
(438) 
(439) (440) 

(399) (404) 

(425) 

Variability between pathogens and patients are important. Based on the 

limited data available, it is likely that we could detect malaria spp, dengue, 

B.bacilliformis and chikungunya in patients during-acute infection. For malaria, 

it is known that the infection can be detected successfully with DBS samples 

(441). This has also been demonstrated for dengue (5, 95, 370). Leptospira 

will be more difficult to detect as it will be likely that clinical cases could be 

below our detection limits and would be missed. No publication regarding 

the quantitation for B.bacilliformis in clinical samples could be found but 

based on results of blood smears and qualitative peR assays, it is believed 

that acute cases could be detected with DBS (43, 44; 429). 

The ne~essity for buffy coat blood samples for Rickettsia spp. and O. tsutsuga­

mushi indicates that detection with normal whole blood would be difficult, if 

not highly unlikely. Buffy coat blood contains leukocytes and platelets and is 

obtained by centrifugation. After centrifugation, buffy coat blood accounts 

for less than 1% of the whole blood sample. Even though the pathogen load 

in buffy coat blood can be high (around 10,000 copies/ml), extrapolated to 

a non-centrifuged whole blood sample, the bacterial load will be very low. 

Even though it is difficult to obtain a reasonable sensitivity for R. typhi and 

O. tsutsugamushi, it would be a valuable effort to determine the feasibility, 

particularly due to the limited pathogen load data available. 

The detection of dengue by DBS samples will potentially allow detection of 

acute disease, but will not be sensitive when sampled before or after acute 

infection. As .loted, the dengue viral load can quickly drop after a few days 

of infection (372). This stresses the importance of accurate case definition, 

to correctly determine the s~nsitivity of an assay. 
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Unfortunately, it is not within reach of this proof-of-concept study to evalu­

ate the pathogen levels in blood of febrile children. Additionally, assess­

ment of the complex relationship of clinical presentation and bacterial/viral 

load in blood is not within reach of this study. 

Z3.3 LABORATORY ASSAY COMPARISON 

After the literature was read and summarised, the data were reviewed to 

find the most suitable peR assays. The peR assays were compared and 

analysed using BLAST searches, primers or probe. characteristic analysis, and 

the alignment of primers as discussed in paragraph 7.2.4. Details are given 

in Annex 10.7.2. Based on these criteria, we discontinued underperforming 

assays for Leptospira, dengue and rickettsial pathogens (363, 364, 375, 381, 

395, 405, 442). For malaria and chikungunya, no additional primers were 

evaluated as the primers of Mangold et al. and Laurent et al. performance 

fulfilled the criteria set in chapter 7.2.4. For B.bacilliformis, primers were 

developed in this study (Annex 10.7.2). 

Below is given an overview of the assays that were finally selected after 

evaluating multiple peR assays in the laboratory. The peR settirl'gs that were 

used are also given (Table 7.6). 

169 

.,' 

~,t!, 

,.: 



Table 7.6: Overview of assays used in this study, including PCR settings. 

Target Assa~ C~cle conditions For Rev Pr Vol method mix 
MaLaria 18sRNA MangoLd et al. 95°(-105, ' 500 500 20 L(1.5 FastSTART DNA SYBR Green 

500 ( -55, (Roche) 
72°( -205 +meltcurve 

This study 95°( -105, 50°C -105, 72°C 500 500 50 LC480 FastSTART DNA SYBR Green 
-155 +meltcurve (Roche) 

.- ---. ---
Leptospira secY Ahmed etal. 95°(-55, 400 400 25 Bio-Rad iQTM SYBR Green Supermix 

54°( -55, (bio-Rad) 
72°( -155 +meltcurve 

..... - - ."-- - =--_--&_-- ---

This study 95°C - 105, 54°C -105, 72°C 400 400 50 LC480 FastSTART DNA SYBR Green 
-155 +meltcurve (Roche) 

R.typhi ompB Henry et al. 94°( -55, 200 200 300 25 Smart-Cycler Separate consumabLes n 
J 

600 ( -305 (Invitr:ogen) 
OJ 
-0 
r-t 

This study 95°C -155, 60CoC -455 400 400 200 50 LC480 LC480 mastermix (j) 
-." 

(Roche) -..j 

O.tustsu-gamushi Paris et al. 95°(-155, 200 200 20 Rotor-gene Quantim'ix easy (Biotools) 

GroEl 54°( -155, 72°(-205 
t.n 
c 

/, "'"' 
+ meltcurve < 

(j) 

This study 95°C -105, 54°C -155, 72°C 200 200 50 LC480 FastSTART DNA SYBR Green 
OJ 

-205 +meltcurve (Roche) :J 
n 

B.bacilliformis ITS Garcia Esteban et al. 94°( -305, 64.3°( -60s, 72°( 400 400 100 50 ecogen Not reported (j) 

0 

region* -90s -h 

-h 

This study 95°( -155, 60°C -60s 500 500 250 50 LC480 Quantitect virus kit (qiagen) 
(j) 

0' .... 
(j) 

n 
::lJ 

~ 
C 
l/) 

-.....J (j) 
0 l/) 



~ 
-.....,J 
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Target Assay Cycle conditions For 
Chikungunya Laurent et af. 60°C -30min, 95°C -lOs, 450 
3'UTR 60CoC -305 

Dengue 3'NC 

This study 50°C -20min, 94°C -155, 60°C 400 
-455 

Leparc Goffard et al. 500
( -15min, 95°C -155, 60°C 200 

-455 

Rev Pr Vol 
150 150 100 

400 200 50 

200 100 25 

This study 50°C -20min, 94°C -155, 60°C 200 200 ·100 50 
-455 

For= forwar'd primer in nM, Rev = reverse primer in nM, prob = probe in nM, vol= volume in ~l. Mg = Magnesium 
"'primers targeted the hypervariable intergenic transcribed spacer (ITS) located between 165 and 235 rRNA genes. 

method 
LC2.0 

LC480 

rotor-gene 

LC480 

mix 
Taqman RNA amplification kit 
(applied biosystem) 
Quantitect virus kit (qiagen) 

superscript 3 (Invitrogen) 

Quantitect virus kit (qiagen) 

n 
-:::J 
Q., 

"D 
~ 

(1) 

'" 
lJ) 

c , 
< ro 

ru 
:::; 
r') 

(1) 

0 -.., 
--t'\ 

ru 
u 
::J 
ro 
r') 

OJ 
C 
V1 
It) 
V1 



For dengue, 5 different assays have been tried and all were unsuccessful in 

detecting all4 types of dengue. 2 assays could not detect all types, 2 assays 

could not detect low concentrations to an acceptable level and the last one 

required considerable amount of adjusting before it could be used (361, 

375,377, 395).ln order to do this, plasmids have been ordered and different 

mixes, primer and probe concentrations have been used. Surprisingly this 

did not alter the behaviour of the assay at low concentrations of dengue, in 

which the curves transformed into straight 35 degree lines instead of the 

traditional curves. In the end, samples were sent for dengue PCR tests to KIT 

Amsterdam. The dengue PCR that was used by KIT, was published by Ment­

ing et aL. in 2011 (443). Except for dengue, all other assays were performed 

at LCPL laboratory in Leiden, The Netherlands. 

Z3.4 DETERMINE BEST peR MIXES 

We have tested different PCR buffers as Quantitect SYBR green buffer 

(Qiagen, Hilden, Germany), and Fast start universal SYBR green (Roche, 

Basel, Switzerland), Lightcycler 480 mix (Roche, Basel, Switserland), Qiagen 

multip~ex PCR kit and the Qiagen quantitect virus kit. The most striking 

difference in mix was found with the Quantitect SYBR green mastermix and 

the Roche Fast start universal SYBR green mix. The result obtained with the 

Qiagen SYBR green mastermix mix and Roche Fast start universal SYBR green 

mix is given below, indicating a better performance of the Roche Fast start 

universal SYBR green mix. The evaluation was performed with Leptospira 

PCR and various Leptospira species. 
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Chapter 7 - Survell'ance of febrile causes 

Figure 7.2: The performance of two PCR master mixes, above is Qiagen SYBR 

green master mix, below is Roche SYBR green mix. X-as is cycle number and 

horizontal fluorescent level per Leptospira pathogen. 
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Both runs were performed on the same day, same peR machine and same 

sample material. The poor performance of the Qiagen Quantitect SYBR green 

mastermix has been discussed with technical representatives of Qiagen and 

runs were repeated several times. The Qiagen kits were refunded due to the 

lack of any suitable explanation by Qiagen technicians. 

The same comparison was done for the SYBR green mix. We compared the 

Roche SYBR green faststart mix, initially developed for the Lightcycler 1 and 

2 series, and the Lightcycler 480 SYBR green mastermix. 

Figure 7.3: Comparison of two Roche PCR SYBR green master mixes with 

the same sample input and same primer concentrations. PCR cycle numbers 
horizontally and fluorescence are given vertically with various malaria DNA 

concentrations. 
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Chapter 7 - Surveillance of febrile causes 

The SYBR green faststart mastermix performed better than the Ughtcycler 

480 SYBR green mastermix as lower cp values were obtained (Figure 7.3). 

Additionally, at lower pathogen concentrations the SYBR green faststart 

mastermix (lighter lines) was better in detecting low DNA concentrations. 

This has been tested with one other assay and gave comparable results. We 

therefore decided to perform all SYBR green assays with the SYBR green 

faststart mastermix and optimise the PCR primers with this mastermix. 

To optimise the PCR reaction for Taqman assays, the Qiagen quantitect virus 

kit and the Roche LC480 mix for the Taqman based assays were evaluated 

(Figure 7.4). 

Figure 7.4: Shows the comparison of Roche (blue) and Qiagen (red) master mixes 

for Taqman assays. Cycle number (horizontally) and fluorescence (vertically) are 

given with various B.bacilliformis DNA concentrations as sample. 

14 pI IIcall.n c ....... 
,----------- - --------------, 

10 

The figure shows that there is practically no difference between the Roche 

(dark lines) and the Qiagen mix (darker lines). At the lower concentrations, 

the Qiagen mix was more sensitive and showed positive results while the 

Roche became negative. It showed that the Qiagen mix was more sensitive 

for low conc~ntrations which were confirmed by agarose gel. Comparable 

results were found for other assays. This is primarily due to the high con­

centrated mix (5X) in comparison to the -Roche kit (2X). Because of this high 
ff 

concentration, a smaller volume is required for the mastermix which makes 

it possible to increase the patient sample volume used for the PCR reaction. 
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This potentially produces a greater sensitivity. Even though this mastermix 

was initially developed as a Reverse transcriptase, we decided to use this as­

say also for DNA targets to standardise the procedures as much as possible. 

7.3.5 peR EFFICIENCY 

As the final primer and probe concentrations as well as the peR mastermixes 

were determined, experiments to determine the peR efficiencies where 

performed. peR efficiency is an overall indicator of the peR run conditions 

by combining the quality of the peR machine, the mastermix, primer and 

probe conditions, and sample quality. A peR efficiency is expressed on a 

scale from 0 to 2, of which a 2 indicates a perfect peR amplification efficiency 

(by every cycle the DNA is copied 2 times) and a peR efficiency of 0 indicates 

the peR did not do anything (by every cycle the DNA is copied 0 times). 

The peR efficiency .calculation is based on two separate runs, both with 

quadruplex samples of 8 different concentrations with a ten-fold dilution 

step of plasmids. 

Table 7.7: peR efficiencies of the assays with different targets are given. 

PCRs 
Plasmodium vivax 
Plasmodium falciparum 
Plasmodium ovale 
Plasmodium malariae 
Bartonella bacilliformis 

PCR efficiency 
1.98 
1.97 
1.95 
1.89 
1.97 

Orientia tsutsugamushi 1.95 
Rickettsia typhi 1.99 
Leptospira interrogans 1.99 
Leptospira santarosai 1.95 
Leptospira weill1 1.95 
Leptospira kirschneri 1.96 
Leptospira meyeri 1.98 
PCR efficiency is a valuable measure of performance of a PCR assay. A value of 2 is optimal 
performance. 

Different species and strains (see Table 7.1 for details) were tested per peR 

assay as varie bility in efficiency can occur. 
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7.3.6 peR ASSAY AND DBS VALIDATION 

Since the efficiencies of the PCRs were within the acceptable range 

established at the beginning of the study, the sensitivities of the assays 

were determined by using plasmids with known concentrations. Every 

plasmid concentration was run 8 times and at least in two runs, giving the 

performance in Table 7.8. 

Table 7.8: Total of positive outcomes of 8 samples tested with different 
concentrations 

peR # of samples detected ,with different plasmid 
concentrations ~er I;!l 
103 102 101 1 10-1 10-2 

Plasmodium vivax 8/8 8/8 8/8 8/8 5/8 2/8 
Plasmodium falciparum 8/8 8/8 8/8 8/8 4/8 1/8 
Plasmodium ovale 8/8 8/8 8/8 8/8 6/8 0/8 
Plasmodium malariae 8/8 8/8 8/8 7/8 5/8 2/8 
Bartonella bacHliformis 8/8 8/8 8/8 8/8 6/~ 4/8 
Orientia tsutsugamushi 8/8 8/8 8/8 8/8 2/8 0/8 
Rickettsia typhi 8/8 8/8 8/8 8/8 8/8 0/8 
Leptospira interrogans 8/8 8/8 8/8 8/8 8/8 3/8 
Leptospira santarosai 8/8 8/8 8/8 8/8 6/8 1/8 
Leptospira weHli 8/8 8/8 8/8 7/8 6/8 3/8 
Leptospira kirschneri 8/8 8/8 8/8 8/8 6/8 1/8 
Leptospira meyeri 8/8 8/8 8/8 8/8 8/8 ,· 2/8 

For the RNA assays, plasmids were ordered to validate and optimise the as-

says but were not used to determine the lower limit of detection of these 

assays, because this would exclude the efficiency of transforming RNA into 

DNA (reverse transcription) before the PCR reaction occurs. 

7.3.7 SPIKING BLOOD SPOTS 

The plasmids were eluted in a 1:100 elution with EDTA whole blood. 40~l 

was used to spot the cards and were dried overnight. The protocol of the 

filter paper manufacturer was slightly adjusted to improve the performance 

of extraction of FTAelute filter paper. A 6mm punch was used instead of 

3mm, 1ml was used to wash the punch, and an extra wash step was added 

and the total ~ lution volume was 100 ~l. Table 7.9 highlights the results of 

two PCR reactions performed in quadruplicate for each of the plasmids. 
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Table 7.9: Total of positive outcomes of 8 samples tested with different plasmid 
concentrations of dried whole blood 

peR 

Plasmodium vivax 
Plasmodium falciparum 
Plasmodium ovale 
Plasmodium malariae 
Bartonella bacilliformis 

# of samples detected with different plasmid 
concentrations per JJl of whole blood spotted 
on DBS (FTAelute) 
106 105 104 103 102 

8/8 8/8 8/8 8/8 8/8 
8/8 8/8 . 8/8 8/8 8/8 
8/8 . 8/8 8/8 8/8 8/8 
8/8 8/8 8/8 8/8 8/8 
8/8 8/8 8/8 8/8 8/8 

Orientia tsutsugamushi 8/8 8/8 8/8 8/8 8/8 
Rickettsia typhi 8/8 8/8 .8/8 8/8 8/8 
Leptospira interrogans 8/8 8/8 8/8 8/8 8/8 
Leptospira santarosai 8/8 8/8 8/8 8/8 8/8 
Leptospira weilli 8/8 8/8 8/8 8/8 8/8 
Leptospira Idrschneri 8/8 8/8 8/8 8/8 8/8 
Leptospira meyeri 8/8 8/8 8/8 8/8 8/8 
No plasmids series were spiked in DBS for the RNA targets (dengue and chikungunya). Plasmids are 
DNA structures and the results could therefore not be translated to RNA, as the amplification efficiency 
can be very different. 

Z3.B EXTRACTION STUDY 

Although we could not change filter paper because all our positive samples 

from Laos were already spotted on FTAelute, a comparison study was set-up 

with different kind of cards and extraction methods to obtain insight in how 

FTAelute compares to other filter papers. 

Because the detection limits of the different PCR assays did not show much 

variability (Table 7.8), we selected one assay (B. bacilliform is) and determined 

the extraction efficiency with only this assay instead of repeating this for the 

numerous pathogens. 

The mean cycle point (cp) given for every extraction method was used as a 

measure of extraction efficiency. A lower cp value means a higher concentra­

tion detected in the ·PCR. In theory, all extraction methods should provide 

the same cp value since all methods used the same samples. The M48 refers 

to the automated M48 BioRobot of Qiagen, the DNA blood minikit (Qiagen) 

is a spin colulnn based extraction (referred to as column) and the Chelex ex­

traction (Bio-Rad, Veenendaal, Netherlands) is a manual and more affordable 

option than the blood mini ,kit. H
2
0 e><traction can only be performed with 

the FTAelute cards. 
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The concentrations of spiked samples are given as concentration per ~l e>{­

tract (4.5 copies/~l to 450,000 copies/~l). The concentration values above 

the tables would be obtained when the extraction obtains 100% extraction 

efficiency. 

Figure 7.5: The box plots show the performance of the different extraction 
methods given per concentration of DNA.per spot, with mean cp on Y-axis. 

The median, 75 percentile and 25 percentile of cp values are given in a box with the up­
per and lower whiskers representing the spread of the highest or lowest 25% of cp values. 
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Outliers are given as dots. The smaller the boxplot, the less variance in results, suggestive of 
very minor variability in results. Cp of 0 means no amplification was detected, suggesting an 
incorrect extraction. At 4.5 copies/~l, H20 and chelex extraction often failed, which causes 
the boxplots to be very wide. The three negative samples (2 at 45 copies/~l and 1 at 4500 

copies/~l), were potentially caused by extraction defaults. 

For Figure 7.5, the concentrations of spiked samples are given as concentration 

per ~l extract (4.5 copies/~l to 450.000 copies/~l) that would be obtained 

with 100% extraction efficiency. The M48, chelex, and column results were 

based on 903 and 226 filter paper . . 

The Chelex and H20 methods were not always successful in extracting the 

lowest concentration of 4.5 c/~l which caused the boxplot to be very wide. 

The small variation in r~sults found by the M48 and blood mini kit indicates 

a robust extraction performance throughout different plasmid concentra­

tions. The FTAelute cards showed increased variability when plasrT]id con-
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centrations were high. 

To evaluate if there was a difference between the two 100% cellulose filter 

paper cards, the 903 Whatman and 226 of PerkinElmer were evaluated (Fig­

ure 7.6). 

Figure 7.6: The extraction performance given per cycle point (Cp) per method 
and card type. 

226 = PerkinElmer 226 filter paper, 903= Whatman 903 filter paper. The median, 75 percen­
tile and 25 percentile of cp values are given in a box with the upper and lower whiskers rep­
resenting the spread of the highest or lowest 25% of cp values. Outliers are given as dots. 
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There seems to be no major difference between the 903 and 226 filter 

papers which could be expected since technically, there is no difference in 

the material of the cards. 
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Z3.9 CLINICAL SAMPLES 

A total of 122 FTAelute filter paper card samples were mailed from Laos to the 

laboratory in the Netherlands and were tested for all pathogens. Upon arrival 

of the samples, the quality of the DBS samples were checked '(procedure as 

given in chapter 5). In total, 64 samples (52%) were unfortunately invalid 

due to humidity (n=39, 61% ) or presence of serum rings (N=25, 39%). All 

samples were dried and extracted for a human DNA quality control peR test 

(p-actin). A total of 39 (32%) samples passed the criteria of 35 cpo Even 

though these samples were less affected by poor sample storage than the 

other samples, it is very likely that they are affected to some degree as 

well, as they were all stored and shipped in the same large plastic bags. Our 

partners in Laos were informed about the poor conditions of the samples. 

As the first batch of samples contained all the positive samples from 3 year 

sample collection, no further positive samples were available. 

Of the 39 samples, DBS results where compared to the reference test 

performed in Laos (Chapter 7.2.8). 7 out of 17 (41.2%) whole blood PCR 

positive Leptospira samples, lout of 16 (6.3%) buffy coat peR positive 

O.tsutsugamushi samples and lout of 5 (20%) buffy coat PCR positive 

R.typhi samples were detected. One sample was negative for all pathogens 

(Table 7.10). 

Although DBS samples are commonly used to diagnose malaria, we initi­

ated a small evaluation to see if our methodology would work with clini­

cal samples. A selection of malaria samples were obtained from the malaria 

reference laboratory based at the London School of Hygiene and Tropical 

Medicine. We used samples from Africa that were: PLasmodium ovaLe, P. jal­

ciparum, P. vi vax, P. ovale for evaluation of the performance of the meth­

odology. There was 100% concordance between DBS peR techniques and 

peR on whole blood. As the principal investigator was not blinded to these 

results, we could not include these samples to estimate the sensitivity. We 
~ 

obtained malaria positive DBS samples from Vietnam to provide an estimate 

of the sensitivity of the_methodology. Unfortunately, no chikungunya posi­

tive clinical samples could be obtained that were spotted onto filter paper 

from any of our contacts. 
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TabLe 7.10: Overview of the detection performance given per pathogen by our 
methodology 

Pathogen # detected TotaL Detection rate % 
Leptospira 7 17 41.2 
O.tsutsugamushi 1 16 6.3 
R.typhi 1 5 20.0 
Dengue 9 68 13.2 
Malaria 5 5 100 

Z3.10 IMPLEMENTATION OF THE SURVEILLANCE METHOD IN PERU 

The surveillance study was established in Ancash province, Peru to evaluate 

the performance of detecting a.bacillifarmis by DBS samples and secondly, 

to analyse the implementation of the surveillance method. 

A total of 196 cards were collected in Caraz, Ancash Peru between Novem­

ber 2010 and February 2011. In September 2011, an expedition was organ­

ised in a different district called Yuatan, Ancash province to search for signs 

of latent a.bacillifarmis. Based on the results of the expedition, we included 

2 clinics in Yuatan district, the main hospital in Yuatan and Quillo (Figure 

7.7). Clinics in Caraz area were given additional materials to collect samples 

should a a.bacillifarmis outbreak occur during the 2012 rainy season. How­

ever, there was no outbreak and no additional samples were collected in 

Caraz. In Yuatan district, 65 samples were collected in Yautan and Quillo 

health centres from December 2011 till July 2012. 

Figure 7.7: Map of Ancash province. Caraz, Quillo and Yautan are highlighted 

(source; Google maps) 
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7.3.11 QUALITY OF THE CARDS 

Upon arrival in The Netherlands, samples were checked for humidity and 

placed in new ziplock bags and stored at 4°C until further processed. Out of 

262 samples, 119 (49.3%) were invalid according to our quality assessment 

protocol, of which most incorrect samples were collected from Caraz and 

Yuracoto clinics. The poor quality of the cards was discussed and appeared 

to be caused by use of finger pricks with a small width and depth. These 

finger pricks were already used in the Peruvian clinics and were not supplied 

by this study. New lancets were purchased and transported to the clinics. 

When the new lancets were used, sample quality improved greatly as only 31 

(26%) incorrect DBS samples were collected instead of 88 (74% ) before the 

new lancets were used. The humidity of the cards was checked upon arrival 

at the laboratory which showed that 124 (63 .3%) DBS samples were dry 

and 72 required change of desiccants when they arrived in The Netherlands. 

Table 7.11 provides 'an overview of the samples collected in Peru. 

Table 7.11: Overview of samples obtained from Peruvian clinics 

Mato 
Caraz clinic & Yuracoto Yautan QuiUo ,. 
hos~ital outreach clinic hos~ital clinic Total 

Start 2010 2010 2010 2011 2011 

collection 
# samples 87 53 57 32 33 262 
Male 50 35 30 14 17 164 
(0/0) (57% ) (660;0) (53% ) (44% ) (52%) (63% ) 
Age 3.37 6.23 3.33 2.35 4.38 4.03 

(range) (0-10) (0-11) (0-10) (1-10) ( 1-8) (0-11) 
Average Temp 37.52 38.46 37.98 38.27 38.40 38.01 

(range) (36-39.5) (37-40) (36-39.8) (37-39.2) (37.5- (36-40) 
39.5) 

Average days 2.48 2.02 1.49 2.41 2.39 2.07 

of fever (1-8) (1-7) (1-4) (1-5) (1-5) ( 1-8) 

(range) 
Invalid 41 31 41 6 0 119 
samples (0;0) (47.10;0) (58.5% ) (71.9%) (18.8%) (0%) (49.3% ) 
Blood smear 0 0 0 1 1 0 

positive (00/0) (00;0) (0% ) (3 % ) (3 % ) (00/0) 
DBS-PCR 1 0 0 1 15 17 
positive (1 % ) (0 010) (0% ) (3 % ) (46% ) (60/0) 
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Z3.12 CLINICAL FINDINGS 

The febrile children participating in this study were young, with a mean age 

of 4 years (Table 7.11). The length of fever before samples are collected is 

an important variable that can affect the sensitivity of diagnostic assays as 

bacterial loads are likely to be lower during recovery. Additionally, days of 

fever are a suitable measure to review the social behaviour of visiting health 

centres and provide a measure of reviewing the accessibility of healthcare. 

The data indicates that most febrile children were brought to the health 

centres within 1-3 days of onset of fever (n=234, 890/0), indicating a positive 

trend towards early health seeking behaviour and accessibility of health 

centres. The temperature of children upon arrival at the clinics showed that 

93 children (350/0) had temperature below, and 169 (640/0) children had 

temperatures above 37.00 C. 

From each of the infants or children enrolled in the study, a DBS sample 

and blood smear was obtained. 2 blood smears were called positive while 

17 samples were positive with PCR on DBS samples. The two positive blood 

smear results were of children from Quillo region who suffered from anae­

mia (Hb <3 gm/dl) and had high densities of B.bacilliformis in ,their blood­

stream, according to the peR results (>100,000 copies/DBS spot). This was 

also visible, as DBS spots had serum rings and blood spot was light coloured. 

Almost 700/0 of the children sampled in 2010 had general malaise and cough­

ing as main symptoms and were diagnosed with upper respiratory tract in­

fections. In Figure 7.8, the symptoms of children who were B.bacilliformis 

PCR positive (n= 17) and children without B.bacilliformis infection detected 

(n=245) are plotted in percentages. 

,,':' 
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Figure 7.8: Symptoms of children in given as percentages. 
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Clinicians could record multiple symptoms per child. Neg=negative, pas = positive. 

To assess if diagnosis based on clinical symptoms would be feasible, we 

analysed separately the symptoms between B.bacillifarmis positive and 

negative patients, to select symptoms with a P <0.20 (Fischer chi2 test). 

A binomial logistic regression model was used to assess the association 

between symptoms and B.bacillifarmis infection. The symptoms that had a 

Fischer chi2 test of p <0.20 were included in the multivariate m9del. This 

selection process and Ale (Akaike information criteria) aids in minimal­

izing the variables in the model, excluded general malaise, vomiting and 

diarrhea. Even though the number of B.bacillifarmis positives are small, 

patients during the rainy season of 2011/2012 in Peru with pallor and 

muscle pain had a high probability (odds) of being B.bacillifarmis positive 

(binomial logistic regression, odds ratio (OR) 18.1,p= 0.007 (pallor) and OR 

4.5 p= O.Ol(muscle pain)). Even though this suggests that patients with 

these symptoms are more likely to be positive for B.bacillifarmis, it cannot 

be used for diagnosis of patients due to limited representativeness (i.e. 

one region) and small number of samples included in the study. 
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Z3.13 SEQUENCE RESULT 

To assess the specificity of the PCR assay, positive B.bacilliformis OBS samples 

were sequenced. In order to obtain a larger DNA fragment fOr sequencing, 

assay developed by Garcia Esteban et al. was used (360). Unfortunately, this 

assay is less sensitive and specific than the assay developed in this study. 

When reviewing the PCR product on agarose gel, multiple products could 

be seen, which did not occur for the PCR assay developed in this study. In 

June 2012, 10 samples were sequenced at the London School of Hygiene 

and Tropical Medicine. Two samples appeared to be false positive as they 

amplified human chromosome 17. Even though the PCR used for sequencing 

was not -developed to differentiate B.bacilliformis strains, the remaining 8 

samples were positive for B.bacilliformis, seven samples matched strain 

I<C583 and 1 matched ecol B.bacilliformis strain (Figure 7.9) (NCBI accession 

numbers: OQ179107 Bartonella bacilliformis strain ECOl and CP000524 

Bartonella bacilliformis I«583). 

185 



Chapter 7 - Surveillance of febrile causes 

Figure 7.9: Sequence result of two samples matching two strains (1«583, Ecol) 
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7.4 DISCUSSION 

This proof of concept study was initiated to evaluate the possibility and 

suitability of a surveillance method by combining nucleic acid detection 

with DBS samples 

In this study, infectious diseases were detected by PCR and were developed 

and evaluated by using plasmids, whole genome of viruses, bacteria and 

parasite materials as well as clinical samples. Unfortunately, clinical samples 

were incorrectly stored which affected the detection of pathogens greatly. 

Based on the results obtained from spiked samples, results suggest that, 

when clinical samples are collected appropriately, it may be possible to ob­

tain reasonable sensitivities. As expected for R.typhi and O.tsutsugamushi, 

the detection rate was low but the detection of dengue was expected to be 

better than described in the literature (13% compared to 81.6% sensitivity) 

(95). The low detection rate of clinical dengue samples was primarily linked 

to effects of using a type of filter paper inappropriate for RNA viruses. The 

FTAelute filter paper that was used is not intended for RNA detection as the 

lysis buffer applied to these cards disintegrates RNA (personal communica­

tion GE Healthcare). Additionally, the extraction method seemed to be less 

suitable for low quantities of viral or bacterial DNA/RNA in clinical samples. 

The surveillance study was easily implemented at the health centres and 

sample quality was good when the correct finger prick lancets were used. 

The results indicate that DBS PCR method was more sensitive for detecting 

Bartonellosis than blood smears, as confirmed by sequencing. The only two 

samples classified as positive by blood smear reading were confirmed by 

peR. 

The Peruvian government has set-up a surveillance system for Bartonella 

bacilliformis in Ancash province. Blood smears of febrile patients thought to 

have Bartonellosis are collected in clinics and sent to the laboratory located 

at the local P,ospital where screening takes place. In case of an outbreak, 

reports are sent directly to the Ministry of Health. The sensitivity of blood 

smears are lower than those of the method developed in this study. Even 

though the surveillance method is used, clinical signs are more commonly 
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used as indicators for Bartonellosis cases than blood smears. Because of 

this, the blood smears have limited functionality (43). 

Z4.1 LIMITATIONS 

This proof of concept study was developed to highlight the possibilities and 

limitations of surveillance by using DBS. It was not intended to develop and 

validate all aspects of a surveillance method. 

The number of clinical samples was low and unfortunately, the samples from 

Laos were too wet to reliably be tested. This particularly raised the impor­

tance of developing adequate protocols to obtain good quality specimens. 

Correct storage information was shared and implemented in Laos. Addition­

ally, no positive samples for Chikungunya could be obtained which limited 

the evaluation. 

To sequence the B.bacilliformis positive Peruvian samples, a different assay, 

which was less sensitive and specific than the assay developed in this study, 

was used to obtain larger sequences. This complicates the interpretation of 

the two negative sequence results. The two false negative samples could be 

true positive samples but this was potentially not visible given the larger 

quantity of amplified human DNA. These two samples had, when visualized 

on agarose gel, many DNA products. Suggestively, by cutting out the band 

for sequencing, the human chromosome was extracted and not the thin­

ner B.bacilliformis band. In the future, it would be worthwhile to perform 

whole genome sequencing or develop an assay to genotype B.baciLliformis 

in greater detail. 
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8 Discussion 

8.1 MAIN FINDINGS 

The overall aim of the thesis was to assess whether DBS could improve 

patient management in remote settings. Here, the main findings are listed, 

followed by limitations of the study and recommendations for the future. 

8.1.1 DBS FOR DETECTION OF INFECTIOUS DISEASES 

This thesis highlighted the feasibility of DBS to be used for the detection of 

various infectious diseases, based on the available literature. From humans, 

almost all types of body fluids, from blood to saliva and faeces to breast 

milk, have been stored on filter paper. When using DBS it is inevitable that 

the processed sample volume is small compared to gold standard samples 

as long as there are sufficient levels of the target molecules are contained 

in a DBS, the use of DBS improves patient access to state of art technologies 

that they would otherwise be denied. 

DBS can be used to improve access to HIV VL measurements in remote set­

tings, even though the sensitivity can in some cases be 0.5 log lower than 

that for plasma samples. Depending on the threshold for switching to a sec­

ond line regimen, this loss of sensitivity may be tolerated if the use of DBS 

allows timelier switching to an appropriate and effective therapeutic regi­

men for HIV. The systematic reviews shows that key information was often 

not reported and there were frequent methodological variations such as 

in sample collection, storage, processing of filter paper and data analysis 

(chapter 3). 

Standardization of evaluation methods is essential to improve the use of 

DBS in public health. For reporting DBS evaluation studies, this thesis pro­

vided an updated STARD checklist with the inclusion of specific DBS related 

information fhat should be reported when publishing evaluation studies 

(Chapter 2). 
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8.1.2 DBS AS QA METHOD FOR POCT 

Syphilis serology using DBS as samples proved to be highly sensitive and 

specific compared to plasma samples. Although the method is robust 

and accurate, it relies on visual interpretation of agglutination, which is 

subjective. An increase in sensitivity was obtained when technicians were 

more experienced in interpreting DBS TPPA agglutinations, stressing the 

importance of training, particularly for subjective tests such as TPPA. 

The QA method was implemented to assess the quality of DBS samples and 

the quality of POCT testing over a period of ten months in Tanzania. The col­

lection of DBS by HCW in Tanzania was easily rolled out and the collection, 

storage and transportation proved to be good, giving high quality samples. 

The study showed that it is feasible to monitor test quality in field sites with 

DBS. Compared to the dried test method developed by the US CDC, DBS 

gave a more accurate picture of the quality of testing and was useful in iden­

tifying the need for training or refresher training. Like DTS, it is possible to 

carry out QA for both HIV and syphilis using a single DBS sample (Chapter 6). 

8.1.3 DBS FOR SURVEILLANCE FOR CAUSES OF FEVER 

Laboratory protocols were developed to enable the detection of seven 

pathogens from DBS. PCR assays were developed and evaluated by using 

plasmids, whole genome of viruses, bacteria and parasite materials, and 

clinical samples. Based on the results obtained from spiked samples, it was 

possible to obtain reasonable sensitivities for malaria, dengue, leptospira, 

and B.bacilliformis. R.typhi and O.tsutsugamushi are difficult to detect 

with DBS due to the very low number of pathogens in the blood stream. 

Unfortunately, many of the archived clinical samples were incorrectly stored 

which affected the detection of pathogens greatly. High quality clinical 

samples could only be obtained for B. bacilliform is. Using DBS with an in­

house B.baciljiformis PCR method resulted in a more sensitive method for the 

detection of B.bac;illiformis than the standard diagnostic test used in Peru. 

Positive results were confirmed by sequencing results. To our knowledge, 

this is the first validation of a B.bacilliformis PCR assay with DBS, and the 

assay showed excellent sensitivity and specificity. 
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8.2 THE ROLE OF DBS IN PATIENT MANAGEMENT IN THE 
FUTURE 

The applicability and potential benefit of using DBS in areas such as the 

detection of infectious diseases, surveillance and quality assurance has 

been highlighted in this thesis. However, with the development of novel 

pac diagnostic methods that can be used at remote areas in developing 

countries, the use of DBS may be no longer needed in the future. Our 

studies suggest that the use of DBS may remain useful to assure the quality 

and improve accessibility of diagnostic tests in remote settings. As long 

as diagnostic assays rely on high quality laboratory infrastructure and are 

technically demanding, the usefulness of DBS to improve accessibility of 

those tests for remote settings remains. It is highly unlikely that paCTs will 

replace syndromic management for all infectious diseases in the near future. 

DBS will remain useful for determining the changing aetiology of syndromes 

and for disease surveillance as long as collection of blood samples on filter 

paper remains easy and affordable. 

There is potential for filter paper to become more than just a sample col­

lection matrix. Filter paper is becoming a diagnostic test itself:, Microfluidic 

paper-based analytical devices have already been applied to HIV and syphi­

lis detection and showed comparable results to traditional laboratory based 

assays (444, 445). In a few years' time, it is expected that these filter paper 

based tests are ready for clinical use and when this happens, diagnostics 

will change dramatically. Microfluidic papers are an exciting development 

with great potential to improve patient management in both developing and 

developed countries. 
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8.3 RECOMMENDATIONS 

8.3.1 RECOMMENDATIONS FOR STANDARDISATION 

This thesis provided a general guideline for collecting, storing ~nd processing 

DBS samples in the laboratory, for NAAT or serological testing. These 

guidelines can be adjusted according to specific requirements depending 

on the disease syndrome or the diagnostic assays. Ideally, protocols should 

be developed in close collaboration with manufacturers, to assure high 

quality protocols are accessible for every laboratory using that platform. 

This will aid harmonisation of protocols and in obtaining consistency in test 

results between laboratories. Key concerns and the need for standardisation 

in terminology and methodology for DBS were addressed in this thesis, and 

will be published so that they are widely disseminated amongst those who 

work in global health. 

The quantification of RNA in DBS is technically challenging. HIV VL proto­

cols will be useful for other viruses as well, particularly when quantifica­

tion is necessary. The work of HIV VL on DBS samples in this thesis should 

ultimately aid in the development of standardised protocols for the use of 

DBS for other infectious diseases, particularly when low quantities of RNA or 

DNA need to be detected. 

8.3.2 RECOMMENDATIONS TO START USING DBS SAMPLES 

This work shows that DBS used with PCR is a feasible and highly sensitive 

alternative to the use of blood smears for the surveillance of B.bacilliformis. 

Epidemiological and cost-effectiveness studies are required before they 

can replace Giemsa stained blood smears. 

The significant variability of syphilis POCT results identified at the ten clinics 

highlight the necessity for a QA method to be implemented alongside POCTs. 

More attention should be given for the development and implementation of 
,.:. 

QA methods specifically designed for POCTs. While proficiency panels are 

regularly used as QA method for POCT, the work in this thesis showed that 

they are of limited use, com'pared to DBS QA, in detecting underperforming 

clinics that require remedial training. In this work, the QA method was devel-
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oped for POCT used in PMTCT services in Tanzania but could be extrapolated 

to other infectious diseases and settings. There is a considerable potential 

in collecting DBS to retest samples from remote clinics or for epidemiologi­

cal studies. 

When DBS samples are used instead of plasma, clinicians and laboratory 

technicians should be aware of potel)tial differences in results, particularly 

for HIV VL measurements when using the WHO recommended threshold of 

5,000 c/ml for changing to second line treatment. As DBS adds minor vari­

ability in HIV VL results, false positives or false negative outcomes are more 

likely to occur than with plasma samples. Although certain aspects of DBS 

HIV VL measurement require further investigation, the use of DBS remains 

the only viable means of improving access to HIV VL for monitoring HIV pa­

tients on treatment. 
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8.4 LIMITATIONS 

The limitations of each of the studies are discussed in the chapters 

individually. In retrospect, there are certain aspects that I have learned that 

would affect the design and execution of this type of study in the future. 

First, no data was obtained to monitor which HCWs collected the samples in 

the QA study. Monitoring which HCWs collected the samples can be useful 

to review the potential impact of training on the quality of the samples and 

the test results. Additionally, this data would have been useful to assess the 

attrition and rotation of HCWs. Within our research setting, where the study 

relied on the willingness of the HCWs to participate in this study, it was not 

feasible to track which HCWs provided the QA data. 

Second, the average time to get samples from the QA study sites in Tanzania 

to the laboratory in the Netherlands was 95 days, which exceeds the rec­

ommendations made in chapter 2. By increasing the number of shipments 

to The Netherlands, this could have been improved. Due to financial and 

staffing constraints to visit all ten clinics for sample collection (takes at least 

four days) and shipping the samples to the Netherlands, this was not fea­

sible in our study. The ideal scenario would be for the QA DBS samples to 

be processed in the Nationallnstititute for Medical Research in Mwanza on 

a monthly basis and the results reported to Geita district for any corrective 

action, if necessary. 

Third, the process of collecting and distributing data between the labora­

tory and clinics is an essential part of QA programs. Although an epi-info file 

and excel sheet were developed to potentially transform the QA data into 

useful figures for supervisors to monitor the performance and see trends 

in the quality of POCT, it was not within reach of the study to evaluate the 

process of collecting, distributing, and interpreting the QA data, due to time 

and staffing constraints . 

• -=> 

Fourth, for the su~veHlance study, certain choices were made that, in retro­

spect, potentially affected the outcome of the study (Chapter 7). Labora­

tory tests could have been performed at another laboratory with validated 

PCRs for most of the infectious diseases included in this study. Given that 
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this study was part of a PhD and logistically and financially dependent on 

the laboratory where testing took place, it was not feasible to make use of 

another laboratory. Unfortunately, due to financial and time constraints we 

could not take this study further and actively collect samples in more re­

search settings than in Peru. 

Fifth, there were two occasions relat~d to performing research abroad that 

influenced the study results. Even though these occasions where minor, the 

effects were substantial. The samples from Laos were ruined by a small mis­

take in not bringing samples from the freezer to room temperature before 

repackaging, causing condensate to be trapped inside. Study protocols and 

guidelines should have been distributed, even when collaborators have al­

ready collected the samples. The other occasion was in Peru, when samples 

were collected by HCW in Caraz. As they already obtained blood by finger 

prick, we did not distribute our finger prick lancets. Unfortunately, the finger 

prick lancets used in Caraz had a small needle that gave not enough blood 

for DBS, which caused the samples to be of poor quality. Before the study 

initiated, efforts could have been made to assess the quality of the lancets 

that were already used in Peru for spotting DBS samples. 

Sixth, since the positive B.bacilliformis cases were sampled in January 2012 

and confirmed to be positive in June by sequencing, we were not able to 

investigate this outbreak in greater detail. It is unfortunate that the positive 

cases were detected only in the extended study period as this limited the 

possibilities to obtain more funding to pursue our investigation. 
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8.5 FUTURE RESEARCH 

Before the QA method can be implemented on a larger scale, costing studies 

should be performed. The costs of QA, as well as the costs of training, lot 

testing, and the costs of the tests itself, should be included to calculate the 

program costs. A QA method for POCT is necessary and as shown in this study, 

proficiency panels alone are not enough to indicate clinics where remedial 

training is necessary. Because QA is not merely the collection and testing 

of DBS samples, but also the translation of QA data into useful monitoring 

data for supervisors, this thesis initiated the development of suitable tools 

for processing and managing data. It is recommended that this process is 

evaluated before DBS QA is implemented. 

For syphilis serology on DBS, the protocol developed in this study did not 

provide a solution for indeterminate TPPA test results. The thesis suggested, 

based on hands-on experience, that retesting in duplicate seemed suitable 

to establish a final reading. In the future, appropriate procedures for indeter­

minate results should be developed. 

A rigor,ous approach would be required to extend the development of a sur­

veillance method for febrile children. The main areas that would require at­

tention are: clinical case definition, selection of pathogens, details of patho­

gens in the blood stream during febrile periods, and harmonisation of the 

methodologies into a high throughput method. Selecting the pathogens for 

the surveillance method could be done by using, for example, the Plex-ID de­

veloped by Abbott diagnostics, USA. This PCR and mass- spectrometry com­

bination can differentiate undefined bacterial and viral infections by using 

broad spectrum PCR. This aids in prioritizing pathogens that are frequent, 

preventable and treatable. When a list of infections is made, it is worthwhile 

to determine the pathogen characteristics and quantity in blood during fe­

brile illness to support future development of diagnostics and surveillance 

methods. This information will aid in validating the method in greater de-
,..!) 

tail by using spiked samples that represent actual clinical situations. Clinical 

case definitions are indjspensable as the duration of infection and the mo­

ment of collecting a sample 'profoundly influences the bacteriallviralload in 

blood. As seen in Peru, many febrile infants did not have a high fev~r which 
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influences the chance of finding positive cases. The average number of days 

before seeking medical aid after the onset of fever was relatively low, but 

this varies per region and country. Efforts to develop protocols for multiplex 

reactions or techniques such as Luminex (Life Technologies, ,UI<) would be 

worthwhile to increase the number of pathogens being detected from OBS. 

A surveillance method based on serological markers could be worthwhile to 

assess. 

This thesis assessed the use of OBS for three aspects of patient management. 

It might be worthwhile to assess the potential of OBS for other aspects, as 

outbreak investigations, or drugs and vaccine research development. 
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8.6 CONCLUSION 

The goal of this research was to determine whether DBS can improve patient 

management in developing countries. The potential of a simple and reliable 

sample collection method such as filter paper was shown in this thesis. While 

DBS is not the best sampling method, it is the simplicity and robustness that 

makes it useful in remote settings. This thesis has shown the benefits and 

weaknesses of using DBS for the detection of infectious diseases in remote 

settings. More specifically, the utility of DBS in respect to three aspects of 

patient management have been discussed; first, to make laboratory based 

diagnostics more accessible for patients in remote settings, secondly, to 

assure the quality of diagnostics used at the point of care, and thirdly, for 

the surveillance of febrile illnesses in children. 

199 



9 Bibliography 

ni" .. i 1'11"'/ 

1. Mabey 0, Peeling RW, Ustianowski A, Perkins MD. Diagnostics for the develop-
ing world. Nature reviews Microbiology. 2004;2(3):231-40. Epub 2004/04/15. 
2. Lozano R, Naghavi M, Foreman I<, Lim 5, shibuya I<, Aboyans V, et al. Glob­
al and regional mortality from 235 causes of death for 20 age groups in 1990 and 
2010: a systematic analysis for the Global Burden of Disease Study 2010. Lancet. 
2012;380(9859):2095-128. Epub 2012/12/19. 
3. WHO. Investment case for eliminating mother-to-child transmission of syphi-
lis. World Health Organisation, Geneva2012. 
4. Peeling RW, Mabey D. Point-of-care tests for diagnosing infections in the de-
veloping worlo. Clin Microbiollnfect. 2010;16(8):1062-9. Epub 2010/07/31. 
5. Matheus 5, Meynard JB, Lavergne A, Girod R, Moua 0, Labeau B, et al. Den­
gue-3 outbreak in Paraguay: investigations using capillary blood samples on filter 
paper. Am J Trop Med Hyg. 2008;79(5):685-7. Epub 2008/11/05. 
6. McFarland N, Dryden M, Ramsay M, Tedder Rs, Ngui SL. An outbreak of hepa­
titis A affecting a nursery school and a primary school. Epidemiology and Infection. 
2011;139(3):336-43. 
7. I(armakar 5, Rathore AS, I<adri sM, Dutt 5, I<hare 5, Lal S. Post-earthquake out­
break of rotavirus gastroenteritis in I<ashmir (India): an epidemiological analysis. Pub­
lic Health. 2008;122(10):981-9. 
8. Guinovart C, Bassat Q, Sigauque B, Aide P, sacarlal J, Nhampossa T, et al. Ma­
laria in rural Mozambique. Part I: children attending the outpatient clinic. Malar J. 
2008;7:36. Epub 2008/02/28. 
9. Wangai LN, I<arau MG, Njiruh PN, Sabah 0, I<imani FT, Magoma G, et al. Sensi­
tivity of microscopy compared to molecular diagnosis of P. FalClparum: Implications 
on malaria treatment in epidemic areas in I<enya. African Journal of Infectious Dis­
eases. 2011;5(1):1-6. 
10. Plate 01<. Evaluation and implementation of rapid HIV tests: the experience 
in 11 African countries. AIDS Res Hum Retroviruses. 2007;23(12):1491-8. Epub 
2007/12/28. 
11. Rehle T, Shisana 0, Pillay V, Zuma 1(, Puren A, Parker W. National HIV incidence 
measures--new insights into the South African epidemic. South African Medical Jour­
nal suid Afrikaanse Tydskrif Vir Geneeskunde. 2007;97(3):194-9. 
12. Gregson 5, Mason PR, Garnett GP, Zhuwau T, Nyamukapa CA, Anderson RM, et 
al. A rural H1V epidemic in Zimbabwe? Findings from a population-based survey. Int J 
sTD AIDS. 2001;12(3):189-96. Epub 2001/03/07. 
13. Hesketh T, Li L, Ye X, Wang H, Jiang M, Tomkins A. HIV and syphilis in migrant 
workers in eastern China. Sex Transm Infect. 2006;82(1):11-4. Epub 2006/02/08. 
14. WHO. consultation on technical and operational recommendations for scale­
up of laboratory services and monitoring HIV antiretroviral therapy in resource-limit­
ed settings Geneva: World Health Organization, 2004. 
15. McMorrow ML, Aidoo M, I<achur SP. Malaria rapid diagnostic tests in elimina­
tion settings--can they find the last parasite? Clin Microbiollnfect. 2011;17( 11):1624-
31. Epub 2011/09/14. 
16. Fontecha GA, Mendoza M, Banegas E, Poorak M, De Oliveira AM, Mancero T, et 
al. Comparison of molecular tests for the diagnosis of malaria in Honduras. Malar J. 
2012;11(1):119. Epub 2012/04/20. 
17. Urdea M, Penny LA, Olmsted 55, Giovanni MY, I<aspar P, Shepherd A, et al. Re­
quirements for high impact diagnostics in the developing world. Nature. 2006;444 
Suppll:73-9. Epub 2006/12/13. 
18. Peeling RW, Holmes 1<1<, Mabey 0, Ronald A. Rapid tests for sexually transmit­
ted infections (sTls): the way forward. Sex Transm Infect. 2006;82 Suppl5:Vl-6. Epub 
2006/12/08. 
19. Schmid G. Economic and programmatic aspects of congenital syphilis preven-
tion. Bull Worle: Health Organ. 2004;82(6):402-9. Epub 2004/09/11. 
20. Gloyd 5, Chai 5, Mercer MA. Antenatal syphilis in sub-Saharan Africa: missed 
opportunitIes for mortality reduction. Health Policy Plan. 2001;16(1):29-34. Epub 
2001/03/10. ' 
21. Rabenau HF, I<essler HH, I<ortenbusch M, Steinhorst A, Raggam RB, Berger A. 
Verification and validation of diagnostic laboratory tests in clinical virology. J Clin 
Virol. 2007;40(2):93-8. Epub 2007/09/04. 
22. Pascoe sJ, Langhaug LF, Mudzori J, Burke E, Hayes R, Cowan FM. Fiebd evalu-

200 



ation of diagnostic accuracy of an oral fluid rapid test for HIV, tested at point-of­
service sites in rural Zimbabwe. AIDS Patient Care STDS. 2009;23(7):571-6. Epub 
2009/06/18. 
23. Patton JC, Coovadia AH, Meyers TM, Sherman GG. Evaluation of the ultrasensi­
tive human immunodeficiency virus type 1 (HIV-l) p24 antigen assay performed on 
dried blood spots for diagnosis of HIV-l infection in infants. Clin Vaccine ImmunoL 
2008;15(2):388-91. . 
24. Banoo S, Bell 0, Bossuyt P, Herring A, Mabey 0, Poole F, et aL Evaluation of 
diagnostic tests for infectious diseases: general principles. Nature reviews Microbiol­
ogy. 2006;4(12 Suppl):S20-32. Epub 2007/03/21. 
25. Kettler H, White I<, Hawkes S. Mapping the landscape of diagnostics for sexu-
ally transmitted infections .. Geneva: WHO/TOR. 2004. 
26. Snijdewind IJM, van Kampen JJa, Fraaij La, van der Ende E, Osterhaus ADME, 
Gruters Ra. Current and future applications of dried blood spots in viral disease man­
agement. Antiviral Research. 2012(2012). 
27. Schito ML, D'Souza MP, Owen SM, Busch MP. Challenges for rapid molecular 
HIV diagnostics. J Infect Dis. 2010;201 Suppll:Sl-6. Epub 2010/03/17. 
28. WHO. progress on global access to HIV antiretroviral therapy Geneva: World 
Health Organization, 2006. 
29. Wang S, Xu F, Demirci U. Advances in developing HIV-l viral load assays 
for resource-limited settings. Biotechnology advances. 2010;28(6):770-81. Epub 
2010/07/06. 
30. Bonard 0, Rouet F, Toni TA, Minga A, Huet C, Ekouevi OK, et aL Field evaluation 
of an improved assay using a heat-dissociated p24 antigen for adults mainly infected 
with HIV-l CRF02_AG strains in Cote d'ivoire, West Africa. J Acquir Immune Defic 
Syndr. 2003;34(3):267-73. Epub 2003/11/06. 
31. Brambilla 0, Jennings C, Aldrovandi G, Bremer J, Comeau AM, Cassol SA, et aL 
Multicenter evaluation of use of dried blood and plasma spot specimens in quanti­
tative assays for human immunodeficiency virus RNA: measurement, precision, and 
RNA stability. J Clin MicrobioL 2003;41(5):1888-93. . 
32. Cassol S, Gill MJ, Pilon R, Cormier M, Voigt RF, Willoughby B, et aL Quantifica­
tion of human immunodeficiency virus type 1 RNA from dried plasma spots collected 
on filter paper. Journal of clinical microbiology. 1997;35(11):2795-801. 
33. Cassol S, Salas T, Gill MJ, Montpetit M,' Rudnik J, Sy CT, et aL Stability of dried 
blood spot specimens for detection of human immunodeficiency virus· DNA by poly­
merase chain reaction. Journal of clinical microbiology. 1992;30(12):3039-42. 
34. Pitcovski J, Shmueli E, Krispel S, Levi N. Storage of viruses on filter paper for 
genetic analysis. J Virol Methods. 1999;83(1-2):21-6. Epub 1999/12/22. 
35. De Castro Toledo Jr AC, Januario IN, Rezende RMS, Siqueira AL, De Mello BF, Fi­
alho EL, et aL Dried blood spots as a practical and inexpensive source for human immu­
nodeficiency virus and hepatitis C virus surveillance. Memorias do Instituto Oswaldo 
Cruz. 2005;100(4):365-70. 
36. Fiscus SA, Cheng B, Crowe SM, Demeter L, Jennings C, Miller V, et aL HIV-
1 viral load assays for resource-limited settings. PLoS Med. 2006;3(10):e417. Epub 
2006/10/13. 
37. Sherman GG, Stevens G, Jones SA, Horsfield P, Stevens WS. Dried blood spots 
improve access to HIV diagnosis and care for infants in low-resource settings. Journal 
of acquired immune deficlency syndromes (1999). 2005;38(5):615-7. 
38. Lofgren SM, Morrissey AB, Chevallier CC, Malabeja AI, Edmonds S, Amos B, et 
aL Evaluation of a dried blood spot HIV-l RNA program for early infant diagnosis and 
viral load monitoring at rural and remote healthcare facilities. AIDS (London, Eng-
land). 2009. Epub 2009/09/11. . 
39. Chaillet P, Zachariah R, Harries I<, Rusanganwa E, Harries AD. Dried blood spots 
are a useful tool for quality assurance of rapid HIV testing in Kigali, Rwanda. Trans R 
Soc Trop Med Hyg. 2009;103(6):634-7. Epub 2009/03/03. 
40. Ahmed HM, Mitchell M, Hedt B. National implementation of Integrated Man­
agement of Childhood Illness (IMCI): Policy constraints and strategies. Health Policy. 
2010. Epub 2010/02/24. 
41. Joshi R, Colford JM, Jr., Reingold AL, Kalantri S. Nonmalarial acute undifferenti­
ated fever in a rural hospital in central India: diagnostic uncertainty and overtreatment 
with antimalarial agents. Am J Trop Med Hyg. 2008;78(3):393-9. Epub 2008/03/14. 
42. Doan Q, Enarson P, -Kissqon N, Klassen TP, Johnson OW. Rapid viral diagnosis 
for acute febrile respiratory illness in children in the Emergency Department. Co­
chrane Database Syst Rev. 2012;5:CD006452. Epub 2012/05/18. 
43. Chamberlin J, Laughlin L, Gordon S, Romero S, Solorzano N, Regnery RL. Se-

201 



Cf-'Jpt(:; 9 -- Dibli(~)grcJP; Iy 

rodiagnosis of Bartonella bacilliformis infection by indirect fluorescence antibody 
assay: test development and application to a population in an area of bartonellosis 
endemicity. J Clin MicrobiaL 2000;38(11):4269-71. Epub 2000/11/04. 
44. Chamberlin J, Laughlin LW, Romero 5, Solorzano N, Gordon 5, Andre RG, et 
aL Epidemiology of endemic Bartonella bacilliformis: a prospective cohort study 
in a Peruvian mountain valley community. J Infect Dis. 2002;186(7):983-90. Epub 
2002/09/17. ' 
45. Dold H I<M. Vergleichende untersuchungen uber die lebensdauer (nachweis­
barkeit) der bakterien der T.P.E.-gruppe (B. typlii, B. Paratyphi B Schottmuller, B. en­
teritidis Gartner und Breslau) und der bakterien der ruhrgruppe in flussigem und an 
filtrierpapier angetrokneten stuhlmateriaL Z Hyg Infektionskr. 1943;124(215):444-
56. 
46. Joe LI<. [A simple inexpensive and efficient method of preparing dysentery, ty­
phoid and paratyphoid feces for dispatch to the laboratory]. Ned Tijdschr Geneeskd. 
1950;94(18):1246-54. Epub 1950/05/06. Een eenvoudige, goedkope en doeltref­
fende methode voor verzending van dysenterie-, typhus- en paratyphusfaeces naar 
het laboratorium. 
47. Guthrie R, Susi A. A Simple Phenylalanine Method for Detecting Phenylke­
tonuria in Large Populations of Newborn Infants. Pediatrics. 1963;32:338-43. Epub 
1963/09/01. 
48. Wolff HL. A simple method for shipping blood samples for serological analy-
sis. Acta Leiden. 1957;26:216-8. Epub 1957/01/01. 
49. van Thiel P, van der HJ, Couvee LM. Leptospirosis in the highlands of West 
New Guinea. A survey with paper-dried blood samples. Trap Geogr Med. 1963;15:70-
5. Epub 1963/03/01. 
50. Dandona L, Lakshmi V, Sudha T, I<umar GA, Dandona R. A population-based 
study of human immunodeficiency virus in south India reveals major differences 
from sentinel surveillance-based estimates. BMC Med. 2006;4:31. Epub 2006/12/15. 
51. Rollins N, Little I<, Mzolo 5, Horwood C, Newell ML. Surveillance of mother­
to-child transmission prevention programmes at immunization clinics: The case for 
universal screening. Aids. 2007;21(10):1341-7. 
52. Sarge-Njie R, Schim Van Der Loeff M, Ceesay S, Cubitt 0, 5abally S, Corrah T, et 
aL Evaluation of the dried blood spot filter paper technology and five testing strate­
gies of HIV-1 and HIV-2 infections in West Africa. Scand Jlnfect Dis. 2006;38(11-
12):1050-6. ,. 
53. Toledo AC, Jr., Januario IN, Rezende RM, Siqueira AL, Mello BF, Fialho EL, et aL 
Dried blood spots as a practical and inexpensive source for human immunodeficien­
cy virus and hepatitis C virus surveillance. Mem Inst Oswaldo Cruz. 2005;100(4):365-
70. 
54. Cassol S, Butcher A, I<inard 5, Spadaro J, Sy T, Lapointe N, et aL Rapid screen­
ing for early detection of mother-to-child transmlssion of human immunodeficiency 
virus type 1. J Clin MicrobiaL 1994;32(11):2641-5. 
55. Hamers RL, Smit PW, Stevens W, Schuurman R, Rinke de Wit TF. Dried fluid 
spots for HIV type-1 viral load and resistance genotyping: a systematic review. Anti­
viral therapy. 2009;14(5):619-29. Epub 2009/08/26. 
56. Stevens R, Pass 1<, Fuller 5, Wiznia A, Noble L, Duva 5, et aL Blood spot screen­
ing and confirmatory tests for syphilis antibody. J Clin Microbial. 1992:30(9):2353-8. 
Epub 1992/09/01. 
57. Chaudhuri SN, Butala SJ, Ball RW, Braniff CT. Pilot study for utilization of dried 
blood spots for screening of lead, mercury and cadmium in newborns. J Expo Sci En-
viron EpidemioL 2008. Epub 2008/04/10. -
58. Steegen I<, Luchters 5, Demecheleer E, Dauwe 1(, Mandaliya K, Jaoko W, et aL 
Feasibility of detecting human immunodeficiency virus type 1 drug resistance in DNA 
extractecffrom whole blood or dried blood spots. J Clin MicrobiaL 2007:45(10):3342-
51. Epub 2007/08/03. ' 
59. Verhofstede C, Noe A, Demecheleer E, De Cabooter N, Van Wanzeele F, Van 
Der Gucht B, et aL Drug-resistant variants that evolve during nonsuppressive therapy 
persist in HIV-~,-infected peripheral blood mononuclear cells after long-term highly 
active antiretroviral therapy. J Acquir Immune Defic 5yndr. 2004:35(5):473-83. Epub 
2004/03/17. 
60. Ziemniak C, George-Agwu A, Moss WJ, Ray SC, Persaud D. A sensitive genotyp­
ing assay for detection of drug r,esistance mutations in reverse transcriptase of HIV-1 
subtypes Band C in samples stored as dried blood spots or frozen RNA extracts. J 
Viral Methods. 2006:136(1-2):238-47. 
61. Rattenbury JM, Tsanakas J. Acceptance of domiciliary theophylline monitoring 

202 



using dried blood spots. Arch Dis Child. 1988;63(12):1449-52. Epub 1988/12/01. 
62. Hannon WH, Lewis OS, Jones WI<, Powell MI<. A quality assurance program for 
human immunodeficiency virus seropositivity screening of dried-blood spot speci­
mens. Infect Control Hosp EpidemioL 1989;10(1):8-13. 
63. Bhatti P, Kampa 0, Alexander BH, McClure C, Ringer 0, Doody MM, et aL Blood 
spots as an alternative to whole blood collection and tne effect of a small monetary 
incentive to increase participation in genetic association studies. BMC Medical Re­
search Methodology. 2009;9(76). 
64. Hickman M, McDonald T, Judd A, Nichols T, Hope V, Skidmore S, et al. Increas­
ing the uptake of hepatitis C virus testing among injecting drug users in specialist 
drug treatment and prison settings by using driecfblood spots for diagnostic testing: 
a cluster randomized controlled triaL Journal of Viral Hepatitis. 2008;15(4):250-4. 
65. Parker 5p, Cubitt WD. The use of the dried blood spot sample in epidemiologi-
cal studies. [Review] [91 refs]. Journal of Clinical Pathology. 1999;52(9):633-9. 
66. Bertagnolio 5, Parkin NT, Jordan M, Brooks J, Garcia-Lerma JG. Dried blood 
spots for HIV-l drug resistance and viral load testing: A review of current knowledge 
and WHO efforts for global HIV drug resistance surveillance. [Review]. AIDS Reviews. 
2010;12(4):195-208. . 
67. Hamers RL, Smit PW, Stevens W, Schuurman R, Rinke de Wit TF. Dried fluid 
spots for HIV type-l viral load and resistance genotyping: a systematic review. [Re­
vlew] [51 refs]. Antiviral Therapy. 2009;14(5):619-29. 
68. Johannessen A. Dried blood spots in HIV monitoring: applications in resource-
limited settings. [Review]. Bioanalysis. 1893;2(11):1893-908. 
69. Johannessen A, Troseid M, Calmy A. Dried blood spots can expand access to 
virological monitoring of HIV treatment in resource-limited settings. [Review] [36 
refs]. Journal of Antimicrobial Chemotherapy. 2009;64(6):1126-9. 
70. Buckton AJ. New methods for the surveillance of HIV drug resistance in the 
resource poor world. Curr Opin Infect Dis. 2008;21(6):653-8. Epub 2008/11/04. 
71. Barbi M, Binda S, Carol?po S. Diagnosis of congenital CMV infection via dried 
blood spots. [Review] [36 refs]. Reviews m Medical Virology. 2006;16(6):385-92. 
72. Tvrdy FH, Johnson T, Hoffman J, Honaker JA, Boney 5J. Trends in congenital 
cytomegalovirus: A review of current screening methods and prevention strategies. 
Seminars in Hearing. 2011;32(4):321-31. 
73. Burnett JE. Dried blood spot sampling: practical considerations and recom­
mendation for use with preclinical studies. [Review]. Bioanalysis. 2011;3(10):1099-
107. 
74. Moher 0, Liberati A, Tetzlaff J, Altman DG. Preferred reporting items for sys­
tematic reviews and meta-analyses: the PRISMA statement. Bmj. 2009;339:b2535. 
Epub 2009/07/23. 
75. Schardt C, Adams MB, Owens T, Keitz 5, Fontelo P. Utilization of the PICO 
framework to improve searching PubMed for clinical questions. BMC Med Inform De­
cis Mak. 2007;7:16. Epub 2007706/19. 
76. Mei JV, Alexander JR, Adam BW, Hannon WHo Use of filter paper for the collec­
tion and analysis of human whole blood specimens. J Nutr. 2001;131(5):16315-65. 
Epub 2001/05/08. 
77. Mei JV, Zobel 50, Hall EM, De Jesus VR, Adam BW, Hannon WHo Perfor­
mance Qroperties of filter paper devices for whole blood collection. Bioanalysis. 
2010;2(8):1397-403. 
78. WHO. Blood collection & h~:mdli.ng - Dr.ied Blood Spots. 2005 [cited 2012]; 
Available from: http://www.who.mtldlagnostlcs laboratory/documents/guidance/ 
pm module14.pdf. . .. 
79. WHO. safety and Handlmg presentatlon dned blood spots. 2005; Available 
from: h t :/Iwww.who.in / i no ti r r / m / idan /M l ° 2 
14.%20 lOOdO/020CollectionO/020&0/020Handlin,.0/020-0/020 BS.P8t. 
80. ACTN. DRIED BLOOD SPOTS CARD COLLEC ION, PROCE551N , 
AND STORAGE PROCEDURES. Laboratory Technologist Committee [Internet]. 2009. 
Available from: http://www.hanc.mfollabsllabresources/procedures/ACTGIM­
PA A C TO/o 2 0 La? % 20M a n u a liD r i e d % 2 0 B lo 0 d % 20 S pot s % 20 Car d % 20 C 0 II e c­
tio n %20 Process i ngo/02 Oa ndo/02 OSto rage% 2 0 Proced u res. pdf. 
81. NYSDOH. invalid specimen stud~. Available from: htt :/Iwww.oole.coml 

r?s =t&r =.& =inva i °lc 20s imen Vc 2 tu r =w b d= 

A 2 ArW H Tml wPE 1AYEk w d=r". 
2 FI<en Pass Unsat Presentation.ppt&ei = u UaZT -em B6zV 40SfrPnE 
OFjAA&url=httpo/03Ao/02 FO/02 Fwww. . vO/02F n r 0/02F 

82. CD. Shipping Guidelines for Dried-Blood Spot Specimens[cited 2D12 02-

203 



09]. Available from: http://www.cdc.gov/labstandards/pdf/nsqap/Bloodspot Trans­
portation Guidelines.pdf. 
83. Reitmeyer JC, Ewert A, Crawford MA, Reitmeyer GR, Mock L. Survival of group A 
streptococci in dried human blood. Journal of Medical Microbiology. 1993:38(1):61-
3. . 
84. Evengard B, Ehrnst A, von Sydow M, Pehrson PO, Lundbergh P, Linder E. Effect 
of heat on extracted HIV viral infectivity and antibody activity using the filter paper 
technique of blood sampling. Aids. 1989:3(9):591-5. Epub 1989/09/01. 
85. Mei JV, Li L, Rasmussen SA, Collier 5, Frias JL, Honein MA, et aL Effect of speci­
men storage conditions on newborn dried blood spots used to assess Toxoplasma 
gondii immunoglobulin M (lgM). Clinica Chimica Acta. 2011:412(5-6):455-9. 
86. Corran PH, Cook J, Lynch C, Leendertse H, Manjurano A, Griffin J, et aL Dried 
blood spots as a source of anti-malarial antibodies for epidemiological studies. Ma­
laria JournaL 2008;7(195). 
87. Adam BW, Alexander JR, Smith sJ, Chace DH, Loeber JG, Elvers LH, et aL 
Recoveries of phenylalanine from two sets of dried-blood-spot reference materi­
als: Prediction from hematocrit, spot volume, and paper matrix. Clinical Chemistry. 
2000;46(1):126-8. 
88. Holub M, Tuschll<, Ratschmann R, strnadova I<A, Muhl A, Heinze G, et al. Influ­
ence of hematocrit and localisation of punch in dried blood spots on levels of amino 
acids and acylcarnitines measured by tandem mass spectrometry. Clinica Chimica Acta. 
2006;373(1-2):27-31. 
89. I<eevil BG. The analysis of dried blood spot samples using liquid chromatog­
raphy tandem mass spectrometry. [Review]. Clinical Biochemistry. 2011;44(1):110-8. 
90. Marrone A, Ballantyne J. Changes in dry state hemoglobin over time do not in­
crease the potential for oxidative DNA damage in dried blood. PLos ONE. 2009;4(4). 
91. Garcia-Lerma JG, McNulty A, Jennings C, Huang D, Heneine W, Bremer JW. 
Rapid decline in the efficiency of HIV drug resistance genotyping from dried blood 
spots (DBs) and dried plasma spots (DPs) stored at 37 aegrees C and high humidity. 
J Antimicrob Chemother. 2009;64(1):33-6. Epub 2009/051.01. 
92. Aitken SC, Wallis CL, Stevens W, Rinke De Wit TF, schuurman R. A comprehen­
sive analysis of HIV-l nucleic acid stability of dried blood spot samples. Antiviral 
Therapy Conference: International Workshop on HIV and Hepatitis Virus Drug Resis­
tance and Curative Strategies. 2011;16(pp A130). 
93. Bruisten sM, Reiss P, Loeliger AE, van swieten P, schuurman R, Boucher CA, et 
aL Cellular proviral HIV type 1 DNA load persists after long-term RT-inhibitor therapy 
in HIV type 1 infected persons. AIDS Res Hum Retroviruses. 1998;14(12):1053-8. 
Epub 1998/08/26. 
94. McNulty A, Jennings C, Bennett D, Fitzgibbon J, Bremer JW, Ussery M, et aL 
Evaluation of dried blood spots for human immunodeficiency virus type 1 drug resis­
tance testing. J Clin MicroblOL 2007:45(2):517-21. 
95. Matheus 5, Meynard JB, Lacoste V, Morvan J, Deparis X. Use of capillary blood 
samples as a new approach for diagnosis of Dengue virus infection. J Clin MicrobioL 
2007;45(3):887-90. Epub 2007/01/19. 
96. Prado I, Rosario D, Bernardo L, Alvarez M, Rodriguez R, Vazquez 5, et aL PCR 
detection of dengue virus using dried whole blood spotted on filter paper. J Virol 
Methods. 2005;125(1):75-81. Epub 2005/03/02. 
97. McDade TW, Williams 5, Snodgrass JJ. What a drop can do: Dried blood spots 
as a minimally invasive method for integrating biomarkers into population-based re­
search. Demography. 2007;44(4):899-925. 
98. Patton JC, Akkers E, Coovadia AH, Meyers TM, Stevens WS, Sherman GG. Evalu­
ation of dried whole blood spots obtained by heel or finger stick as an alternative 
to venous blood for diagnosis of human immunodeficiency virus type 1 infection in 
vertically exposed infants in the routine diagnostic laboratory. Clin Vaccine ImmunoL 
2007;14(2):201-3. . 
99. Weil GJ, Curtis I<C, Fischer PU, Won I<Y, Lammie PJ, Joseph H, et aL A multi­
center evaluation of a new antibody test kit for lymphatic filariasls employing recom­
binant Brugia nalayi antigen Bm-14. Acta Tropica. 2011;120(sUPPL. 1):519-522. 
100. Bacl<house JL. Dried blood spot technique for detecting Treponema infection. 
Trans R Soc Trop Med Hyg. 1998;92(4):469. Epub 1998/12/16. 
101. Handali 5, Rodngu~z 5, Noh J, Gonzalez AE, Garcia HH, Gilman RH, et aL A 
simple method for collecting "measured whole blood with quantitative recovery 
of antibody activities for serological surveys. Journal of immunological methods. 
2007;320(1-2):164-71. 
102. Mercader 5, Featherstone D, Bellini WJ. Comparison of available methods to 

204 



CfFipter 9 - f3ibli(),~:~rclpll) 

elute serum from dried blood spot samples for measles serology. Journal of Virologi­
cal Methods. 2006;137(1):140-9. 
103. Croom HA, Richards I<M, Best SJ, Francis BH, Johnson EI, Dax EM, et al. Com­
mercial enzyme immunoassay adapted for the detection of antibodies to hepatitis C 
virus in dried blood spots. Journal of Clinical Virology. 2006;36(1):68-71. 
104. I<nuchel MC, Jullu B, Shah C, Tomasik Z, Stoeckle MP, Speck RF, et al. Adapta­
tion of the ultrasensitive HIV-l p24 antigen assay to dried blood spot testing. Journal 
of acquired immune deficiency syndromes (1999). 2007;44(3):247-53. 
105. I<nuchel MC, Tomasik Z, Speck RF, Luthy R, Schupbach J. Ultrasensitive quanti­
tative HIV-l p24 antigen assay adapted to dned plasma spots to improve treatment 
monitoring in low-resource settings. J Clin Virol. 2006;36(1):64-7. 
106. Dowd JB, Aiello AE, Chyu L, Huang.yV, McDade TW. Cytomegalovirus antibod­
ies in dried blood spots: A minimally invasive method for assessing stress, immune 
function, and aging. Immunity and Ageing. 2011;8(3). 
107. Dissing J, Sondervang A, Lund S. Exploring the limits for the survival of DNA in 
blood stains. Journal of Forensic & Legal Medicine. 2010;17(7):392-6. 
108. Strobel E, Emminger C, Mayer G, Eberle J, Gurtler L. Detection of HIV-l in­
fection in dried blood spots from a 12-year-old ABO bedside test card. Vox Sang. 
1998;75(4):303-5. 
109. Gohring I<, Dietz 1<, Hartleif S, Jahn G, Hamprecht I<. Influence of different ex­
traction methods and PCR techniques on the sensitivity of HCMV-DNA detection in 
dried blood spot (DBS) filter cards. Journal of Clinical Virology. 2010;48(4):278-81. 
110. Driver GA, Patton JC, Moloi J, Stevens WS, Sherman GG. Low risk of contami­
nation with automated and manual excision of dried blood spots for HIV DNA PCR 
testing in the routine laboratory. J Virol Methods. 2007;146(1-2):397-400. 
111. Buckton AJ, Prabhu DP, Cane PA, Pillay D. No evidence for cross-contamination 
of dried blood spots excised using an office hole-punch for HIV-l drug resistance 
genotyping. J Antimicrob Chemother. 2009;63(3):615-6. Epub 2009/01/23. 
112. Mitchell C, I<raft I<, Peterson D, Frenkel L. Cross-contamination during process­
ing of dried blood spots used for rapid diagnosis of HIV-l ,infection of infants is rare 
and avoidable. J Virol Methods. 2010;163(2):489-91. Epub 2009/11/03. 
113. Bonne N, Clark P, Shearer P, Raidal S. Elimination of false-positive polymerase 
chain reaction results resulting from hole punch carryover contamination. Journal of 
Veterinary Diagnostic Investigation. 2008;20(1):60-3. 
114. de Vries JJ, Claas EC, Kroes AC, Vossen AC. Evaluation of DNA extraction meth­
ods for dried blood spots in the diagnosis of congenital cytomegalovirus infection. 
Journal of Clinical Virology. 2009;46(4). 
115. Sjoholm MI, Dillner J, Carlson J. Assessing quality and functionality of DNA 
from fresh and archival dried blood spots and recommendations for quality control 
guidelines. Clin Chem. 2007;53(8):1401-7. 
116. Monleau M, Montavon C, Laurent C, Segondy M, Montes B, Delaporte E, et 
al. Evaluation of different RNA extraction methods and storage conditions of dried 
plasma or blood spots for human immunodeficiency virus type 1 RNA quantification 
and PCR amplification for drug resistance testing. J Clin Microbiol. 2009;47(4):1107-
18. Epub 2009/02/06. 
117. Halsall A, Ravetto P, Reyes V, Thelwell N, Davidson A, Gaut R, et al. The quality 
of DNA extracted from liquid or dried blood is not adversely affected by storage at 
4{degrees}C for up to 24 h. Int J Epidemiol. 2008. 
118. Al Safar HS, Abidi FH, I<hazanehdari I<A, Dadour IR, Tay GI<. Evaluation of differ­
ent sources of DNA for use in genome wide studies and forensic application. Applied 
Microbiology & Biotechnology. 2011;89(3):807-15. . 
119. Chaisomchit S, WichaJarn R, Janejai N, Chareonsiriwatana W. Stability of ge­
nomic DNA in dried blood spots stored on filter paper. Southeast Asian Journal of 
Tropical Medicine & Public Health. 2005;36(1):270-3. 
120. Abe I<, I<onomi N. Hepatitis C virus RNA in dried serum spotted onto filter paper 
is stable at room temperature. Journal of Clinical Microbiology. 1998;36(10):3070-2. 
121. Solmone M, Girardi E, Costa F, Pucillo L, Ippolito G, Capobianchi MR. Sim­
ple and reliable method for detection and genotyping of hepatitis C virus RNA in 
dried blood spots stored at room temperature. Journal of Clinical Microbiology. 
2002;40(9):3512-4 .. 
122. Mitchell C, Jennings C, Brambilla D, Aldrovandi G, Amedee AM, Beck I, et al. 
Diminished human immunodef1ciency virus type 1 DNA yield from dried blood spots 
after storage in a humid incubator at 37 degrees C compared to -20 degrees C. J Clin 
Microbiol. 2008;46(9):2945-9. Epub 2008/07/11. 
123. Leelawiwat W, Voung NL, Chaowanachan T, Ou CV, Culnane M, Vanprapa N, et 

205 



al. Dried blood spots for the diagnosis and quantitation of HIV-l: stability studies and 
evaluation of sensitivity and specificity for the diagnosis of infant HIV-l infection in 
Thailand. Journal of virological methods. 2009;155(2):109-17. Epub 2008/10/28. 
124. Tuaillon E, Mondain AM, Meroueh F, Ottomani L, Picot MC, Nagot N, et al. 
Dried blood spot for hepatitis C virus serology and molecular testing. Hepatology. 
2010;51(3):752-8. 
125. Kerr RJ, Player G, Fiscus SA, Nelson JA. Qualitative human immunodeficiency 
virus RNA analysis of dried blood spots for diagnosis of infections in infants. J Clin 
Microbiol. 2009;47(1):220-2. Epub 2008/11/14. 
126. Fiscus SA, Brambilla D, Grosso L, Schock J, Cronin M. Quantitation of human 
immunodeficiency virus type 1 RNA in plasma by using blood dried on filter paper. J 
Clin Microbiol. 1998;36(1):258-60. Epub 1998/02/12. 
127. Li CC, Beck lA, SeidelKD, Frenkel LM. Persistence of human immunodeficiency 
virus type 1 subtype B DNA in dried-blood samples on FTA filter paper. J Clin Micro­
biol. 2004;42(8):3847-9. Epub 2004/08/07. 
128. WHO. drugs resitance testing with DBS samples. 2010; Available from: http:// 
www.who intlhiv/topics/drugresistance/dbs protocol.pdf. 
129. CDC. Serologic assays for human immunodeficiency virus antibodJc in dried­
blood specimens collected on filter paper. Available from: http://wwwn.c c.gov/dls/ 
ila/training% 20workshops/uganda% 20workshop%20-o/o20novO/o202002/Dried 
Blood Spots/DBS2.doc. 
130. Sherman GG, Stevens G, Jones SA, Horsfield P, Stevens WS. Dried blood spots 
improve access to HIV diagnosis and care for infants in low-resource settings. J Acquir 
Immune Defic Syndr. 2005;38(5):615-7. 
131. Boillot F, Peeters M, Kosia A, Delaporte E. Prevalence of the human immuno­
deficiency virus among patients with tuberculosis in Sierra Leone, established from 
dried blood spots on filter paper. International Journal of Tuberculosis & Lung Dis­
ease. 1997;1( 6):493-7~ 
132. Castro AC, Borges LG, Souza Rda S, Grudzinski M, D'Azevedo PA. Evaluation of 
the human immunodeficiency virus type 1 and 2 antibodies detection in dried whole 
blood spots (DBS) samples. Rev Inst Med Trop Sao Paulo. 2008;50(3):151-6. 
133. Chaillet P, Zachariah R, Harries I<, Rusanganwa E, Harries AD. Dried blood spots 
are a useful tool for quality assurance of rapid ~ IV testing in Kigali, Rwanda. Transac­
tions of the Royal Society of Tropical Medicine & Hygiene. 2009;103(6):634-7. 
134. Lakshmi V, Sudha T, Bhanurekha M, Dandona L. Evaluation of the Murex HIV 
Ag/Ab Combination assay when used with dried blood spots. Clin Microbiollnfect. 
2007;13(11):1134-6. 
135. Mashange W, Soko W, Gomo E. Validation of a simple and cheap gelatin par­
ticle agglutinatlOn test for human immunodeficiency virus using dried blood spot 
samples. Central African Journal of Medicine. 2003;49(1-2):5-8. 
136. Sarge-Njie R, Schim Van Der Loeff M, Ceesay S, Cubitt D, Sabally S, Corrah T, et 
al. Evaluation of the dried blood spot filter paper technology and five testing strate­
gies of HIV-l and HIV-2 infections in West Africa. Scand Jlnfect Dis. 2006;38(11-
12):1050-6. 
137. Solomon SS, Solomon S, Rodriguez, II, McGarvey ST, Ganesh AI<, Thyagarajan 
Sp, et al. Dried blood spots (DBS): a valuable tool for HIV surveillance in deve[oping/ 
tropical countries. International Journal of STD & AIDS. 2002;13(1):25-8. 
138. Cachafeiro A, Sherman GG, Sohn AH, Beck-Sague C, Fiscus SA. Diagnosis of hu­
man immunodeficiency virus type 1 infection in infants by use of dried blood spots 
and an ultrasensitive p24 antigen assay. J Clin MicrobioL 2009;47(2):459-62. 
139. Knuchel MC, Jullu B, Shah C, Tomasik Z, Stoeckle MP, Speck RF, et aL Adapta­
tion of the ultrasensitive HIV-l p24 antigen assay to dried blood spot testing. Journal 
of Acquired Immune Deficiency Syndromes: JAIDS. 2007;44(3):247-53. 
140. Mwapasa V, Cachafeiro A, Makuta V, Beckstead DJ, Pennell ML, Chilima B, et al. 
Using a simplified human immunodeficiency virus type 1 p24 antigen assay to diag­
nose pediatric HIV-infection in Malawi. Journal of Clinical Virology. 2010;49(4):299-
302. 
141. Patton lC, Coovadia AH, Meyers TM, Sherman GG. Evaluation of the ultrasensi­
tive human immunodeficiency virus type 1 (HIV-l) p24 antigen assay performed on 
dried blood spots for diagnosis of HIV-l infection in infants. Clin Vaccine Immunol. 
2008;15(2):388-91. , 
142. Patton JC, Sherman- GG",Coovadia AH, Stevens WS, Meyers TM. Ultrasensitive 
human immunodeficiency virus type 1 p24 antigen assay modified for use on dried 
whole-blood spots as a reliable, affordable test for infant diagnosis. Clinical & Vac-
cine Immunology: CVI. 2006;13(1):152-5. _ 

206 



143. Leelawiwat W, Young NL, Chaowanachan T, Ou CY, Culnane M, Vanprapa N, et 
al. Dried blood spots forthe diagnosis and quantitation of HIV-l: stability studies and 
evaluation of sensitivity and specificity for the diagnosis of infant HIV-l infection in 
Thailand. J Virol Methods. 2009;155(2):109-17. 
144. Lofgren SM, Morrissey AB, Chevallier CC, Malabeja AI, Edmonds 5, Amos 
B, et al. Evaluation of a drieCl blood spot HIV-l RNA program for early infant di­
agnosis and viral load monitoring at rural and remote healthcare faCllities. Aids. 
2009;23(18):2459-66. 
145. Nsojo A, Aboud 5, Lyamuya E. Comparative evaluation of amplicor HIV-l DNA 
test, version 1.5, by manual and automated dna extraction methods using venous 
blood and dried blood spots for HIV-l DNA pcr testing. Tanzania Journal of Health 
Research. 2010;12(4). . 
146. Patton JC, Akkers E, Coovadia AH, Meyers TM, Stevens WS, Sherman GG. Evalu­
ation of dried whole blood spots obtained by heel or finger stick as an alternative 
to venous blood for diagnosis of human immunodeficiency virus type 1 infection in 
vertically exposed infants in the routine diagnostic laboratory. Clin Vaccine Immunol. 
2007;14(2):201-3. 
147. Stevens W, Erasmus L, Moloi M, Taleng T, Sarang S. Performance of a novel hu­
man immunodeficiency virus (HIV) type 1 total nucleic acid-based real-time PCR assay 
using whole blood and dried blood spots for diagnosis of HIV in infants. J Clin Micro­
bioL 2008:46(12):3941-5. 
148. I<ebe I<, Ndiaye 0, Diop Ndiaye H, Mbakob Mengue P, Guindo PMM, Diallo 5, 
et al. RNA versus DNA (NucliSENS EasyQ HIV-l v1.2 versus Amplicor HIV-l DNA test 
v1.5) for early diagnosis of HIV-l infection in infants in Senegal. Journal of Clinical 
Microbiology. 2011;49(7):2590-3. 
149. Kerr RJ, Player G, Fiscus SA, Nelson JA. Qualitative human immunodeficiency 
virus RNA analysis of dried blood spots for diagnosis of infections in infants. J Clin 
Microbiol. 2009;47(1):220-2. 
150. Lilian RR, Bhowan I<, Sherman GG. Early diagnosis of human immunodeficien­
cy virus-l infection in infants with the NucliSens EasyQ assay on dried blood spots. J 
Clin ViroL 2010;48(1):40-3. 
151. Nugent CT, Dockter J, Bernardin F, Hecht R, Smith 0, Delwart E, et al. Detection 
of HIV-l in alternative specimen types using the APTIMA HIV-l RNA Qualitative As­
say. J Virol Methods. 2009:159(1):10-4. 
152. Stevens WS, Noble L, Berrie L, Sarang 5, Scott LE. Ultra-high-throughput, auto­
mated nucleic acid detection of human immunodeficiency virus (HIV) for mfant infec­
tion diagnosis using the Gen-Probe Aptima HIV-l screening assay. J Clin Microbiol. 
2009:47(8):2465-9. 
153. Huang 5, Erickson B, Mak WB, Salituro J, Abravaya I<. A novel RealTime HIV-l 
Qualitative assay for the detection of HIV-l nucleic acids in dried blood spots and 
plasma. Journal of Virological Methods. 2011;178( 1-2):216-24. 
154. Inoue R, Tsukahara T, Sunaba C, Itoh M, Ushida I<. Simple and rapid detection of 
the porcine reproductive and resFiratory syndrome virus from pig whole blood using 
filter paper. Journal of Virologica Methods. 2007;141(1):102-6. Epub 2006/12/26. 
155. Lilian RR, Bhowan 1(, Sherman GG. Early diagnosis of human immunodeficien­
cy virus-l infection in infants with the NucliSens EasyQ assay on dried blood spots. J 
Clin Virol. 2010. Epub 2010/03/10. 
156. Noda 5, Eizuru Y, Minamishima Y, Ikenoue T, Mori N. Detection of human T-cell 
lymphotropic virus type 1 infection by the polymerase chain reaction using dried 
blood specimens on filter papers. Journal of Virological Methods. 1993:43(1):111-
22. 
157. Parker SP, Taylor MB, Ades AE, Cubitt WD, Peckham C. Use of dried blood spots 
for the detection and confirmation of HTLV-I specific antibodies for epidemiological 
purposes. Journal of Clinical Pathology. 1995;48(10):904-7. 
158. Judd A, Parry J, Hickman M, McDonald T, Jordan L, Lewis I<, et al. Evaluation of 
a modified commercial assay in detecting antibody to hepatitis C virus in oral fluids 
and dried blood spots. Journal of Medical Virology. 2003:71(1):49-55. 
159. Tuaillor> E, Mondain AM, Meroueh F, Ottomani L, Picot MC, Nagot N, et al. 
Dried blood spot for hepatitis C virus serology and molecular testing. Hepatology. 
2010;51(3):752-8. ' 
160. Mendy M, Kirk GO, van der Sande M, Jeng-Barry A, Lesi OA, Hainaut P, et al. 
Hepatitis B surface antigenaemta and alpha-foetoprotein detection from dried blood 
spots: applications to field-based studies and to clinical care in hepatitis B virus en­
demic areas. Journal of Viral Hepatitis. 2005;12(6):642-7. 
161. Villar LM, de Oliveira JC, Cruz HM, Yoshida CFT, Lampe E, Lewis-Xim.enez LL. 

207 



Assessment of dried blood spot samples as a simple method for detection of hepati­
tis B virus markers. Journal of Medical Virology. 2011;83(9):1522-9. 
162. McCarron B, Fox R, Wilson I<, Cameron 5, McMenamin J, McGregor G, et al. 
Hepatitis C antibody detection in dried blood spots. Journal of Viral Hepatitis. 
1999;6( 6):453-6. 
163. solmone M, Girardi E, Costa F, Pucillo L, Ippolito G, Capobianchi MR. Simple 
and reliable method for detection and genotyping of hepatitis C virus RNA in dried 
blood spots stored at room temperature. J Clin Microbiol. 2002;40(9):3512-4. 
164. Balmaseda A, saborio 5, Tellez V, Mercado JC, Perez L, Hammond sN, et al. 
Evaluation of immunological markers in serum, filter-paper blood spots, and sa­
liva for dengue diagnosis and epidemiological studies. Journal of Clinical Virology. 
2008;43(3):287-91. 
165. Matheus 5, Meynard J-B, Lacoste V, Morvan J, Deparis X. Use of capillary blood 
samples as a new approach for diagnosis of Dengue virus infection. Journal of Clini­
cal Microbiology. 2007;45(3):887-90. 
166. Tran TNT, de Vries PJ, Hoang LP, Phan GT, Le HQ, Tran BQ, et al. Enzyme-linked 
immunoassay for dengue virus IgM and IgG antibodies in serum and filter paper 
blood. BMC Infectious Diseases. 2006;6(13). . 
167. Herrera RdlC, Cabrera MV, Garcia 5, Gilart M. IgM antibodies to dengue virus in 
dried blood on filter paper. Clinica Chimica Acta. 2006;367(1-2):204-6. 
168. Bland JM, Altman DG. Comparing methods of measurement why plotting dif­
ference against standard method is misleading. Lancet. 1995;346(8982):1085-7. 
Epub 1995/10/21. 
169. Prado I, Rosario 0, Bernardo L, Alvarez M, Rodriguez R, Vazquez 5, et al. PCR 
detection of dengue virus using dried whole blood spotted on filter paper. Journal of 
Virological Methods. 2005;125( 1):75-81. 
170. Kuno G, Gomez I, Gubler OJ. An ELISA procedure for the diagnosis of dengue 
infections. Journal of Virological Methods. 1991;33(1-2):101-13. Efub 1991/06/01. 
171. Grivard P, Le Roux 1(, Laurent P, Fianu A, Perrau J, Gigan , et al. Molecular 
and serological diagnosis of Chikungunya virus infect jon. Pathologie Biologie. 
2007;55( 10):490-4. 
172. Balmaseda A, Guzman MG, Hammond 5, Robleto G, Flores C, Tellez V, et al. 
Diagnosis of dengue virus infection by detection of specific immunoglobulin M (lgM) 
and IgA antibodies in serum and saliva. CLINICAL AND DIAGNOSTIC LABORATORV1M-
MUNOLOGV. 2003;10(2):317-22. Epub 2003/03/11. ~ 
173. Talarmin A, Labeau B, Lelarge J, sarthou JL. Immunoglobulin A-specific capture 
enzyme-linked immunosorbent assay for diagnosis of dengue fever. Journal of Clini­
cal Microbiology. 1998;36(5):1189-92. Epub 1998/05/09. 
174. Herrera R. Dengue IgM detection ultra micro ELISA test with ready-to-use re­
agents. Medicc Revie. 2005;7(7):21-7. 
175. Lanciotti Rs, Calisher CH, Gubler OJ, Chang GJ, Vorndam AV. Rapid detection 
and typing of dengue viruses from clinical samFles by using reverse transcriptase­
polymerase chain reaction. Journal of Clinica Microbiology. 1992;30(3):545-51. 
Epub 1992/03/01. 
176. Burke OS, Chatiyanonda K, Anandrik s. Improved surveillance of Japanese en­
cephalitis by detection of virus-specific IgM in desiccated blood specimens. Bulletin 
of the World Health Organization. 1985;63(6):1037-42. 
177. Uzicanin A, Lubega I, Nanuynja M, Mercader 5, Rota P, Bellini W, et al. Dried 
blood spots on filter paper as an alternative specimen for measles diagnostics: de­
tection of measles immunoglobulin M antibody by a commercial enzyme immunoas-
say. Journal of Infectious Diseases. 20 11;204( 1). . . 
178. Riddell Ma, Byrnes GB, Leydon Ja, Kelly Ha. Dned venous blood samples for 
the detection and Cjuantification of measles IgG using a commercial enzyme immu­
noassay. Bulletin of the World Health Organization. 2003;81(10):701-7. 
179. Fachiroh J, Prasetyanti PR, Paramita OK, Prasetyawati aT, Anggrahini OW, Hary­
ana sM, et al. Dried-blood sampling for epstein-barr virus immunoglobulin G (lgG) 
and IgA sero.lo~ i~ nasopharyngeal carcinoma screening. Journal of Clinical Microbi­
ology. 2008,46~4).13 74-80. 
180. Binda 5, Caroppo 5, Dido P, Primache V, Veronesi L, Calvario A, et al. Modifica­
tion of CMV DNA detection from dried blood spots for diagnosing congenital CMV 
infection. Journal of Clinic~l Virology. 2004;30(3):276-9. 
181. Al-Harthi SA, Jamjoom MB. PCR assay in malaria diagnosis using filter paper 
samples from Jazan region, Saudi Arabia. Journal of the Egyptian SOciety of Parasitol­
ogy. 2008;38(3):693-706. 
182. Ataei 5, Nateghpour M, Hajjaran H, Edrissian GH, Foroushani AR. High specific-

208 



C I" P t i r ') -- 8 i b lip Ii Y 

ity of semi-nested multiplex PCR using dried blood spots on DNA Banking Card in 
comparison with frozen liquid blood for detection of Plasmodium falciparum and 
Plasmodium vivax. Journal of Clinical Laboratory Analysis. 2011;25(3):185-90. 
183. Boonma P, Christensen PR, Suwanarusk R, Price RN, Russell B, Lek-Uthai U. 
Comparison of three molecular methods for the detection and speciation of Plasmo­
dium vivax and Plasmodium falciparum. Malaria JournaL 2007;6(124). 
184. Snounou G, Viriyakosol S, Zhu Xp, Jarra W, Pinheiro L, do Rosario VE, et aL High 
sensitivity of detection of human malaria parasites by the use of nested polymerase 
chain reaction. Mol Biochem ParasitoL 1993;61(2):315-20. Epub 1993/10/01. 
185. Siame M, Chondoka J, I<amanga A, Thuma P, Mharakurwa S. Detection of la­
tent reservoirs of asymptomatic plasmodium falciparum infections by short ampli­
con primers and tert1ary nested pcr in macha, southern zambia. American Journal of 
TroplCal Medicine and Hygiene Conference: 59th Annual Meeting of the American 
Society of Tropical Medicme and Hygiene, ASTMH. 2010;83(5 SUPPL. 1). 
186. Beshir 1<, Sutherland CJ, Merinopoulos I, Durrani N, Leslie T, Rowland M, et aL 
Amodiaquine resistance in Plasmodium falciparum malaria in Afghanistan is associ­
ated with the pfcrt SVMNT allele at codons 72 to 76. Antimicrob Agents Chemother. 
2010;54(9):3714-6. Epub 2010/06/16. . 
187. Long GW, Fries L, Watt GH, Hoffman SL. Polymerase chain reaction ampli­
fication from Plasmodium falciparum on dried blood spots. Am J Trop Med Hyg. 
1995;52(4):344-6. 
188. Dame JB, Williams JL, McCutchan TF, Weber JL, Wirtz RA, Hockmeyer WT, 
et aL Structure of the gene encoding the immunodominant surface antigen on 
the sporozoite of the human malaria parasite Plasmodium falciparum. Science. 
1984;225(4662):593-9. Epub 1984/08/10. 
189. Singh B, Cox-Singh J, Miller AO, Abdullah MS, Snounou G, Rahman HA. De­
tection of malaria in Ma[aysia by nested polymerase chain reaction amplification of 
dried blood spots on filter papers. Transactions of the Royal Society of Tropical Medi­
cine & Hygiene. 1996;90(5):519-21. 
190. Smgh B, Bobogare A, Cox-Singh J, Snounou G, Abdullah MS, Rahman HA. A 
genus- and species-specific nested polymerase chain reaction malaria detection 
assay for epidemiologic studies. American Journal of Tropical Medicine & Hygiene. 
1999;60(4):687-92. . 
191. Tham JM, Lee SH, Tan TM, Ting RC, I<ara UA. Detection and species determina­
tion of malaria parasites by PCR: comparison with microscopy and with ParaSight-F 
and ICT malaria Pftests in a clinical environment. J Clin Microbiol. 1999;37(5):1269-
73. 
192. Tan TMC, Nelson JS, Ng HC, Ting RCV, I<ara UAI<. Direct PCR amplification and 
sequence analysis of extrachromosomal Plasmodium DNA from dried blood spots. 
Acta Tropica. 1997;68(1):105-14. 
193. Mangold I<A, Manson RU, I<oay ESC, Stephens L, Regner M, Thomson RB, et al. 
Real-Time PCR for Detection and Identification of Plasmodium spp. Journal of Clinical 
Microbiology. 2005;43(5):2435-40. 
194. Padley 0, Moody AH, Chiodini PL, Saldanha J. Use of a rapid, single-round, 
multiplex PCR to detect malarial parasites and identify the species present. Annals of 
Tropical Medicine and Parasitology. 2003;97(2):131-7. Epub 2003/06/14. 
195. Snounou G, Viriyakosol S,Zhu XP, Jarra W, Pinheiro L, do Rosario VE, et aL High 
sensitivity of detection of human malaria parasites by the use of nested polymerase 
chain reaction. Mol Biochem ParasitoL 1993;61(2):315-20. Epub 1993/10/01. 
196. Mangold I(A, Manson RU, I<oay ES, Stephens L, Regner M, Thomson RB, Jr., et aL 
Real-time PCR for detection and identification of Plasmodium spp. Journal of Clinical 
Microbiology. 2005;43(5):2435-40. Epub 2005/05/06. 
197. Ciceron L, Jaureguiberry G, Gay F, Danis M. Development of a Plasmodium 
PCR for monitoring efficacy of antimalarial treatment. Journal of Clinical Microbiol­
ogy. 1999;37(1):35-8. Epub 1998/12/17. 
198. Vamamura M, Makimura I<, Ota Y. Evaluation of a new rapid molecular diagnos­
tic system for Plasmodium falciparum combined with DNA filter paper, loop-medlated 
isothermal amrlification, and melting curve analysis. Japanese Journal of Infectious 
Diseases. 2009;62(1):20-5. 
199. Rubio JM, Post RJ, van Leeuwen WM, Henry MC, Lindergard G, Hommel M. 
Alternative polymerase ch~in. reaction met~od to iden.tify Plasmodium species in hu­
man blood samples: the sem1-nested mult1plex malana PCR (SnM-PCR). Transactions 
of the Royal Society of Tropical'Medicine & Hygiene. 2002;96( 1). 
200. Working to overcome the global impact of neglected tropical diseases. World 
Health Organization. 2011;WHO/HTM/NTD/2011.3. 

209 



Cr!Clptcr 9 -- Giblin r-) I] \ I r I ) 

201. Itoh M, Gunawardena NI<, Qiu XG, Weerasooriya MV, Kimura E. The use of 
whole blood absorbed on filter paper to detect Wuchereria bancrofti circulat­
ing antigen. Transactions of the Royal Society of Tropical Medicine and Hygiene. 
199B;92(5):513-5. 
202. Hoti 5L, Elango A, Radjame I<, Yuvaraj J, Pani 5P. Detection of day blood filarial 
antigens by Og4C3 ELISA test using filter paper samples. The Nationa[ medical jour-
nal of India.15(5):263-6. ' 
203. Wattal 5, Dhariwal AC, Ralhan PK, Tripathi VC, Regu I<, Kamal 5, et al. Evalu­
ation of Og4C3 antigen ELISA as a tool for detection of bancroftian filariasis under 
lymphatic filariasis elimination programme. Journal of Communicable Diseases. 
2007;39(2):75-B4. ' 
204. Gyapong JO, Omane-Badu I<, Webber RH. Evaluation of the filter paper blood 
collection method for detecting Og4C3 Circulating antigen in bancroftian filariasis. 
Transactions of the Royal Society of Tropical Medicme and Hygiene.92(4):407-10. 
205. Fischer P, Bonow I, 5upall T, Ruckert P, Rahmah N. Detection of filaria-specific 
IgG4 antibodies and filarial DNA, for the screening of blood spots for Brugia timod. 
Annals of Tropical Medicine & Parasitology. 2005;99(1):53-60. 
206. Kluber 5, 5upali T, Williams SA, Liebau E, Fischer P. Rapid PCR-based detection 
of Brugia malayi DNA from blood spots by DNA Detection Test Strips. Transactions of 
the Royal Society of Tropical Medicine & Hygiene. 2001;95(2):169-70. 
207. Rahmah N, Nurulhasanah 0, Norhayati S, Zulkarnain I, Norizan M. Compari­
son of conventional versus real-time PCR detection of Brugia malayi DNA from dried 
blood spots from school children in a low endemic area. Tropical Biomedicine. 
2010;2 7{ 1):54-9. 
20B. Fink DL, Kamgno J, Nutman TB. Rapid molecular assays for specific detec­
tion and quantitation of Loa loa microfilaremia. PLo5 Neglected Tropical Diseases. 
2011;5(B). 
209. Chappuis F, Pittet a, Bovier Pa, Adams I<, Godineau V, Hwang 5Y, et al. Field 
evaluation of the CATT/Trypanosoma brucei gambiense on blood-impregnated filter 
papers for diagnosis of human African trypanosomiasis in southern Sudan. Tropical 
medicine & international health: TM & IH. 2002;7(11):942-B. 
210. Truc P, Lejon V, Magnus E, Jamonneau V, Nangouma A, Verloo 0, et al. Eval­
uation of the micro-CATT, CATT/Trypanosoma brucei gambiense, and LATEX/T b 
gambiense methods for serodiagnosis and surveillance of human African trypano­
somiasis in West and Central Africa. Bulletin of the World Health ,Organization. 
2002;80(11):882-6. 
211. Luquetti AO, Ponce C, Ponce E, Esfandiari J, 5chijman A, Revollo 5, et al. Cha­
gas' disease diagnosis: A multicentric evaluation of Chagas 5tat-Pak, a rapid immuno­
chromatographic assay with recombinant proteins of Trypanosoma cruzi. Diagnostic 
Microbiology and Infectious Disease. 2003;46(4):265-71. 
212. Zicker F, Smith PG, Luquetti AO, Oliveira OS. Mass screening for Trypanosoma 
cruzi infections using the immunofluorescence, ELISA and haemagglutination tests 
on serum samples and on blood eluates from filter-paper. Bulletm of the World 
Health Organization. 1990;68(4):465-71. 
213. Campino L, Cortes 5, Pires R, Oskam L, Abranches P. Detection of Leishmania in 
immunocompromised patients using peripheral blood spots on filter paper and the 
polymerase chain reaction. European Journal of Clinical Microbiology & Infectious 
Diseases. 2000;19(5):396-8. 
214. Guimaraes 5, 50gayar MIL. Detection of anti-Giardia lamblia serum antibody 
among children of day care centers. Revista de 5aude Publica. 2002;36(1):63-B. 
215. al-Tukhi MH, Ackers JP, al-Ahdal MN, Peters W. Enzyme-linked immunosor­
bent assay for the detection of anti-Giardia specific immunoglobulin G in filter paper 
blood samples. Transactions of the Royal Society of Tropica[ Medicine and Hygiene. 
1993;87(1):36-8. Epub 1993/01/01. 
216. 5anthanam 5, Kumar H, 5ethuma'dhavan I(V, Chandrasekharan A, Jain DC, Mal­
hotra A, et al. Detection of Wuchereria bancrofti antigen in serum and finger prick 
blood samples by enzyme immunoassay: field evaluatIon. Tropical Medicine & Para­
Sitology. 1989/~0(4):440-4. 
217. Weil GJ, Liftis F. Identification and partial characterization of a para­
site antigen in sera ,from humans infected with Wuchereria bancrofti. J Immunol. 
19B7;138(9):3035-41. Epub 19B7/05/01. , 
218. Fischer P, Supali T, Wibowo H, Bonow I, Williams SA. Detection of DNA of noc­
turnally periodic Brugia malayi in night and day blood samples by a polymerase chain 
reaction-ELlSA-based method using an internal control DNA. The Amencan journal of 
tropical medicine and hygiene. 2000;62(2):291-6. Epub 2000/05/17. ~ 

210 



219. Fischer P, Boakye 0, Hamburger J. Polymerase chain reaction-based detection 
of lymphatic filariasis. Med Microbiollmmunol. 2003;192(1):3-7. Epub 2003/02/20. 
220. Voller A, Draper C, Bidwell DE, Bartlett A. Microplate enzyme-linked immuno­
sorbent assay for chagas' disease. Lancet. 1975;1(7904):426-8. Epub 1975/02/22. 
221. Camargo ME. Fluorescent antibody test for the serodiagnosis of American 
trypanosomiasis. Technical modification employing preserved culture forms of Try­
panosoma cruzi in a slide test. Revista do Instituto de Medicina Tropical de Sao Paulo. 
1966;8(5):227-35. Epub 1966/09/01. 
222. Coltorti E, Guarnera E, Larrieu E, Santillan G, Aquino A. Seroepidemiology of 
human hydatidosis: use of dried blood samples on filter paper. Transactions orthe 
Royal Society of Tropical Medicine & Hygiene. 1988;82(4):607-10. 
223. Bartholomot B, Vuitton DA, Harraga S, Shi DZ, Giraudoux P, Barnish G, et al. 
Combined ultrasound and serologic screening for hepatic alveolar Echinococcosis in 
central China. American Journal of Tropical Medicine and Hygiene. 2002;66(1):23-9. 
224. Cohen H, Paolillo E, Bonifacino R, Botta B, Parada l, Cabrera P, et al. Human 
cystic echinococcosis in a Uruguayan community: a sonographic, serologic, and epide­
miologic study. American Journal of Tropical Medicine & Hygiene. 1998;59(4):620-7. 
225. Strauss W, O'Neill SM, Parkinson M, Angles R,' Dalton JP. Short report: Diag­
nosis of human fascioliasis: detection of anti-cathepsin L antibodies in blood sam­
ples collected on filter paper. American Journal of Tropical Medicine & Hygiene. 
1999;60(5 ):746-8. 
226. Peralta RHS, Macedo HW, Vaz AJ, Machado LR, Peralta Jose M. Detection of 
anti-cysticercus antibodies by ELISA using whole blood collected on filter paper. 
Transactions of the Royal Society of Tropical Medicine and Hygiene. 2001;95(1):35-6. 
227. Fleury a, Bouteille B, Garcia E, Marquez C, Preux PM, Escobedo F, et al. Neuro­
cysticercosis: validity of ELISA after storage of whole blood and cerebrospinal fluid 
on paper. Tropical medicine & international health: TM & IH. 2001;6(9):688-93. 
228. Rosas N, Sotelo J, Nieto D. ELISA in the diagnosis of neurocysticercosis. Arch 
Neurol. 1986;43(4):353-6. Epub 1986/04/01. 
229. Chamouillet H, Bouteille B, Isautier H, Begue A, Lecadieu M. [SerOrrevalence 
of cysticercosis, taeniasis and swine infection on Reunion Island in 1992 . Med Trop 
(Mars). 1997;5 7( 1):41-6. Epub 1997/01/01. Seroprevalence de la cysticercose, tenia­
sis et ladrerie porcine, a La Reunion en 1992. 
230. Parker SP, Cubitt WD. Modified latex agglutination test for antibodies to Toxo­
plasma gondii in eluates from Guthrie cards. J Clin Pathol. 1992;45(10):907-9. 
231. Stevens R, Pass I<, Fuller S, Wiznia A, Noble L, Duva S, et al. Blood spot screen­
ing and confirmatory tests for syphilis antibody. J Clin Microbiol. 1992;30(9):2353-8. 
232. Butlin CR, Soares 0, Neupane 1<0, Failbus SS, Roche PW. IgM anti-phenolic 
glycolipid-I antibody measurements from skin-smear sites: correlation with venous 
antibody levels and the bacterial index. International Journal of Leprosy & Other My­
cobacterial Diseases. 1997;65(4):465-8. 
233. Chanteau S, Plichart R, Boutin JP, Roux J, Cartel JL. Finger-prick blood collec­
tion and computer-assisted enzyme-linked immunosorbent assay for large-scale se­
rological studies on leprosy. Transactions of the Royal Society of Tropical Medicine & 
HygIene. 1989;83(3):414-6. 
234. Dhandayuthapani S, Anandan 0, Vasanthi B, Bhatia VN. Use of eluates of filter 
paper blood spots in ELISA for the serodiagnosis of leprosy. Indian Journal of Medical 
Research. 1989;89:150-7. 
235. Sekar B, Anandan D. Evaluation of Mycobacterium leprae particle agglutination 
test, using eluates of filter paper blood spots. Leprosy Review. 1992;63(2):117-24. 
236. Tal<kouche B, Iglesias J, Alonso-Fernandez JR, Fernandez-Gonzalez C, Gestal­
Otero JJ. Detection of Brucella antibodies in eluted dried blood: a validation study. 
Immunology Letters. 1995;45(1-2):107-8. 
237. Phetsouvanh R, Blacksell SO, Jenjaroen 1<, Day Np, Newton PN. Comparison 
of indirect immunofluorescence assays for diagnosiS of scrub typhus and murine ty­
phus using venous blood and finger prick filter paper blood spots. American Journal 
of Tropica[ Medicine & Hygiene. 2009;80(5):837-40. 
238. Fenolla") F, Raoult D. Diagnosis of rickettsial diseases using samples dried on 
blotting paper. Clinical & Diagnostic Laboratory Immunology. 1999;6(4):483-8. 
239. Backhouse JL; Lee MH, Nesteroff SI, Hudson BJ, Hamllton Pa. Modified indirect 
hemagglutination test for detection of treponemal antibodies in finger-prick blood. 
Journal of Clinical Microbiology~ 1992;30(3):561-3. 
240. Roche PW, Britton W], Failbus SS, Ludwig H, Theuvenet WJ, Adiga RB. Hetero­
geneity of serological responses in paucibacillary leprosy--differentia[ responses to 
protein and carbohydrate antigens and correlation with clinical parameters. Int J Lepr 

211 



Other Mycobact Dis. 1990;58(2):319-27. Epub 1990/06/0l. 
241. La Scola B, Raoult D. Laboratory diagnosis of rickettsioses: current approach­
es to diagnosis of old and new rickettsial diseases. Journal of Clinical Microbiology. 
1997;35(11):2715-27. Epub 1997/11/14. 
242. Desvars A, Gigan J, Hoarau G, Gerardin P, Favier F, Michault A. Short report: 
Seroprevalence of human leptospirosis in Reunion Island (Indian Ocean) assessed by 
microscopic agglutination test on paper disc-absorbed whole blood. The American 
journal of troplCal medicine and hygiene. 2011;85(6):1097-9. Epub 2011/12/07. 
243. Coates GL, Guarenti L, Parker SP, Willumsen JF, Tomkins AM. Evaluation of the 
sensitivity and specificity of a Treponema pallidum dried blood srot technique for use 
in the detection of syphilis. Transactions of the Royal Society 0 Tropical Medicine & 
Hygiene. 1998;92( l):Jan-Feb. . 
244. Desbois 0, Roque-Afonso AM, Lebraud P, Dussaix E. Use of dried serum 
spots for serological and molecular detection of hepatitis a virus. J Clin MicrobioL 
2009;47(5 ):1536-42. 
245. Barin F, Plantier JC, Brand D, Brunet S, Moreau A, Liandier B, et aL Human im­
munodeficiency virus serotypin~ on dried serum spots as a screening tool for the 
surveillance of the AIDS epidemlc. J Med Virol. 2006;78 Suppll(1):S13-8. 
246. Abe I<, I<onomi N. Hepatitis C Virus RNA in Dried Serum Spotted onto Filter 
Paper Is Stable at Room Temperature Hepatitis C Virus RNA in Dried Serum Spotted 
onto Filter Paper Is Stable at Room Temperature. Society. 1998;36(10):2-5. 
247. Ayele W, Schuurman R, Messele T, Dorigo-Zetsma W, Mengistu V, Goudsmit J, 
et al. Use of dried spots of whole blood, plasma, and mother's milk collected on filter 
paper for measurement of human immunodeficiency virus type 1 burden. Journal of 
Clinical Microbiology. 2007;45(3):891-6. Epub 2007/01/26. 
248. Cassol S, Gill MJ, Pilon R, Cormier M, Voigt RF, Willoughby B, et aL Quantifica­
tion of human immunodeficiency virus type 1 RNA from driea plasma spots collected 
on filter paper. Journal of Clinical Microbiology. 1997;35(11):2795-80l. 
249. Brambilla 0, Jennings C, Aldrovandi G, Bremer J, Comeau AM, Cassol SA, et al. 
Multicenter evaluation of use of dried blood and plasma spot specimens in quanti­
tative assays for human immunodeficiency virus RNA: measurement, precision, and 
RNA stability. J Clin MicrobioL 2003;41(5):1888-93. 
250. ROSSl de Gasperis M, Caione MD, Concato C, Fiscarelli E, Di Pietro N, Salotti V, 
et aL Quantitative recovery of proviral HIV-l DNA from leukocytes by the Dried Buffy 
Coat Spot method for real-time PCR determination. Journal of Virological Methods. 
2010;170(1-2):121-7. 
251. Alam MZ, Shamsuzzaman AI<M, I<uhls 1<, Schonian G. PCR diagnosis of visceral 
leishmaniasis in an endemic region, Mymensingh district, Bangladesh. Tropical Medi­
cine and International Health. 2009;14(5):499-503. 
252. Boggild AI(, Valencia BM, Espinosa D, Veland N, Ramos Ap, Arevalo J, et aL De­
tection and species identification of Leishmania DNA from filter paper lesion impres­
sions for patients with American cutaneous leishmaniasis. Clinical infectious diseases 
: an official publication of the Infectious Diseases Society of America. 2010;50(1):el-
6. Epub 2009/12/02. 
253. Fata A, I<hamesipour A, Mohajery M, Hosseininejad Z, Afzalaghaei M, Berenji F, 
et al. Whatman paper (FTA cards) for ~toring and transferring Leishmania DNA for PCR 
examination. Iranian Journal of Parasltology. 2009;4(4):37-42. 
254. Aye I<S, Matsuoka M, I<ai M, I<yaw 1<, Win AA, Shwe MM, et aL FTA card utility 
for PCR detection of Mycobacterium [eprae. Japanese Journal of Infectious Diseases. 
2011;64(3):246-8. 
255. I<akizawa J, Ushijima H, aka S, Ikeda V, Schroder HC, Muller WE. Detection of 
human immunodeficiency virus-l DNA, RNA and antibody, and occult blood in inac­
tivated saliva: availability of the filter paper disk method. Acta Paediatrica Japonica. 
1996;38(3 ):218-23. 
256. Chibo 0, Riddell MA, Catton MG; Birch CJ. Applicability of oral fluid collected 
onto filter paper for detection and genetic characterization of measles virus strains. 
Journal of Clinical Microbiology. 2005;43(7):3145-9. Epub 2005/07/08. 
257. Mharak'drwa S, Simoloka C, Thuma PE, Shiff CJ, Sullivan DJ. PCR detection 
of Plasmodium falciparum in human urine and saliva samples. Malaria JournaL 
2006;5(103). " 
258. Nuchprayoon S, Saksirisampant W, Jaijakul S, Nuchprayoon I. FlindersTechnol­
ogy Associates (FTA) filter paper-,based DNA extraction with polymerase chain reaction 
(peR) for detection of Pneumocystis jirovecii from respiratory specimens of immu­
nocompromised patients. Journal of Clinical Laboratory Analysis. 2007;21(6):382-6. 
Epub 2007/11/21. 

212 



I) '1

'

'./ r I j 

259. Gustavsson I, Lindell M, Wilander E, Strand A, Gyllensten U. Use of FTA card for 
dry collection, transportation and storage of cervical cell specimen to detect high­
risl< HPV. Journal of Clinical Virology. 2009;46(2):112-6. 
260. I<ailash U, Hedau 5, Gopalkrishna V, Katiyar 5, Das BC A simple 'paper smear' 
method for dry collection, transport and storage of cervical cytological specimens 
for rapid screening of HPV infection by PCR. Journal of Medical Microbiology. 
2002;51(7):606-10. Epub 2002/07/23.' 
261. Banura C, Franceschi 5, van Doorn LJ, Wabwire-Mangen F, Mbidde EI<, Weider­
pass E. Detection of cervical human papillomavirus infection in filter paper samples: 
a comparative study. Journal of Medical Microbiology. 2008;57(Pt 2):253-5. Epub 
2008/01/19. ' 
262. Peltola H, Roine I, Leinonen M, I<uisma L, Mata AG, Arbo A, et al. Diagnosis of 
Streptococcus pneumoniae and Haemophilus influenzae type b meningitis by iden­
tifying DNA from cerebrospinal fluid-impregnated filter paper strips. The Pediatric 
infectIOUs disease journal. 2010;29(2):111-4. Epub 2010/02/06. 
263. Page AL, Alberti I<p, Guenole A, Mondongue V, Lonlas Mayele 5, Guerin PJ, 
et al. Use of filter paper as a transport medium for laboratory diagnosis of cholera 
under field conditIOns. Journal of Clinical Microbiology. 2011;49(8):3021-3. Epub 
2011/06/24. . 
264. Wollants E, Maes P, Thoelen I, Vanneste F, Rahman M, Van Ranst M. Evaluation 
of a norovirus sampling method using sodium dodecyl sulfate/EDTA-pretreated chro­
matography paper strips. Journal of Virological Methods. 2004;122(1):45-8. Epub 
2004/10/19. 
265. Rahman M, Goegebuer T, De Leener 1(, Maes P, Matthijnssens J, Podder G, et 
al. Chromatography paper strip method for collection, transportation, and storage of 
rotavirus RNA in stool samples. Journal of Clinical Microbiology. 2004;42(4):1605-8. 
Epub 2004/04/09. 
266. Zlateva I<T, Maes P, Rahman M, Van Ranst M. Chromatography paper strip 
sampling of enteric adenoviruses type 40 and 41 positive stool specimens. Virology 
Journal. 2005;2:6. Epub 2005/02/12. , 
267. Nozawa N, I<oyano 5, Yamamoto Y, Inami Y, I<urane I, Inoue N. Real-time PCR 
assay using specimens on filter disks as a template for detection of cytomegalovirus 
in urine. J (lin Microbiol. 2007;45(4):1305-7. 
268. Anonymous. World Livestock Disease Atlas: A Quantitative Analysis of Global 
Animal Health Data (2006-2009). The International Bank for Reconstruction and De­
velopment / The World Bank and The TAFs forum. 201l. 
269. Smith LM, Burgoyne LA. Collecting, archiving and processing DNA from wild­
life samples using FTA databasing paper. BMC Ecology. 2004;4:4. Epub 2004/04/10. 
270. Brugh M, Beard CWo Collection and processing of blood samples dried on pa­
per for microassay of Newcastle disease VlrUS and avian influenza virus antibodIes. 
American Journal of Veterinary Research. 1980;41(9):1495-8. 
271. Odongo DO, 5unter JD, I<iara HI(, Skilton RA, Bishop RP. A nested PCR assay ex­
hibits enhanced sensitivity for detection of Theileria parva infections in bovine blood 
samples from carrier animals. Parasitol Res. 2010;106(2):357-65. Epub 2009/11/11. 
272. Kraus RH, van Hooft P, Waldenstrom J, Latorre-Margalef N, Ydenberg RC, Prins 
HH. Avian influenza surveillance with FTA cards: field methods, biosafety, and trans­
portation issues solved. J Vis Exp. 2011(54). Epub 2011/08/19. 
273. Moscoso H, Alvarado I, Hofacre CL. Molecular analysis of infectious bur­
sal disease virus from bursal tissues collected on FTA filter paper. Avian Diseases. 
2006;50(3):391-6. 
274. Muthukrishnan M, 5inganallur NB, Ralla 1(, Villuppanoor SA. Evaluation of FTA 
cards as a laboratory and field sampling device for the detection of foot-and-mouth 
disease virus and serotyping by RT-PCR and real-time RT-PCR. Journal of Virological 
Methods. 2008;151(2):311-6. Epub 2008/07/01. 
275. Wacharapluesadee 5, Phumesin'p, Lumlertdaecha B, Hemachudha T. Diagno­
sis of rabies by use of brain tissue dried on filter paper. Clinical Infectious Diseases. 
2003;36(5):674-5. 
276. Curry P5" Elkin BT, Campbell M, Nielsen I<, Hutchins W, Ribble C, et al. Filter­
paper blood san1ples for ELISA detection of Brucella antibodies in caribou. Journal of 
Wildlife Diseases. 2011;47(1):12-20. 
277. Figueiredo FB, Mad~ira MF, Menezes RC, Pacheco R5, Pires MQ, Furtado MC, et 
al. Efficacy of an indirect immunofluorescence test in the diagnosis of canine leish­
maniosis. Veterinary Journal. 2010;186(1):123-4. 
278. Kalayou 5, Tadelle H, Bsrat A, Abebe N, Haileselassie M, 5challig HD. Sero­
logical evidence of Leishmania donovani infection in apparently healthy dogs using 

213 



ChCJpter 9 - njbtiography 

direct agglutination test (OAT) and rk39 dipstick tests in I<afta Humera, north-west 
Ethiopia. Transbound Emerg Dis. 2011;58(3):255-62. Epub 2011/03/05. 
279. Abdelwhab EM, Luschow 0, Harder TC, Hafez HM. The use of FTA filter papers 
for diagnosis of avian influenza virus. Journal of Virological Methods. 2011;174(1-
2):120-2. . 
280. Matheus S, Chappert JL, Cassadou S, Berger F, Labeau B, Bremand L, et al. Vi­
rological surveillance of dengue in Saint Martin and Saint Barthelemy, French West 
Indies, using blood samples on filter paper. The American journal of tropical medicine 
and hygiene. 2012;86(1):159-65. Epub 2012/01/11. 
281. Craine N, Parry J, O'Toole J, D'Arcy S, Lyons M. Improving blood-borne viral 
diagnosis; clinical audit of the uptake of dried blood spot testing offered by a sub­
stance misuse service. Journal of Viral Hepatitis. 2009;16(3):219-22. 
282. Lukacs l, Dietrich A, Ganschow R, I<ohlschutter A, I<ruithof R. Simultaneous 
determination of HIV antibodies, hepatitis C antibodies, and hepatitis B antigens in 
dried blood spots - A feasibility study using a multi-analyte immunoassay. Clinical 
Chemistry and Laboratory Medicine. 2005;43(2):141-5. 
283. De Crignis E, Re MC, Cimatti L, lecchi L, Gibellini D. HIV-l and HCV detection 
in dried blood-spots by SYBR Green multiplex real-time RT-PCR. Journal of Virological 
Methods. 2010;165(1):51-6. 
284. Mercader S, Featherstone 0, Bellini WJ. Comparison of available methods to 
elute serum from dried blood spot samples for measles serology. Journal of Virologi­
cal Methods. 2006;137(1):140-9. 
285. Gohring 1<, Dietz I<, Hartleif S, Jahn G, Hamprecht I<. Influence of different ex­
traction methods and PCR techniques on the sensitivity of HCMV-DNA detection in 
dried blood spot (DBS) filter cards. Journal of Clinical Virology. 2010;48(4):278-81. 
286. Bossuyt PM, Reitsma JB. The STARD initiative. Lancet. 2003;361(9351):71. 
Epub 2003/01/09. 
287. WHO. Global report 2011: Global HIV/AIDS response Geneva: WHO UNAIDS, 
2011. 
288. Ferradini L, Jeannin A, Pinoges L, Izopet J, Odhiambo 0, Mankhambo L, et al. 
Scaling up of highly active antiretroviral therapy in a rural district of Malawi: an ef­
fectiveness assessment. Lancet. 2006;367(9519):1335-42. Epub 2006/04/25. 
289. Andreotti M, Pirillo M, Guidotti G, Ceffa S, Paturzo G, Germano P, et al. Correla­
tion between HIV-l viral load quantification in plasma, dried blood spots, and dried 
plasma spots using the Roche COBAS Taqman assay. J Clin Virol. 2010;47(1):4-7. Epub 
2009/12/08. 
290. UNAIDS. Together we will end AIDS. Geneva: Joint United Nations Programma 
on HIV/AIDS, 2012. 
291. WHO. diagnostics and laboratory Technology. [17-5-2012]; Available from: 
http://www.who.intldiagnostics laboratory/evaluatlOns/viral load/en/. 
292. Crowe SM, Turnbull SP, Oelrichs R, Dunne AL. Monitoring Human Immunode­
ficiency Virus Infection in Resource-Constrained Countries. Clmical Infectious Dis­
eases.2003;37(Suppll):S25-S35. 
293. Fiscus SA, Cheng B, Crowe SM, Demeter L, Jennings C, Miller V, et al. HIV-l 
Viral Load Assays for Resource-Limited Settings. PLosMedicine. 2006;3(10). 
294. Solomon SS, Pulimi S, Rodriguez, II, Chaguturu SI<, Satish I<umar SI(, Mayer I<H, 
et al. Dried blood spots are an acceptable and useful HIV surveillance tool in a remote 
developing world setting. International journal of STD & AIDS. 2004;15(10):658-61. 
295. Solomon SS, Solomon S, Rodriguez, II, McGarvey ST, Ganesh AI<, Thyagarajan 
Sp, et al. Dried blood spots (DBS): a va[uable tool for HIV surveillance in deve[oping/ 
tropical countries. International journal of STD & AIDS. 2002;13(1):25-8. 
296. Garrido C, lahonero N, Corral A, Arredondo M, Soriano V, de Mendoza C. Cor­
relation between human immunodeficiency virus type 1 (HIV-l) RNA measurements 
obtained with dried blood spots and those obtained with plasma by use of Nuclisens 
EasyQ HIV-l and Abbott RealTime HIV load tests. J Clin Microbiol. 2009;47(4):1031-
6. Epub 2009/02/06. 
297. Bertagnolio Sp, NT. Jordan, M. Brooks, J. Dried blood spots for HIV-l Drug Re­
sistance and Viral Load Testing: A review of Current knowledge and WHO efforts for 
Global HIV Drug Resistance Surveillance. AIDS review. 2010;12:195-208. 
298. Anitha 0, Jacob S, Ganesan A, Sushi I<. Diagnosis of HIV-l infection in infants 
using dried blood spots in Jamil Nadu, South ,India. Indian Journal of Sexually Trans­
mitted Diseases. 2011;32(2):99;:102. 
299. Sherman GG, Stevens G, Jones SA, Horsfield P, Stevens WS. Dried blood spots 
improve access to HIV diagnosis and care for infants in low-resource settings. Journal 
of Acquired Immune Deficiency Syndromes: JAIDS. 2005;38(5 ):615-7. 

214 



Cf-l,-:Jntr-' 0 ----- H;I--'ll'("'Trc-r)!l",'/ 
._" __ I r- j '_ j./ 0.·' ! L.J .) L"-, I r I 

300. Stevens W, Erasmus L, Moloi M, Taleng T, Sarang S. Performance of a novel 
human immunodeficiency virus (HIV) type 1 total nucleic acid-based real-time PCR 
assay using whole blood and dried blood spots for diagnosis of HIV in infants. Journal 
of clmical microbiology. 2008;46(12):3941-5. 
301. Arredondo M, Garrido C, Parkin N, Zahonero N, Bertagnolio S, Soriano V, et al. 
Comparison of HIV-l RNA Measurements Obtained by Using Plasma and Dried Blood 
Spots in the Automated Abbott Real-Time Viral Load Assay. Journal of clinical micro-
biology. 2012;50(3):569-72. Epub 2011/12/16. . 
302. Ikomey GM, Atashili J, Okomo-Assoumou MC, Mesembe M, Ndumbe PM. Dried 
blood spots versus plasma for the quantification of HIV-l RNA using the manual 
(PCR-ELlSA) amplicor monitor HIV-l version 1.5 assay in Yaounde, Cameroon. J Int 
Assoc Physicians AIDS Care (Chic Ill). 2009;8(3):181-4. Epub 2009/04/10. 
303. Kane CT, Ndiaye HD, Diallo S, Ndiaye I, Wade AS, Diaw PA, et aL Quantitation 
of HIV-l RNA in dried blood spots by the real-time NucliSENS EasyQ HIV-l assay in 
Senegal. Journal of virological methods. 2008;148(1-2):291-5. 
304. Marconi A, Balestrieri M, Comastri G, Pulvirenti FR, Gennari W, Tagliazucchi S, 
et al. Evaluation of the Abbott Real-Time HIV-l quantitative assay with dried blood 
spot specimens. Clin Microbiollnfect. 2009;15(1):93-7. Epub 2009/02/18. 
305. Mbida AD, Sosso S, Flori P, Saoudin H, Lawrence P, Monny-Lobe M, et al. Mea­
sure of viral load by using the Abbott Real-Time HIV-l assay on dried blood and plas­
ma spot specimens collected in 2 rural dispensaries in Cameroon. Journal of acquired 
immune deficiency syndromes (1999).2009;52(1):9-16. Epub 2009/07/22. 
306. Pirillo MF, Recordon-Pinson P, Andreotti M, Mancini MG, Amici R, Giuliano M. 
Quantification of HIV-RNA from dried blood spots using the Siemens VERSANT(R) HIV-
1 RNA (kPCR) assay. The Journal of antimicrobial chemotherapy. 2011;66(12):2823-6. 
Epub 2011/09/21. 
307. Rottinghaus EK, Ugbena R, Diallo I<, Bassey 0, Azeez A, Devos J, et al. Dried 
Blood Spot Specimens Are a Suitable Alternative Sample Type for HIV-l Viral Load 
Measurement and Drug Resistance Genotyping in Patients Receiving First-Line Anti­
retroviral Therapy. Clin Infect Dis. 2012;54(8):1187-95. Epub 2012/03/14. 
308. van Deursen P, Oosterlaken T, Andre P, Verhoeven A, Bertens L, Trabaud MA, et 
al. Measuring human immunodeficiency virus type 1 RNA loads in dried blood spot 
specimens using NucliSENS EasyQ HIV-l v2.0. J Clin Virol. 2010;47(2):120-5. Epub 
2009/12/19. 
309. Vidya M, Saravanan S, Rifkin S, Solomon SS, Waldrop G, Mayer KH, et al. 
Dried blood spots versus plasma for the quantitation of HIV-l RNA using a real­
Time PCR, m2000rt assay. Journal of virological methods. 2012;181(2):177-81. Epub 
2012/03/10. 
310. WHO. Towards Universal Access Scaling up priority HIV/AIDS interventions in 
the health sector: Progress Report 2010. Geneva: WHO, UNAIDS, UNICEF, 2010. 
311. Cohen AB, Hatgi IN, Wisseman CL, Jr. Storage stability of different antibody 
species against arbovirus and rickettsial antigens in blood dried on filter paper discs. 
American journal of epidemiology. 1969;89(3):345-52. Epub 1969/03/01. 
312. Guimaraes MC, Castilho -EA, Celeste BJ, Nakahara OS, Netto VA. Long-term 
storage of IgG and IgM on filter paper for use in parasitic disease seroepidemlOlogy 
surveys. Bull Pan Am Health Organ. 1985;19(1):16-28. Epub 1985/01/01. 
313. Ganju L, Gaur A, Talwar GP. Use of filter paper discs as substrate for collection 
and storage of blood samples for screening of anti-tetanus toxoid antibodies. Diagn 
Clin Immunol. 1988;5(5):262-5. Epub 1988/01/01. 
314. Kageha S, Okoth V, Kadima S, Vihenda S, Okapesi E, Nyambura E, et al. Discrep­
ant test findings in Early Infant Diagnosis of HIV in a National Reference Laboratory 
in Kenya: ChalIenges and Opportunities for Programs. Journal of tropical pediatrics. 
2011. Epub 2011/11/05. 
315. Nkenfou CN, Lobe EE, Ouwe-Missi-Oukem-Boyer 0, Sosso MS, Dambaya B, 
Gwom LC, et al.lmplementation of HIV early infant diagnosis and HIV type 1 RNA viral 
load determination on dried blood spots in cameroon: challenges and propositions. 
AIDS research and human retroviruses. 2012;28(2):176-81. Epub 2011/06/18. 
316. Nuwagaba-Biribonwoha H, Werq-Semo B, Abdallah A, Cunningham A, Gama­
liel JG, Mtunga S, et al. Introducing a multi-site program for early diagnosis of HIV 
infection arrong HIV-exposed infants in Tanzania. BMC pediatrics. 2010;10:44. Epub 
2010/06/23. " 
317. Rollins N, Mzolo S, Moodley T, Esterhuizen T, van Rooyen H. Universal HIV 
testing of infants at immunization clinics: an acceptable and feasible approach 
for early infant diagnosis in high HIV prevalence settings. AIDS (London, England). 
2009;23(14):1851-7. Epub 2009/06/06. 

215 



C h ',) t (:. r 9 -- U i l) :)) r ~) !-~.; 
- . ) 

318. Lilian RR, Bhowan 1<, Sherman GG. Early diagnosis of human immunodeficien­
cy virus-l infection in infants with the NucliSens EasyQ assay on dried blood spots. 
Journal of Clinical Virology. 2010;48(1):40-3. 
319. Monleau M, Butel C, Delaporte E, Boillot F, Peeters M. Effect of storage condi­
tions of dried plasma and blood spots on HIV-l RNA quantification and PCR ampli­
fication for drug resistance genotyping. The Journal of antimicrobial chemotherapy. 
2010;65(8):1562-6. Epub 2010/06/15. 
320. Mutasa 1<, Ntozini R, Prendergast A, Iliff P, Rukobo S, Moulton LH, et aL Impact 
of Six-Week Viral Load on Mortality in HIV-Infected Zimbabwean Infants. Pediatr In-
fect Dis J. 2012. Epub 2012/06/30. 
321. WHO. WHO recommendations on the diagnosis of HIV infection in infants and 
children. World Health Organisation, 2010. 
322. WHO. Guidelines for Assuring t.he Accuracy and Reliability of HIV Rapid Test­
ing: Applying a Quality System Approach. 2005. 
323. Granade TC, Parekh BS, Tih PM, Welty T, Welty E, Bulterys M, et al. Evaluation of 
rapid prenatal human immunodeficiency virus testing in rural cameroon. Clin Diagn 
Lab ImmunoL 2005;12(7):855-60. 
324. Lyamuya EF, Aboud S, Urassa WI<, Sufi J, Mbwana J, Ndugulile F, et al. Evalu­
ation of simple rapid HIV assays and development of national rapid HIV test algo­
rithms in Dar es Salaam, Tanzania. BMC Infect Dis. 2009;9:19. Epub 2009/02/20. 
325. Rouet F, Ekouevi 01<, Inwoley A, Chaix ML, Burgard M, Bequet L, et aL Field 
evaluation of a rapid human immunodeficiency virus (HIV) serial serologic testing al­
gorithm for diagnosis and differentiation of HIV type 1 (HIV-l), HIV-2, and dual HIV-l­
FiIV-2 infections in West African pregnant women. J Clin MicrobioL 2004;42(9):4147-
53. Epub 2004/09/15. 
326. Chico RM, Mayaud P, Ariti C, Mabey 0, Ronsmans C, Chandramohan D. Preva­
lence of malaria and sexually transmitted and reproductive tract infections in preg­
nancy in sub-Saharan Africa: a systematic review. JAM A : the journal of the American 
Medical Association. 2012;307(19):2079-86. Epub 2012/06/06. 
327. Watson-Jones 0, Changalucha J, Gumodoka B, Weiss H, Rusizoka M, Ndeki L, 
et aL Syphilis in pregnancy in Tanzania. I. Impact of maternal syphilis on outcome of 
pregnancy. J Infect Dis. 2002;186(7):940-7. Epub 2002/09/17. 
328. Watson-Jones 0, Gumodoka B, Weiss H, Changalucha J, Todd J, Mugeye 1<, et 
aL Syphilis in pregnancy in Tanzania. II. The effectiveness of antenatal syphilis screen­
ing and single-dose benzathine penicillin treatment for the prevention of adverse 
pregnancy outcomes. J Infect Dis. 2002;186(7):948-57. Epub 2002/09/17. 
329. I<ingston M, French P, Goh B, Goold P, Higgins S, Sukthankar A: et aL UI< Nation­
al Guidelines on the Management of Syphilis 2008. Int J STD AIDS. 2008;19(11):729-
40. Epub 2008/10/22. 
330. Tsang RS, Martin IE, Lau A, Sawatzky P. Serological diagnosiS of syphilis: com­
parison of the Trep-Chek IgG enzyme immunoassay with other screening and confir­
matory tests. FEMS Immunol Med MicrobioL 2007;51(1):118-24. Epub 2007/09/15. 
331. Aktas G, Young H, Moyes A, Badur S. Evaluation of the serodia Treponema 
pallidum particle agglutination, the Murex Syphilis ICE and the Enzywell TP tests for 
serodiagnosis of syphilis. Int J STD AIDS. 2005;16(4):294-8. Epub 2005/05/19. 
332. Mabey 0, Peeling RW, Ballard R, Benzaken AS, Galban E, Changalucha J, et aL 
Prospective, multi-centre clinic-based evaluation of four rapid diagnostic tests for 
syphilis. Sex Transm Infect. 2006;82 Suppl5:V13-6. Epub 2007/01/12. 
333. Binnicker MJ, Jespersen OJ, Rollins LO. Treponema-specific tests for se­
rodiagnosis of syphilis: comparative evaluation of seven assays. J Clin MicrobioL 
2011;49(4):1313-7. Epub 2011/02/25. 
334. TAZAMA. tazama project. 2011 [cited 2011]; Available from: http://www taza­
maproject.org/pub0006.shtmL 
335. Wambura M, Urassa M, Isingo R, Ndege M, Marston M, Slaymaker E, et aL 
HIV prevalence and incidence in rural Tanzama: results from 10 years of follow-up 
in an open-cohort study. J Acquir Immune Defic Syndr. 2007;46(5):616-23. Epub 
2007/11/29. 
336. Mabey DC, Sollis I<A, I<elly HA, Benzaken AS, Bitarakwate E, Changalucha J, et 
aL Point-of-Care Tests to Strengthen Health Systems and Save Newborn Lives: The 
Case of Syphilis. PLoS Med. 2012;9(6):el001233. Epub 2012/06/22. 
337. Everett DB, Weiss HA, Changalucha J, Anemona A, Chirwa T, Ross DA, et aL Low 
specificity of the Murex fourth-generation HIV enzyme immunoassay in Tanzanian 
adolescents. Trop Med Int Health. 2007;12( 11):1323-6. Epub 2007/10/24. 
338. Gasasira AF, Dorsey 'G, I<amya MR, Havlir 0, I<iggundu M, Rosenthal PJ, et 
aL False-positive results of enzyme immunoassays for human immunodeficien-

216 



cy virus in patients with uncomplicated malaria. Journal of clinical microbiology. 
2006;44(8):3021-4. Epub 2006/08/08. 
339. Foncl< 1<, Claeys P, Bashir F, Bwayo J, Fransen L, Temmerman M. Syphilis control 
during pregnancy: effectiveness and sustainability of a decentralized program. Am J 
Public Health. 2001;91(5)":705-7. Epub 2001/05/10. 
340. Gift TL, Pate MS, Hook EW, 3rd, I<assler Wl The rapid test paradox: when fewer 
cases detected lead to more cases treated: a decision analysis of tests for Chlamydia 
trachomatis. Sex Transm Dis. 1999;26(4):232-40. Epub 1999/05/04. 
341. Temmerman M, Gilks CF, Sanghri HC Spontaneous and induced abortions at 
I<enyatta National Hospital, Nairobi, I<enya. Int J Gynaecol Obstet. 1993;41(2):182-3. 
Epub 1993/05/01. 
342. Bronzan RN, Mwesigwa-I<ayongo DC, Narkunas 0, Schmid Gp, Neilsen GA, Bal­
lard RC, et al. On-site rapid antenatal syphilis screening with an immunochromato­
graphic strip improves case detection and treatment in rural South African clinics. Sex 
Transm Dis. 2007;34(7 Suppl):S55-60. Epub 2006/12/02. 
343. Backhouse JL, Lee MH, Nesteroff 51, Hudson BJ, Hamilton PA. Modified indirect 
hemagglutination test for detection of treponemal antibodies in finger-prick blood. J 
Clin Microbiol. 1992;30(3):561-3. Epub 1992/03/01. 
344. Coates GL, Guarenti L, Parker Sp, Willumsen JF, Tomkins AM. Evaluation of 
the sensitivity and specificity of a Treponema palUdum dried blood spot technique 
for use in the detection of syphilis. Trans R Soc Trop Med Hyg. 1998;92(1):44. Epub 
1998/08/06. . 
345. Victora CG, Rubens CE, Group GR. Global report on preterm birth and stillbirth 
(4 of 7): delivery of interventions. BMC pregnancy and childbirth. 2010;10 Suppll:S4. 
Epub 2010/03/27. 
346. Vickerman P, Peeling RW, Terris-Prestholt F, Changalucha J, Mabey 0, Watson­
Jones 0, et al. Modelling the cost-effectiveness of introducing rapid Syphllis tests into 
an antenatal syphilis screening programme in Mwanza, Tanzama. Sex Transm Infect. 
2006;82 Suppl5:v38-43. Epub 2007/01/12. 
347. Aledort JE, Ronald A, Rafael ME, Girosi F, Vickerman P, Le Blancq SM, et al. Re­
ducing the burden of sexually transmitted infections in resource-limited settings: the 
role of improved diagnostics. Nature. 2006;444 Suppl 1:59-72. Epub 2006/12/13. 
348. Dada Y, Milord F, Frost E, Manshande JP, I<amuragiye A, Youssouf J, et al. The 
Indian Ocean paradox revisited: HIV and sexually transmitted infections in the Co­
moros. Int J STD AIDS. 2007;18(9):596-600. Epub 2007/09/06. 
349.. Boillot F, Peeters M, I<osia A, Delaporte E. Prevalence of the )luman immuno­
deficiency virus among patients with tuberculosis in Sierra Leone, established from 
dried blood spots on filter paper. Int J Tuberc Lung Dis. 1997;1(6):493-7. 
350. Lakshmi V, Sudha T, Bhanurekha M, Dandona L. Evaluation of the Murex HIV 
Ag/Ab Combination assay when used with dried blood spots. Clin Microbiollnfect. 
2007;13( 11):1134-6. 
351. Castro AC, Borges LG, Souza Rda 5, Grudzinski M, D'Azevedo PA. Evaluation of 
the human immunodeficiency virus type 1 and 2 antibodies detection in dried whole 
blood spots (DBS) samples. Rev Inst Med Trop Sao Paulo. 2008;50(3):151-6. Epub 
2008/07/08. 
352. Mashange W, Soko W, Gomo E. Validation of a simple and cheap gelatin par­
ticle agglutinatlOn test for human immunodeficiency virus using dried blood spot 
samples. Cent Afr J Med. 2003;49(1-2):5-8. 
353. Gillet P, Mukadi P, Vernelen I<, Van Esbroeck M, Muyembe JJ, Bruggeman C, et 
al. External quality assessment on the use of malaria rapid diagnostic tests in a non­
endemic setting. Malar 1 2010;9:359. Epub 2010/12/15. 
354. Global health diagnostics. 2012; Available from: http://globalhealthdiagnos-

~§~~ghC-o~/SEROLOGIC ASSAYS FOR HUMAN IMMUNODEFICIENCY VIRUS ANTIBODY 
IN DRIED-BLOOD SPECIMENS COLLECTED ON FILTER PAPER. 
356. Parekh BS AJ, Patel H, Downer M, I<alou M, Gichimu C, I<eipkerich BS, Clement 
N, Omondi M, Mayer 0, Ou CY, Nkengasong IN. Dried tube specimens: A simple and 
cost-effective method for preparation of HIV proficiency testing panels and quality 
control materials for use in resource-limited settings. Journal of Virological Methods. 
2010;163(2):295-300. 
357. Rapid syphilis test toolldt. 2011; Available from: http://www.lshtm.ac.uk/itd/ 
crd/resea rchl ra pi dsrP hili 5too lkitli n dex. htm l. 
358. Staikowsky~Talarmin F, Grivard P, Souab A, Schuffenecker I, Le Roux 1<, et al. 
Prospective study of Chikungunya virus acute infection in the Island of La Reunion 
during the 2005-2006 outbreak. PLoS One. 2009;4(10):e7603. Epub 2009/11/07. 

217 



359. ITDprimer. Available from: http://eu.ldtdna.com/analyzer/Applicatlons/Oligo­
Analyzer. 
360. Garcia-Esteban C, Gil H, Rodriguez-Vargas M, Gerrikagoitia X, Barandika J, Es­
cudero R, et al. Molecular method for BartoneUa species identification in clinical and 
environmental samples. J Clin Microbiol. 2008;46(2):776-9. Epub 2007/12/21. 
361. Leparc-Goffart I, Baragatti M, Temmam 5, Tuiskunen A, Moureau G, Charrel R, 
et al. Development and validation of real-time one-step reverse transcription-PCR 
for the detection and typing of dengue viruses. J Clin Virol. 2009;45(1):61-6. Epub 
2009/04/07. 
362. Henry KM, Jiang J, Rozmajzl PJ, Azad AF, Macaluso KR, Richards AL. Develop­
ment of quantitative real-time PCR assays to detect Rickettsia typhi and Rickettsia 
felis, the causative agents of murine typhus and flea-borne spotted fever. Mol Cell 
Probes. 2007;21(1):17-23. Epub 2006L08/09. 
363. Jiang J, Chan TC, Temenak JJ, Dasch GA, Ching WM, Richards AL. Development 
of a quantitative real-time polymerase chain reaction assay specific for Orientia tsu­
tsugamushi. Am J Trop Med Hyg. 2004;70(4):351-6. Epub 2004/04/22. 
364. Smythe LD, Smith IL, Smith GA, Dohnt MF, Symonds ML, Barnett LJ, et al. A 
quantitative PCR (TaqMan) assay for pathogenic Leptospira spp. BMC Infect Dis. 
2002;2:13. Epub 2002/07/09. ' 
365. Ruan W, Lai M. Actin, a reliable marker of internal control? Clinica chimica acta; 
international journal of clinical chemistry. 2007;385(1-2):1-5. Epub 2007/08/19. 
366. 'Zhong H, Simons JW. Direct comparison of GAPDH, beta-actin, cyclophilin, and 
28S rRNA as internal standards for quantifying RNA levels under hypoxia. Biochemical 
and biophysical research communications. 1999;259(3):523-6. Epub 1999/06/12. 
367. CDC. Blood collection and handling Dried Blood Spots (DBS). Available from: 
wwwn.cdc.gov/dls/ila/hivtraining/trai nersguide/pdf /presentations/ Mod u le 14Pre­
sentation.ppt -
368. Naze F, Le Roux K, Schuffenecker I, Zeller H, Staikowsky F, Grivard P, et al. Si­
multaneous detection and quantitation of Chikungunya, dengue and West Nile virus­
es by multiplex RT-PCR assays and dengue virus typing using nigh resolution melting. 
J Virol Methods. 2009;162(1-2):1-7. Epub 2009/09/24., 
369. Dos Santos HW, Poloni TR, Souza KP, Muller VD, Tremeschin F, Nali LC, et al. A 
simple one-step real-time RT-PCR for diagnosis of dengue virus infection. J Med Virol. 
2008;80(8):1426-33. Epub 2008/06/14. 
370. Klungthong C, Gibbons RV, Thaisomboonsuk B, Nisalak A, Kalayanarooj S, Thi­
rawuth V, et al. Dengue virus detection using whole blood for reve,rse transcriptase 
PCR and virus isolation. J Clin Microbiol. 2007;45(8):2480-5. Epub 2007/05/25. 
371. Bai Z, Liu L, Tu Z, Vao L, Liu J, Xu B, et al. Real-time PCR for detecting circu­
lating dengue virus in the Guangdong Province of China in 2006. J Med Microbiol. 
2008;57(Pt 12):1547-52. Epub 2008/11/20. 
372. Gurukumar KR, Priyadarshini D, Patil JA, Bhagat A, Singh A, Shah PS, et al. De­
velopment of real time PCR for detection and quantltation of Dengue Viruses. Virol J. 
2009;6:10. Epub 2009/01/27. 
373. Anwar A, Wan G, Chua KB, August JT, Too HP. Evaluation of pre-analytical vari­
ables in the quantification of dengue virus by real-time polymerase chain reaction. J 
Mol Diagn. 2009;11(6):537-42. Epub 2009/10/10. 
374. Brown JL, Wilkinson R, Davidson RN, Wall R, Lloyd G, Howells J, et al. Rapid 
diagnosis and determination of duration of viraemia in dengue fever using a reverse 
transcriptase polymerase chain reaction. Trans R Soc Trop Med Hyg. 1996;90(2):140-
3. Epub 1996/03/01. 
375. Callahan JD, Wu SJ, Dion-Schultz A, Mangold BE, Peruski LF, Watts DM, et al. De­
velopment and evaluation of serotype- and group-specific fluorogenic reverse tran­
scriptase PCR (TaqMan) assays for dengue virus. J Clin Microbiol. 2001;39(11):4119-
24. Epub 2001/10/30. 
376. Chien LJ, Liao TL, Shu PV, Huang JH, Gubler DJ, Chang GJ. Development of real­
time reverse transcriptase PCR assays to detect and serotype dengue viruses. J Clin 
Microbiol. 2006;44(4):1295-304. Epub 2006/04/07. 
377. Chutinimitkul 5, Payungporn S, Theamboonlers A, Poovorawan Y. Dengue typ­
ing assay based on real-time PCR using SVBR Green I. J Virol Methods. 2005;129(1):8-
15. Epub 20C5/06/09. 
378. Das S, Pingle MR, Munoz-Jordan J, Rundell MS, Rondini S, Granger K, et al. De­
tection and serotyping of dengue virus in ,serum samples by multiplex reverse tran­
scriptase PCR-ligase detection reaction assay. J Clin MlCrobiol. 2008;46(10):3276-84. 
Epub 2008/08/08. ~ 
379. Dash PK, Parida M, Santhosh SR, Saxena P, Srivastava A, Neeraja M, et al. De-

218 



C r~ ~; pte r 9 - E i h l i C) g rap h y 

velopment and evaluation of a 1-step duplex reverse transcription polymerase chain 
reaction for differential diagnosis of chikungunya and dengue infection. Diagn Micro­
biollnfect Dis. 2008;62(1):52-7. Epub 2008/06/28. 
380. de Araujo JM, de Filippis AM, Schatzmayr HG, de Araujo ES, Britto C, Cardoso 
MA, et al. Quantification of dengue virus type 3 RNA in fatal and non-fatal cases in 
Brazil, 2002. Trans R Soc Trop Med Hyg. 2009;103(9):952-4. Epub 2009/03/06. 
381. Drosten C, Gottig S, Schilling S, Asper M, Panning M, Schmitz H, et al. Rapid de­
tection and quantification of RNA of Ebola and Marburg viruses, lassa virus, Crimean­
Congo hemorrhagic fever virus, Rift VaLLey fever virus, dengue virus, and )'eLLow fever 
virus by real-time reverse transcription-PCR. J Clin Microbiol. 2002;40(7):2323-30. 
Epub 2002/06/29. 
382. Gomes AL, Silva AM, Cordeiro MT, Guimaraes GF, Marques ET, Jr., Abath FG. 
Single-tube nested PCR using immobilized internal primers for the identification of 
dengue virus serotypes. J Virol Methods. 2007;145(1):76-9. Epub 2007/06/19. 
383. Houng HS, Chung-Ming Chen R, Vaughn OW, Kanesa-thasan N. Development 
of a tluorogenic RT-PCR system for quantitative identification of dengue virus se­
rotypes 1-4 using conserved and serotype-specific 3' noncoding sequences. J Virol 
Methods. 2001;95(1-2):19-32. Epub 2001/05/30. 
384. Jittmittraphap A, Thammapalo S, Ratanasetyuth N, Wongba N, Mammen MP, 
Jampangern W. Rapid detection of dengue viral RNA in mosquitoes by nucleic acid­
sequence based amplification (NASBA). Southeast Asian J Trop Med Public Health. 
2006;37(6):1117-24. Epub 2007/03/06. . 
385. Munoz-Jordan Jl, Collins CS, Vergne E, Santiago GA, Petersen L, Sun W, et aL 
Highly sensitive detection of dengue virus nucleic acid in samples from clinically ill 
patients. J Clin Microbiol. 2009;47(4):927-31. Epub 2009/02/20. 
386. Warrilow 0, Northill JA, Pyke A, Smith GA. Single rapid TaqMan fluoro­
genic probe based PCR assay that detects all four dengue serotypes. J Med Virol. 
2002;66(4):524-8. Epub 2002/02/22. 
387. Ito M, Takasaki T, Yamada K, Nerome R, Tajima S, I(urane I. Development and 
evaluation of fluorogenic TaqMan reverse transcriptase PCR assays for detection of 
dengue virus types 1 to 4. J Clin Microbiol. 2004;42(12):5935-7. Epub 2004/12/08. 
388. Singh I<, lale A, Eong Ooi E, Chiu ll, Chow VT, Tambyah P, et al. A prospec­
tive clinical study on the use of reverse transcription-polymerase chain reaction for 
the early diagnosis of Dengue fever. J Mol Diagn. 2006;8(5):613-6; quiz 7-20. Epub 
2006/10/27. 
389., I(umaria R, Chakravarti A. Molecular detection and serotypic.characterization 
of dengue viruses by single-tube multiplex reverse transcriptase-polymerase chain 
reaction. Diagn Microbiollnfect Dis. 2005;52(4):311-6. Epub 2005/07/05. 
390. Sadon N, Delers A, Jarman RG, /(lungthong C, Nisalak A, Gibbons RV, et al. A 
new quantitative RT-PCR method for sensitive detection of dengue virus in serum 
samples. J Virol Methods. 2008;153(1):1-6. Epub 2008/07/26. 
391. Saxena P, Dash PI(, Santhosh SR, Shrivastava A, Parida M, Rao PL. Development 
and evaluation of one step single tube multiplex RT-PCR for rapid detection and typ­
ing of dengue viruses. Virol J. 2008;5:20. Epub 2008/02/01. 
392. Johnson BW, Russell BJ, Lanciotti RS. Serotype-specific detection of den­
gue viruses in a fourplex real-time reverse transcriptase PCR assay. J Clin MicrobioL 
2005;43(10):4977-83. Epub 2005/10/07. 
393. de Oliveira Poersch C, Pavoni DP, Queiroz MH, de Borba L, Goldenberg S, dos 
Santos CN, et al. Dengue virus infections: comparison of methods for diagnosing the 
acute disease. J Clin Virol. 2005;32(4):272-7. Epub 2005/03/23. 
394. Levi JE, Tateno AF, Machado AF, Ramalho DC, de Souza VA, Guilarde AD, et al. 
Evaluation of a commercial real-time PCR kit for detection of dengue virus in sam­
ples collected during an outbreak in Goiania, Central Brazil, in 2005. J Clin MicrobioL 
2007;45(6):1893-7. Epub 2007/04/06. 
395. Kong YY, Thay CH, Tin TC, Devi S. Rapid detection, serotyping and quan­
titation of oengue viruses by TaqMan real-time one-step RT-PCR. J Virol Methods. 
2006;138(1-2):123-30. Epub 2006/09/27. 
396. Wang WI(, Lee CN, /(ao Cl, Lin Yl, /(ing Cc. Quantitative competitive re­
verse transcription-PCR for quantification of dengue virus RNA. J Clin Microbiol. 
2000;38(9):3306-10. Epub 2000/09/02. 
397. Phongmany S, Rolain JM, Phetsouvanh R, Blacksell SO, Soukkhaseum V, Ra­
sachack B, et aL Rickettsial infections and fever, Vientiane, Laos. Emerg Infect Dis. 
2006;12(2):256-62. Epub 2006/02/24. 
398. /(im OM, Yun NR, Yang'TY, Lee JH, Yang JT, Shim SI<, et al. Usefulness of nested 
PCR for the diagnosis of scrub typhus in clinical practice: A prospective study. Am J 

219 



Trop Med Hyg. 2006;75(3):542-5. Epub 2006/09/14. 
399. Paris DH, Aukkanit N, Jenjaroen I<, Blacksell SO, Day NP. A highly sensitive 
quantitative real-time PCR assay based on the groEL gene of contemporary Thai 
strains of Orientia tsutsugamushi. Clin Microbiol Infect. 2009;15(5):488-95. Epub 
2009/05/07. 
400. Paris DH, Blacksell SO, Newton PN, Day NP. Simple, rapid and sensitive detec­
tion of Orientia tsutsugamushi by loop-isothermal DNA amplification. Trans R Soc 
Trop Med Hyg. 2008;102(12):1239-46. Epub 2008/06/21.-
401. Paris DH, Blacksell SO, Stenos J, Graves SR, Unsworth NB, Phetsouvanh R, et 
aL Real-time multiplex PCR assay for detection and differentiation of rickettsiae and 
orientiae. Trans R Soc Trop Med Hyg. 2008;102(2):186-93. Epub 2007/12/21. 
402. Saisongkorh W, Chenchittikul M, Silpapojakull<. Evaluation of nested PCR for 
the diagnosis of scrub typhus among patients with acute pyrexia of unknown origin. 
Trans R Soc Trop Med Hyg. 2004;98(6):360-6. Epub 2004/04/22. 
403. Leitner M, YitzhaTd S, Rzotkiewicz S, I<eysary A. Polymerase chain reaction­
based diagnosis of Mediterranean spotted fever in serum and tissue samples. Am J 
Trop Med Hyg. 2002;67(2):166-9. Epub 2002/10/23. 
404. Sonthayanon P, Chierakul W, Wuthiekanun V, Phimda 1<, Pukrittayakamee S, 
Day Np, et aL Association of high Orientia tsutsugamushi DNA loads with disease of 
greater severity in adults with scrub typhus. J Clin MicrobioL 2009;47(2):430-4. Epub 
2008/12/19. 
405. . Kramme S, An le V, Khoa NO, Trin le V, Tannich E, Rybniker J, et al. Orientia 
tsutsugamushi bacteremia and cytokine levels in Vietnamese scrub typhus patients. 
J Clin MicrobioL 2009;47(3):586-9. Epub 2009/01/16. 
406. Bakshi 0, Singhal P, Mahajan SI<, Subramaniam P, Tuteja U, Batra HV. Devel­
opment of a real-time PCR assay for the diagnosis of scrub typhus cases in India 
and evidence of the prevalence of new genotype of O. tsutsugamushi. Acta Trop. 
2007;104(1):63-71. Epub 2007/09/18. 
407. De Sousa R; Edouard-Fournier P, Santos-Silva M, Amaro F, Bacellar F, Raoult 
D. Molecular detection of Rickettsia felis, Rickettsia typhi and two genotypes close­
ly related to Bartonella elizabethae. Am J Trop Med Hyg. 2006;75(4):727-31. Epub 
2006/10/14. 
408. Stoddard RA, Gee JE, Wilkins pp, McCaustland 1<, Hoffmaster AR. Detection of 

E
athogenic Leptospira spp. through TaqMan polymerase chain reaction targeting the 
ipL32 gene. Diagn Microbiollnfect Dis. 2009;64(3):247-55. Epub 2009/04/28. 

409.. Djadid NO, Ganji ZF, Gouya MM, Rezvani M, Zakeri S. A simple and rapid nested 
polymerase chain reaction-restriction fragment length polymorphism technique for 
differentiation of pathogenic and nonpathogenic Leptospira spp. Diagn Microbiolln­
fect Dis. 2009;63(3):251-6. Epub 2008/12/23. 
410. Ooteman MC, Vago AR, Koury MC Potential application of low-stringency sin­
gle specific primer-PCR in the identification of Leptospira in the serum of patients with 
suspected leptospirosis. Can J MicrobioL 2004;50(12):1073-9. Epub 2005/02/17. 
411. I<ositanont U, Rugsasuk S, Leelaporn A, Phulsuksombati 0, Tantitanawat S, 
Naigowit P. Detection and differentiation between pathogenic and saprophytic Lep­
tospira spp. by multiplex polymerase chain reaction. Diagn Microbiol Infect D1S. 
2007;57(2):117-22. Epub 2006/10/06. 
412. de Abreu Fonseca C, Teixeira de Freitas VL, Calo Romero E, Spinosa C, Ar­
royo Sanches MC, da Silva MV, et al. Polymerase chain reaction in comparison with 
serological tests for early diagnosis of human leptospirosis. Trop Med Int Health. 
2006;11(11):1699-707. Epub 2006/10/24. 
413. Slack A, Symonds M, Dohnt M, Harris C, Brookes 0, Smythe L. Evaluation of 
a modified Taqman assay detecting pathogenic Leptospira spp. against culture and 
Leptospira-specific IgM enzyme-linked immunosorbent assay in a clinical environ­
ment. Diagn Microbiollnfect Dis. 2007;57(4):361-6. Epub 2006/12/26. 
414. Levett PN, Morey RE, Galloway RL; Turner DE, Steigerwalt AG, Mayer LW. De­
tection of pathogenic leptospires by real-time quantitat1ve PCR. J Med Microbiol. 
2005;54(Pt 1):45-9. Epub 2004/12/14. 
415. Ahmed A, Engelberts MF, Boer I(R, Ahmed N, Hartskeerl RA. Development and 
validation of a real-t1me PCR for detection of pathogenic leptospira species in clinical 
materials. PLc5 One. 2009;4(9):e7093. Epub 2009109/19. 
416. Fonseca Cde A, Teixeira MM, Romero EC, Tengan FM, Silva MV, Shikanai-Yasu­
da MA. Leptospira DNA detection for the diagnosis of human leptospirosis. J Infect. 
2006;52(1):15-22. EpubL005/12/22. 
417. Carletti F, Bordi L, Chiappini R, Ippolito G, Sciarrone MR, Capobianchi MR, 
et al. Rapid detection and quantification of Chikungunya virus by a one-step re-

220 



c: h ('"-J I:; t c r () - U i b l i 0 ,:J r (~I D h \/ r !.,..y . I ./ 

verse transcription polymerase chain reaction real-time assay. Am J Trop Med Hyg. 
2007;77(3):521-4. Epub 2007/09/11. 
418. Edwards CJ, Welch SR, Chamberlain J, Hewson R, Tolley H, Cane PA, et al. Mo­
lecular diagnosis and analysis of Chikungunya virus. J Clin Vlrol. 2007;39(4):271-5. 
Epub 2007/07/14. 
419. Ho PS, Ng MM, Chu JJ. Establishment of one-step SYBR green-based real time­
PCR assay for rapid detection and quantification of chikungunya virus infection. Virol 
J. 2010;7:13. Epub 2010/01/23.-
420. Panning M, Charrel RN, Donoso Mantke 0, Landt 0, Niedrig M, Drosten C. Co­
ordinated implementation of chikungunya virus reverse transcription-PCR. Emerg In­
fect Dis. 2009;15(3):469-71. Epub 2009/02/26. 
421. Panning M, Grywna 1(, van Esbroeck M, Emmerich P, Drosten C. Chikungunya 
fever in travelers returning to Europe from the Indian Ocean region, 2006. Emerg In­
fect Dis. 2008;14(3):416-22. Epub 2008/03/08. 
422. Panning M, Hess M, Fischer W, Grywna I<, Pfeffer M, Drosten C. Performance of 
the RealStar Cflikungunya virus real-time reverse transcription-PCR kit. J Clin Micro­
bioL 2009;47(9):3014-6. Epub 2009/07/25. 
423. Parida MM. Rapid and real-time detection technologies for emerging viruses 
of biomedical importance. J Biosc1. 2008;33(4):617-28. Epub 2009/02/12. 
424. Santhosh SR, Parida MM, Dash PK, Pateriya A, Pattnaik B, Pradhan HI(, et aL 
Development and evaluation of SYBR Green I-based one-step real-time RT-PCR assay 
for detection and quantification of Chikungunya virus. J Clin ViroL 2007;39(3):188-
93. Epub 2007/06/08. 
425. Laurent P, Le Roux K, Grivard P, BertH G, Naze F, Picard M, et aL Development of 
a sensitive real-time reverse transcriptase PCR assay with an internal control to detect 
and quantify chikungunya virus. Clin Chem. 2007;53(8):1408-14. Epub 2007/06/26. 
426. Parida MM, Santhosh SR, Dash PI<, Tripathi NI<, Lakshmi V, Mamidi N, et aL 
Rapid and real-time detection of Chikungunya virus by reverse transcription loop­
mediated isothermal amplification assay. J Clin MicrobioL 2007;45(2):351-7. Epub 
2006/12/01. 
427. Pastorino B, Bessaud M, Grandadam M, Murri 5, Tolou HJ, Peyrefitte CN. Devel­
opment of a TaqMan RT-PCR assay without RNA extraction step for the detection and 
quantification of African Chikungunya viruses. J Virol Methods. 2005;124(1-2):65-71. 
Epub 2005/01/25. 
428. Gray GC, Johnson AA, Thornton SA, Smith WA, Knobloch J, Kelley PW, et aL An 

,epidemic of Oroya fever in the Peruvian Andes. Am J Trop MedHyg. 1990;42(3):215-
21. Epub 1990/03/01. 
429. Callison JA, Battisti JM, Sappington I(N, Smitherman LS, Minnick MF. Charac­
terization and expression analysis of the groESL operon of Bartonella bacilliformis. 
Gene. 2005;359:53-62. Epub 2005/08/30. 
430. Zeaiter Z, Fournier PE, Greub G, Raoult D. Diagnosis of Bartonella endocarditis 
by a real-time nested PCR assay using serum. J Clin MicrobioL 2003;41(3):919-25. 
Epub 2003/03/08. 
431. Maggi RG, Breitschwerdt EB. Potential limitations of the 165-235 rRNA in­
tergenic region for molecular detection of Bartonella species. J Clin MicrobioL 
2005;43(3):1171-6. Epub 2005/03/08. 
432. Roux V, Eykyn SJ, Wyllie 5, Raoult D. Bartonella vinsonii subsp. berkhoffii as 
an agent of afebrile blood culture-negative endocarditis in a human. J Clin MicrobioL 
2000;38(4):1698-700. Epub 2000/04/04. 
433. Zeaiter Z, Liang Z, Raoult D. Genetic classification and differentiation of Bar­
tonella species based on comparison of partial ftsZ gene sequences. J Clin MicrobioL 
2002;40(10):3641-7. Epub 2002/10/02. . 
434. Jensen WA, Fall MZ, Rooney J, Kordick DL, Breitschwerdt EB. Rapid identifica­
tion and differentiation of Bartonella species using a single-step PCR assay. J Clin 
MicrobioL 2000;38(5):1717-22. Epub 2000/05/02. 
435. Bereswill 5, Hinkelmanri 5, Kist M, Sander A. Molecular analysis of riboflavin 
synthesis genes in Bartonella henselae and use of the ribC gene for differentiation of 
Bartonella species by PCR. J Clin MicrobioL 1999;37(10):3159-66. Epub 1999/09/17. 
436. Wain J, Diep TS, Ho VA, Walsh AM, Nguyen TT, Parry CM, et aL Quantitation 
of bact~ria in blood of typhoid fever patients and relationship between counts and 
clinical features, transmissibility, and antibiotic resistance. Journal of Clinical Micro­
biology. 1998;36(6):1683-7. Epub 1998/06/10. 
437. Dormond [, Jaton-Ogay I<, de Valliere 5, Genton B, Bille J, Greub G. Multiplex 
real-time PCR for the diagnosis of malaria: correlation with microscopy. Clin Microbiol 
Infect. 2011;17(3):469-75. Epub 2010/03/20. 

221 



438. Merien F, Portnoi D, Bourhy P, Charavay F, Berlioz-Arthaud A, Baranton G. A 
rapid and quantitative method for the detection of Leptospira species in human lep­
tospirosis. FEMS Microbiol Lett. 2005;249(1):139-47. Epub 2005/07/12. 
439. Ngo-Giang-Huong N, I<hamduangW, Leurent B, Collins I, Nantasen I, Leechana­
chai P, et at. Early HIV-l dlagnosis using m-house real-time PCR amplification on dried 
blood spots for mfants in remote and resource-limited settings. J Acquir Immune Def­
ic Syndr. 2008;49(5):465-71. Epub 2008/11/08. 
440. Chau TN, Anders I<L, Lien le B, Hung NT, Hieu LT, Tuan NM, et al. Clinical and viro­
logical features of Dengue in Vietnamese infants. PLoS Negl Trop Dis. 2010;4(4):e657. 
Epub 2010/04/21. 
441. Mangold I<A, Manson RU, I<oay ES, Stephens L, Regner M, Thomson RB, Jr., et al. 
Real-time PCR for detection and identification of Plasmodium spp. J Clin Microbiol. 
2005;43(5):2435-40. Epub 2005~05/06. 
442. Roczek A, Forster C, Raschel H, Hormansdorfer S, Bogner I<H, Hafner-Marx A, et 
al. Severe course of rat bite-associated Weil's disease in a patient diagnosed with a 
new Leptospira-specific real-time quantitative LUX-PCR. J Med Microbiol. 2008;S7(Pt 
5):658-63. Epub 2008/04/26. 
443. Menting S, Thai I<T, Nga TT, Phuong HL, I<latser P, Wolthers I<C, et al. Inter­
nally controlled, generic real-time PCR for quantification and multiplex real-time PCR 
with serotype-specific probes for serotyping of dengue virus infections. Adv Virol. 
2011;2011:514681. Epub 2012/02/09. 
444. Fu E, Liang T, Spicar-Mihalic P, Houghtaling J, Ramachandran S, Yager P. Two­
dimensional paper network format that enables simple multistep assays for use in 
low-resource settings in the context of malaria antigen detection. Analytical chemis­
try. 2012;84(10):4574-9. Epub 2012/04/28. 
445. Yager P, Domingo GJ, Gerdes J. Point-of-care diagnostics for global health. An­
nual review of biomedIcal engineering. 2008;10:107-44. Epub 2008/03/25. 
446. Chaillet P, Zachariah R, Harries 1<, Rusanganwa E, Harries aD. Dried blood spots 
are a useful tool for quality assurance of rapid HIV testing in I<igali, Rwanda. Transac­
tions of the Royal Society of Tropical Medicine and Hygiene. 2009;103(6):634-7. 
447. Villar LM, Oliveira JCD, Cruz HM, Fumiko C, Yoshida T, Lampe E, et al. Assess­
ment of Dried Blood Spot Samples as a Simple Method for Detection of Hepatitis B 
Virus Markers. J Med Vlrol. 2011;1529:1522-9. 
448. Merens A, Guerin PJ, Guthmann Jp, Nicand E. Outbreak of hepatitis E virus in­
fection in Darfur, Sudan: effectiveness of real-time reverse transcription-PCR analysis 

. of dried blood spots. J Clin Microbiol. 2009;47(6):1931-3. 
449. Hogrefe WR, Ernst C, Su X. Efficiency of Reconstitution of Immunoglobulin G 
from Blood Specimens Dried on Filter Paper and Utility in Herpes Simplex Virus Type­
Specific Serology Screening. CLINICAL AND DIAGNOSTIC LABORATORY IMMUNOLOGY. 
2002;9(6):1338-42. 
450. Riddell MA, Leydon JA, Catton MG, I<elly HA. Detection of Measles Virus-Spe­
cific Immunoglobulin M in Dried Venous Blood Samples b~ Using a Commercial En­
zyme Immunoassay. Society. 2002;40(1):5-9. 
451. I<arapanagiotidis T, Riddell M, I<elly H. Detection of rubella immunoglobulin M 
from dried venous blood spots using a commercial enzyme immunoassay. Diagnostic 
Microbiology & Infectious Disease. 2005;53(2):107-11. 
452. Helfand RF, Cabezas C, Abernathy E, Castillo-Solorzano C, Ortiz AC, Sun H, et 
al. Dried blood spots versus sera for detection of rubella virus-specific immunoglob­
ulin M (lgM) and IgG in samples collected during a rubella outbreak in Peru. Clinical 
& Vaccine Immunology: CVI. 2007;14(11):1522-5. 
453. Hardelid P, Williams D, Dezateux C, Cubitt WD, Peckham CS, Tookey PA, et al. 
Agreement of rubella IgG antibody measured in serum and dried blood spots using 
two commercial enzyme-linked immunosorbent assays. Journal of Medical Virology. 
2008;80(2):360-4. 
454. Barin F, Meyer L, Lancar R, Deveau C, Gharib M, Laporte A, et aL Development 
and validation of an immunoassay for identification of recent human immunode­
ficiency virus type 1 infections and its use on dried serum spots. J Clin MicrobioL 
2005;43(9):4441-7. 
455. Kato H, Caceres AG, Mimod T, Ishimaru V, Sayed AS, Fujita M, et aL Use of FTA 
cards for direct sampling of patients' lesions in the ecological study of cutaneous 
leishmaniasis. J Clin Microbiol. 2010;48(10):3661-5. 
456. Kaldzawa J, Ushijima H, Oka S, Ikeda Y, Schroder HC, Muller WE. Detection 
of human immunodeficiency virus':l DNA, RNA and antibody, and occult blood in 
inactivated saliva: availability of the filter paper disk method. Acta Paediatr Jpn. 
1996;38(3):218-23. Epub 1996/06/01. 

222 



457. Guio H, Okayama H, Ashino V, Saitoh H, Xiao P, Mild M, et al. Method for effi­
cient storage and transportation of sputum specimens for molecular testing of tuber­
culosis. International Journal of Tuberculosis & Lung Disease. 2006;10(8):906-10. 
458. Zerr OM, Huang ML, Corey L, Erickson M, Parker HL, Frenkel LM. Sensitive 
method for detection of human nerpesviruses 6 and 7 in saliva collected in field 
studies. Journal of Clinical Microbiology. 2000;38(5):1981-3. Epub 2000/05/02. 
459. Carnevale 5, Velasquez IN, Labbe JH, Chertcoff A, Cabrera MG, Rodriguez MI. 
Diagnosis of Enterocytozoon bieneusi by PCR in stool samples eluted from filter pa­
per disks. CLINICAL AND DIAGNOSTIC LABORATORV IMMUNOLOGV. 2000;7(3):504-6. 
Epub 2000/05/09. 
460. Comeau AM. Application of the polymerase chain reaction for the detection 
of HIV in specimens from newborn screening programs. Acta Paediatrica Supplement. 
1994;400:29-30. 
461. Luo W, Vang H, Rathbun K, Pau Cp, Ou CY. Detection of human immunodefi­
ciency virus type 1 DNA in dried blood spots by a duplex real-time PCR assay. J Clin 
Microbiol. 2005;43(4):1851-7. . 
462. Mehta N, Trzmielina 5, Nonyane BAS, Eliot MN, Lin R, Foulkes AS, et al. Low­
Cost HIV-1 diagnosis and quantification in dried blood spots by real time PCR. PLoS 
ONE. 2009;4(6). .' 
463. Ou CV, Yang H, Balinandi 5, Sawadogo 5, Shanmugam V, Tih PM, et al. Identifi­
cation of HIV-1 infected infants and young children using real-time RT PCR and dried 
blood spots from Uganda and Cameroon. J Virol Methods. 2007;144(1-2):109-14. 
464. Panteleeff DO, John G, Nduati R, Mbori-Ngacha 0, Richardson B, Kreiss J, et al. 
Rapid method for screening dried blood samples on filter paper for human immuno­
deficiency virus type 1 DNA. Journal of Clinical Microbiology. 1999;37(2):350-3. 
465. Nyambi PN, Fransen 1<, De Beenhouwer H, Chomba EN, Temmerman M, Ndin­
ya-Achola JO, et al. Detection of human immunodeficiency virus type 1 (HIV-1) in 
heel prick blood on filter paper from children born to HIV-1 seropositive mothers. 
Journal of Clinical Microbiology. 1994;32(11):2858-60. 
466. Jacob 5, Anitha D, Vishwanath R, Parameshwari 5, Samuel N. The use of dried 
blood spots on filter paper for the diagnosis of HIV-1 in infants born to HIV seroposi­
tive women. Indian Journal of Medicaf Microbiology. 2008;26(1):71-4. 
467. Chohan BH, Emery 5, Wamalwa 0, John-Stewart G, Majiwa M, Ng'ayo M, et 
al. Evaluation of a single round polymerase chain reaction assay using dried blood 
spots for diagnosis of HIV-1 infection in infants in an African setting. BMC Pediatrics. 

·2011;11(18). _ 
468. Walter J, I<uhn L, Semrau K, Decker OW, Sinkala M, I<ankasa C, et al. Detec­
tion of low levels of human immunodeficiency virus (HIV) may be critical for early 
diagnosis of pediatric HIV infection by use of dried blood spots. J Clin MicrobioL 
2009;4 7( 9 ):2989-91. 
469. Zhang Q, Wang LH, Jiang V, Fang LW, Pan PL, Gong SV, et al. Early infant human 
immunodeficiency virus type 1 detectIOn suitable for resource-limited settings with 
multiple circulating subtypes by use of nested three-monoplex DNA PCR and dried 
blood spots. Journal of Clinical Microbiology. 2008;46(2):721-6. 
470. Vourno J. Direct polymerase chain reaction for detection of human immuno­
deficiency virus in blood spot residues on filter paper after elution of antibodies: an 
adjunct to serological surveys for estimating vertical transmission rates among hu­
man immunodeficiency vi. Journal of Clinical Microbiology. 1993;31(5):1364-7. 
471. Vourno J, Conroy J. A novel polymerase chain reaction method for detection of 
human immunodeficiency virus in dried blood spots on filter paper. J Clin Microbiol. 
1992;30( 11):2887-92. 
472. Beck IA, Drennan 1<0, Melvin AJ, Mohan I<M, Herz AM, Alarcon J, et al. Simple, 
sensitive, and specific detection of human immunodeficiency virus type 1 subtype 
B DNA in dried blood samples for diagnosis in infants in the field. J Clin Microbiol. 
2001;39(1):29-33. . 
473. Bellisario R, Colinas RJ, Pass I<A. Simultaneous measurement of antibodies to 
three HIV-1 antigens in newborn dried blood-spot specimens using a multiplexed 
microsphere-based immunoassay. Early Hum Dev. 2001;64(1):21-5. 
474. Cassol SA, Lapointe N, Salas T, Hankins C, Arella M, Fauvel M, et al. Diagnosis of 
verticarHIV-1 transmission using the polymerase chain reaction and dried blood spot 
specimens. Journal of Acquired Immune Deficiency Syndromes. 1992;5(2):113-9. 
475. Cassol 5, Salas T, Arella M, Neumann P, Schechter MT, O'Shaughnessy M. Use of 
dried blood spot specif!lens in the detection of human immunodeficiency virus type 
1 by the polymerase chain reaction. J Clin Microbiol. 1991;29(4):667-71. 
476. Lindhardt BO, Bygbjerg IC, Ulrich K, Petersen HD, Lausen I, Frederiksen B. De-

223 



tection of antibodies to human immunodeficiency virus (HIV) in eluates from whole 
blood impregnated filter paper discs. Journal of Virological Methods. 1987;18( 1):73-7. 
477. Newell Ml, Loveday C, Dunn 0, Kaye S, Tedder R, Peckham C, et al. Use of 
polymerase chain reaction and quantitative antibody tests in children born to hu­
man immunodeficiency virus-i-infected mothers. Journal of Medical Virology. 
1995;47(4):330-5. 
478. Sriwanthana B, Wetprasit N, Chareonsook S, Janejai N, Chareonsiriwatana W. A 
study to implement early diagnosis of HIV infection in infants born to infected moth­
ers. Southeast Asian Journal of Tropical Medicine & Public Health. 2003;3:221-6. 
479. Parker SP, Cubitt WD, Ades AE. A method for the detection and confirmation 
of antibodies to hepatitis C virus in dried blood spots. Journal of Virological Meth­
ods. 1997;68(2):199-205. 
480. Gupta BP, Jayasuryan N, Jameel S. Direct detection of hepatitis B virus from 
dried blood spots by polymerase chain reaction amplification. J Clin Microbiol. 
1992;30(8):1913-6. 
481. Lira R, Maldonado-Rodriguez A, Rojas-Montes 0, Ruiz-Tachiquin M, Torres­
Ibarra R, Cano-Dominguez C, et a1. Use of dried blood samples for monitoring hepati­
tis B virus infection. Vlrology Journal. 2009;6(153). 
482. Soetens 0, Vauloup-Fellous C, Foulon I, Dubreuil P, De Saeger B, Grangeot­
Keros l, et al. Evaluation of different cytomegalovirus (CMV) DNA PCR protoco[s for 
analysis of dried blood spots from consecutlve cases of neonates with congenital 
CMV infections. Journal of Clinical Microbiology. 2008;46(3):943-6. 
483. Scanga l, Chaing S, Powell C, Aylsworth AS, Harrell LJ, Henshaw NG, et al. 
Diagnosis of human congenital cytomegalovirus infection by amplification of viral 
DNA from dried blood spots on perinatal cards. Journal of Molecular Diagnostics. 
2006;8(2):240-5. 
484. Vauloup-Fellous C, Ducroux A, Couloigner V, Marlin S, Picone 0, Galimand J, et 
al. Evaluation of cytomegalovirus (CMV) DNA quantification in dried blood spots: ret­
rospective study of CMV congenital infection. J Clin Microbiol. 2007;45(11):3804-6. 
485. Yamamoto AV, Mussi-Pinhata MM, Pinto PCG, Figueiredo lTM, Jorge SM. Use­
fulness of blood and urine samples collected on filter paper in detecting cytomega­
lovirus by the polymerase chain reaction technique. Journal of Virological Methods. 
2001;97 ( 1-2): 15 9 -64. 
486. Atkinson C, Walter S, Sharland M, Tookey P, Luck S, Peckham C, et al. Use of 
stored dried blood spots for retrospective diagnosis of congenital CMV. J Med Virol. 
,2009;81(8):1394-8. _ ~ 
487. Barbi M, Binda S, Primache V, Caroppo S, Dido P, Guidotti P, et al. Cytomegalo­
virus DNA detection in Guthrie cards: a powerful tool for diagnosing congenital infec­
tion. Journal of Clinical Virology. 2000;17(3):159-65. 
488. Barbi M, Binda S, Primache V, luraschi C, Corbetta C. Diagnosis of congenital 
cytomegalovirus infection by detection of viral DNA in dried blood spots. Clinical and 
Diagnostic Virology. 1996;6(1):27-32. 
489. Boppana SB, Ross SA, Novak Z, Shimamura M, Tolan RW, Palmer AL, et al. 
Dried blood spot real-time polymerase chain reaction assays to screen newborns 
for congenital cytomegalovirus infection. Obstetrical and Gynecological Survey. 
2010;65(8):484-5. 
490. Condorelli F, Scalia G, Stivala a, Gallo R, Marino a, Battaglini CM, et al. Detec­
tion of immunoglobulin G to measles virus, rubella virus, and mumps virus in serum 
samples and in microquantities of whole blood dried on filter paper. Journal of Viro­
logical Methods. 1994;49(1):25-36. 
491. De Swart RL, Nur V, Abdallah A, Kruining H, Sittana El Mubarak H, Ibrahim SA, et 
al. Combination of reverse transcriptase PCR analysis and immunoglobulin M detec­
tion on filter paper blood samples allows diagnostic and epidemiological studies of 
measles. Journal of Clinical Microbiology. 2001;39(1):270-3. 
492. El Mubarak HS, Yuksel S, Mustafa OM, Ibrahim SA, Osterhaus AD, de Swart RL. 
Surveillance of measles in the'Sudan using filter paper blood samples. Journal of 
Medical Virology. 2004;73(4):624-30. 
493. Punnarugsa V, Mungmee V. Detection of rubella virus immunoglobulin G (lgG) 
and IgM antibodies in whole blood on Whatman paper: comparison wlth detection in 
sera.) eUn Microbiol. 1991;29(10):2209-12. 
494. Shu PV, Chang SF, Kuo VC, Yueh VV, Chien LJ, Sue Cl, et al. Development of 
group- and serotype-specific one-step SVBR green I-based real-time reverse tran­
scription-PCR assa'y fo~ dengue virus. J Clin Microbiol. 2003;41(6):2408-16. Epub 
2003/06/07. 
495. Conceicao TM, Da Poian AT, Sorgine MH. A real-time PCR procedure for detec-

224 



( ti ~; P t ':' r 9 --- B j h l i ()~_~ r (l P 11 Y 

tion of dengue virus serotypes 1, 2, and 3, and their quantitation in clinical and labo­
ratory samples. J Virol Methods. 2010;163(1):1-9. Epub 2009/10/14. 
496. Wu 5J, PalS, Ekanayake 5, Greenwald 0, lara 5, Raviprakash 1<, et al. A dry-for­
mat field-deployable quantitative reverse transcriptase-polymerase chain reaction 
assay for diagnosis of dengue infections. Am J Trop Med Hyg. 2008;79(4):505-10. 
Epub 2008/10/09. 
497. Yamada I<, Nawa M, Takasaki T, Vabe 5, I<urane I. laboratory diagnosis of den­
gue virus infection by reverse transcriptase polymerase chain reaction (RT-PCR) 
and IgM-capture enzyme-linked immunosorbent assay (ELISA). Jpn J Infect Dis. 
1999;52(4):150-5. Epub 1999/12/11. 
498. Raengsakulrach B, Nisalak A, Maneekarn N, Venchitsomanus PT, Limsomwong 
C, Jairungsri A, et al. Comparison of four reverse transcription-polymerase chain reac­
tion procedures for the detection of dengue virus in clinical specimens. J Virol Meth­
ods. 2002;105(2):219-32. Epub 2002/09/25. 
499. 5eah Cl, Chow VT, Chan vc. Semi-nested PCR using N53 primers for the de­
tection and typing of dengue viruses in clinical serum specimens. Clin Diagn Virol. 
1995;4(2):113-20. Epub 1995/08/0l. 
500. Vong VI<, Thayan R, Chong HT, Tan CT, 5ekaran SO. Rapid detection and sero­
typing of dengue virus by multiplex RT-PCR and real-time 5VBR green RT-PCR. Singa­
pore Med J. 2007;48(7):662-8. Eglub 2007/07/05. 
501. Blair Ml, Hisa H, Sladek C , Radke I<J, Gengo FM. Dual adrenergic control of re­
nin during nonhypotensive hemorrhage in consclOUS dogs. Am J Physiol. 1991;260(6 
Pt 1):E910-9. Epub 1991/06/0l. 
502. Horinouchi H, Murai 1(, Okayama A, Nagatomo V, Tachibana N, Tsubouchi H. 
Genotypic identification of Rickettsia tsutsugamushi by restriction fragment length 
polymorphism analysis of DNA amplified by tne polymerase chain reactlOn. Am J Trop 
Med Hyg. 1996;54(6):647-51. Epub 1996/06/0l. 
503. I<im OM, Byun IN. Effects of antibiotic treatment on the results of nested PCRs 
for scrub typhus. J Clin Microbiol. 2008;46(10):3465-6. Epub 2008/08/22. 
504. Gravekamp C, Van de I<emp H, Franzen M, Carrington 0, 5choone GJ, Van Eys 
GJ, et al. Detection of seven species of pathogenic leptospires by PCR using two sets 
of primers. J Gen Microbiol. 1993;139(8):1691-700. Epub 1993/08/01. 
505. Hasebe F, Parquet MC, Pandey BD, Mathenge EG, Morita 1<, Balasubramaniam 
V, et al. Combined detection and genotyping of Chikungunya virus by a specific re­
verse transcription-polymerase chain reaction. J Med Virol. 2002;67(3):370-4. Epub 
2002/07/13. 
'506. Rohani A, Vulfi H, Zamree I, lee HL. Rapid detection of chikungunya virus in 
laboratory infected Aedes aegypti by Reverse-Transcriptase- Polymerase Chain Reac­
tion (RT-PCR). Trop Biomed. 2005;22(2):149-54. Epub 2006/08/03. 
507. Parida M, Horioke 1<, Ishida H, Dash PI<, Saxena P, Jana AM, et al. Rapid detection 
and differentiation of dengue virus serotypes by a real-time reverse transcription­
loop-mediated isothermal amplification assay. J Clin MicrobioL 2005;43(6):2895-
903. Epub 2005/06/16. 
508. Norman AF, Regnery R, Jameson P, Greene C, I<rause DC. Differentiation of 
Bartonella-like isolates at the species level by PCR-restriction fragment length poly­
morphism in the citrate synthase gene. J Clin Microbiol. 1995;33(7):1797-803. Epub 
1995/07/01. 
509. Birtles RJ, HazelS, Bown 1<, Raoult 0, Begon M, Bennett M. 5ubtyping of uncul­
tured bartonellae using sequence comparison of 16 5/23 5 rRNA intergenic spacer 
regions amplified directly from infected blood. Mol Cell Probes. 2000;14(2):79-87. 
Epub 2000/05/09. 
510. Houpikian P, Raoult D. 165/235 rRNA intergenic spacer regions for phyloge­
netic analysis, identification, and subtyping of Bartonella species. J Clin MicroblOl. 
2001;39(8):2768-78. Epub 2001/07/28. 
511. Relman DA. The 'emergence' of Bartonella and the development of molecular 
discovery methods for microbial pathogens. Neth J Med. 1998;52(6):249-55. Epub 
1998/08/27. 
512. I<oehler JE, Sanchez MA, Tye 5, Garrido-Rowland C5, Chen FM, Maurer T, et al. 
Prevalence of Bartonella infection among human immunodeficiency virus-infected 
patient~ with fever. Clin Infect Dis. 2003;37(4):559-66. Epub 2003/08/09. 

225 



10 Annexes 

10.1 ANNEXES TO CHAPTER 1 

No annexes for Chapter 1 
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10.2 ANNEXES TO CHAPTER 2 

10.2.1 REVIEW PROTOCOL 

Review of the clinical use of filter paper in infectious diseases 

Draft Protocol 

Review Team 

Pieter Smit, Ivo Elliott, David Mabey, Rosanna Peeling, Paul Newton 

Review Objectives 

Primary Objective 

To assess the use of dried blood spots (DBS) for the diagnosis or 

surveillance of infectious diseases. 

Secondary Objective 

To assess the general implications of using DBS compared with traditional 

sampling methods 

Tertiary Objective 

To assess the use of filter paper for diagnosis or surveillance for samples 

other than whole blood 

PICOS 

INCLUSION CRITERIA (PICOS) 
Population 
Studies evaluating the use of DBS as a replacement of a gold standard sample 
(plasma, serum, whole blood obtained by venous puncture, buffy coat blood, etc.) 
for any infectious disease diagnostic or surveillance assay. 

Interventions (index tests) 
Any commercially available technology for surveillance or for diagnosis of 
infectious diseases with DBS samples. 

Reference standard/comparators 
The same commercially available technology for the diagnosis or surveillance 
of infectious diseases with reference samples (plasma, serum, whole blood etc), 
when applicable. 
Outcomes 
Include studies evaluating DBS for quantitative as well as qualitative analysis of 
nucleic acid testing against plasma samples (DNA / RNA). 
Includedstudies evaluating DBS for Antibody Antigen detection as diagnostics, cut­
off determinJtion, and protocol development (in combination with commercially 
available assays) .. ~ 
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Study design 
Evaluation studies published in peer-reviewed literature. Conference abstracts 
and letters to the editor were excluded. 
Other 
English language only, 19BO-present. 

Identifying research evidence 

Sea rch strategy 

Databases: MEDLINE and EMBASE 

MEDLlNE: All aspects of clinical medicine, biomedicine, nursing, dentistry, 

allied health, health policy, genetics etc. Emphasis on English-language 

source, quite biased towards journals published in N. America. Includes 

journal articles from 1950s onwards and is updated daily. 

EMBASE: All aspects of clinical medicine, biomedicine, nursing, dentistry, 

allied health, health policy, genetics etc. Quite biased towards information 

in journals published in Europe. Particularly strong on pharmaceutical 

information. Includes journals from 1947 onwards and is updated weekly. 

Search Terms 

Search terms for MEDLINE and EMBASE: 

Ti,ab = keyword (title and abstract) 

Mp= keyword (free text) 

1. "dried blood".ti,ab 

2. "blood spor.':".ti,ab 

3. DBS.mp 

4. "filter paper".ti,ab, 

5. "Guthrie filter".ti,ab 

6. "filter cards".ti,ab 

7. "dried blood spot)"".ti,ab 

8. "FTA~"".ti,ab 

9. "Flinders Associates Technology" 

10. "Guthrie paper". Ti,ab 

11. "dried serum)"".ti,ab 

12. "serum spot"(II.ti,ab 
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t,nne;(es 

13. "filter card~·:".ti,ab 

14. "filter disc':" .ti,ab 

15. "filter disk~':" .ti,ab 

16. "blotting paper".ti,ab 

17. "Guthrie card".ti,ab 

18."lsocode stix".ti,ab 

The following disorders and tests are commonly performed using DBS 

samples and were excluded: congenital hypothyroidism, phenylketonuria, 

cystic fibrosis, sickle cell disease, Tay-Sachs disease, haemoglobinopathies, 

galactosidase, spinal muscular atrophy, isovaleric acidaemia, maple syrup 

urine, cholesterol, triglycerides, HbAlc, human growth hormone, insulin, 

mercury. Other key words often associated with the search terms but not 

relevant to this review were also excluded: MRI, MR, CT, PET, N-glycan, 

Pharmacokinetic, Pharmacodynamic. 

Date 

1980 to present 

Language 

English 

Publication type/status 

Published works in peer reviewed journals 

Study selection 

Stage 1: Screening of titles/ abstracts against inclusion criteria. 

Titles and abstracts, where available, will be screened and either accepted, 

rejected as not relevant, or rejected due to failure to meet inclusion criteria 

(if so, the reason will be specified). 

Stage 2: Full papers obtained and assessed against inclusion criteria. 

Papers will be either accepted or rejected due to failure to meet inclusion 

criteria and the reason will be specified. 

Full pa~rers will be independently assessed by TWO members of the review 

team and results will be cross-checked and combined. 
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Inclusion Criteria 

Evaluation or comparison of performances of commercially available 

DNA/RNA assays with DBS and reference sampling methods 

• Evaluation or comparison of performances of commercially available 

Antibody/Antigen assays with DBS and reference sampling methods 

• Any human pathogen 

• Evaluations based on human clinical or reference materials 

Exclusion criteria 

Not an evaluation study or not having a correct reference sample or 

reference method 

In-house developed assays 

Full article not accessible 

Studies with other primary aims other than evaluation of DBS with 

reference samples (but keep these articles for objective 2) 

Studies related to drug resistance screening, genotyping, sequencing, 

other "non-diagnostics" evaluation studies 

Studies using filter paper for non-whole blood samples (urine, stool, 

cervical swabs, serum, plasma, saliva, cerebrospinal fluid, etc) (but 

include in objective 3). 

• Any non-infectious diseases included in neonatal screening 

programmes (e.g. Galactokinase deficiency, cystic fibrosis 

Data Extraction 

General Information 
Date of data extraction 
Identification features of the study: 

Record number 
Author 
Article title 
Citation 
Study Characteristics 
Aim/ objectives of the study 
Disease 
Filter pa7Jer type 
Participant/ Sample Characteristics 
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Characteristics of population from which 
samples were drawn: 
Age 
Sex 
Number of samples 
Sample countryl region of origin 
Sample type (finger prickl EDTA/ .. ) 
DBS storage: 

At research site 
At laboratory 

Type of reference sample 
DBS quality check performed? 
Technology 
Name and manufacturer of assays under 
evaluation 
Extraction method 
Extraction volume/adjustments 
Extraction kitl method used 
Detection method 
If quantitative; adjusted for DBS sample input? 
Outcome datal results 
Unit of assessmentl analysis 
Outcomes: 
NA: 
Mean pathogen load ± standard deviation 
Range of pathogen load 
Correlation (r) 
Bias (mean difference) 
Sensitivity, cut-off 
Specificity, cut-off 
0/0 CV index test, reference test 
Serology: 
Sensitivity, cut-off 
Specificity, cut-off 
Cut-off adjusted for DBS? 
Titre lower limit of detection 
For each pre-specified outcome: 
Reported (YIN) 
Definition used in study 
Additional outcomes reported 
Details of any additional relevant outcomes 
reported 
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Objective 2: To fulfil the second objective of this systematic review, the 

following information will be collected from publications in combination 

with our experience: 

All articles excluded for objective 1 are reviewed that fulfil the criteria: 

Provide a better understanding of DBS samples regarding; card types, 

filter paper characteristics, collection, storage, extraction, environmental 

effects, stability, punch met~ods, cost compared to reference methods, 

transportation, policy & regulations, recommendations made by leading 

organisations (WHO, CDC), and other related topics that could improve 

understanding of filter paper] 

Data extracted: 

General Information 
Date of data extraction 
Identification features of the study: 
Record number 
Author 
Article title 
Citation 
Assay details 
Disease 
DBS Topic 
Results 
Key findings 

Objective 3: To fulfil the third objective of this systematic review, the 

following information will be collected from publications: 

All articles that are excluded for objective 1 and 2 can be included. 

Make use of alternative samples stored on filter paper such as; serum, 

plasma, stool, urine, CSF, etc 

.-\< 

232 



Data extracted: 

General Information 
Date of data extraction 
Identification features of the study: 

Record number 
Author 
Article title 
Citation 
Study details 
Disease 
Sample type 
DBS Topic 
Assay details 
Extraction method 
Detection method 
Results 
Sensitivity 
Specificity 
Key findings 
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10.2.2 FLOW CHART OF INCLUDED AND EXCLUDED STUDIES 

4011 Titles and abstracts 
reviewed for relevance 

J Excluded 3524: Not relevant to 
study question rl 

.I Excluded 92: not evaluating 

I filter paper 

I Excluded 60: conferen.:e 

rl abstracts 

, 
296 Full copies retrieved and 

assessed for eligibility 

Included 104 Publications 

I 
I 

Excluded 38: meeting 
summaries 

Excluded 60: No DBS 
evaluation 

Excluded 7: Not currently 
commercially available 

Excluded 34: in-house method 

Excluded 15: no diagnostic 
assays 

Excluded 31: no suitable "gold 
standard" used 

Excluded 16: not peer reviewed 

Excluded 26: non-human/ not 
whole blood evaluated 

I 
I 
I 
I 

Articles assessed for practical 
use of filter paper, samples 
other than blood and veterinary 
health 

Included 192 Publications 

Excluded 65: Not relevant to 
study questions 

Excluded 23: No suitable 'gold 
standard' used 

Excluded 16: not peer reviewed 

139 - filter paper practical aspects 
33 - non-whole blood samples 

20 - veterinary health 
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10.2.3 SUMMARY OF STUDIES EVALUATING DBS FOR HIV AND HTLV1 

Disease," ~ Number of 
Assay t~pe &. samples & filter 
country. ' . Author paper type 
HIV 1& 2 BoHLot et al. 359 sampLes 
serology (1997)(131) Whatman No.3 
Sierra Leone(131) 

India 

HIV 1 

serology 
BrazH(132) 

Rwanda 

Zimbabwe 

Lakshmi et al. 
(2007)(134) 

Castro et al. 
(2008)(132) 

ChaiLlet et al. 
(2009)(446) 

225 samples 
Whatman No. 3 

457 sampLes 
Whatman 903 

491 samples 
Whatman 903 

Mashange et al. 379 sampLes 
(2003)(135) Whatman No.35 

Sensitivity Specificity Notes 
Test % % 
Innotest (diagnostics 100 (HIV1) 100 
pasteur) 87.5 (HIV2) 

Murex Ag/Ab ELISA 100 (HIV1) 100 
(Murex Biotech) 

Q-Preven HIVl +2 100 
(Symbiosis 
Diagnostika) 

Uni-Form 2 (Abbott) 100 
& HIV-l.2.0 
(BioMerieux) 

GeL Particle 100 
AggLutination !OO 
HIV1&2 (Serodia) & 
Recombigen HIV1&2 
ELISA (Trinity 
Biotech) 

99.6 

99.1 

98.7 
99.6 

0/0 
DBS 2.3 times cheaper than venous 
bLood collection (BoHLot et al.) 

HIV 1&2. Also tested on 12,617 
patients for seroprevalence with overall 
sensitivity 99.6% and specificity 
99.9%, based on subset of samples 
evaLuated with PCR. (Lakshmi et al.) 
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Disease, Number of 
Assay type !t samples & filter Sensitivity Specificity Notes 
countr~ Author ~a~ert~~e Test % 0/0 0/0 
The Gambia Sarje-Njie et al. 200 samples ICE HIV1.0.2 NR NR PooUng of 5 DBS samples would not 

(2006)(136) Whatman BFC 1806 ELlSA,(Wellcozyme) lead to any missed positives. (Sarje-

HIV recombinant Njie et al.) 

(Murex), ICE HIV2 

ELISA GPA 

India Solomon et al. 89 samples HIVltt2 (Serodia), 100 100 00 decUned after 6 days storage at 

(2002)(137) Whatman 903 Pepti-LAV 1/2 (Sanofi) 36.8C tt 70% humidity. (Solomon et al.) 

, Micro-ELISA 

(Vironostika) 

HIV 1 Cachiafeiro et 617 samples Modified Up24 Ag 94.4 100 Storage of > 30 months, decreased 

serology (p24) al.(2009)(138) Whatman 903 (Perkin Elmer) sensitivity to 72.2% (39/54 samples) 

Dominican Rep, (Cachiafeiro et al.) 

USA, Vietnam, 

Malawi 
Tanzania I<nuchel et ai. 282 sampLes HIV p24 Ag (Perkin 84 100 Non subtype 0 sensitivity: 93% 

SwitzerLand (2007)(139) Whatman No.3 ELmer) ~ Non subtype C sensitivity: 94% 

(I<nucheL et al.) 
MaLawi Mwapasa et al. 222 samples ELISA Alliance HIVl 84 98 Study only included clear positive and 

(2010)(140) p24 without ELAST negatives. (Mwapasa et al.) 

(Perkin Elmer) » 
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Disease, Number of 
Assay type & samples & filter 
country ·· Author paper type 
South Africa Patton et ai. 141 samples 

South Africa 

HIV 1 

NAAT(DNA) 
ThaHand(143) 
Tanzania 

Tanzania 

South Africa 

South Africa 

South Africa 

(2006)(142) Whatman NO.1 

Patton et ai. 

(2008)(141) 
246 patients 
Whatman No.3 & 
nO.l 

Leelawiwat et ai. 162 samples 
(2009)(143) Whatman 903 

Lofgren et a.l 176 samples 
(2009)(144) Whatman 903 

Nsojo et al. 325 samples 
(2010)(145) Whatman 903 

Stevens et al. 206 samples 
(2008)(147) Whatman 903 
Patton et ai. 300 samples 
(2007)(146) Whatman NO.1 
Sherman et ai. 800 samples 
(2005)(130) Whatman 903 

Sensitivity Specificity Notes 
Test 
Ultrasensitive p24 
Ag ELISA (Perkin 
Elmer) 
Ultrasensitive p24 
Ag ELISA (Perkin 
Elmer) 

% 0/0 
98.8 100 

96.6 100 
(W. NO.1) 

9B.3 (W.903) 100 

Amplicor HIV-l DNA 100 100 
v. 1.5 PCR (Roche) 

-- -. 

Cobas AmpliPrep/ 97 100 
TaqMan DNA (Roche) 

AmpUcor HIV-l DNA 98.3 99.6 
vl.5 PCR (Roche) 

Amplico'r HIV-1DNA 9B.3 100 
vl.5 PCR (Roche) 
Amplicor HIV DNA 100 99.6 
v1.5 PCR (Roche) 
Amplicor HIV-l DNA 99 99.B 
vl.5 peR (Roche) 

0/0 
Only children included: 34 days - 12yrs 
old. After 6 weeks storage, sensitivity 
dropped to 88.9%. (Patton et al. 2006) 
Desiccant improved sensitivity for 
storage >6 weeks. (Patton et ai. 200B) 

Same results for manual and 
automated methods (Nsojo et al.) 

. On restesting false negatives, 
sensitivity increased to 100% (Patton 
et al.) 
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Disease, Number of 
Assay type & samples & filter 
country '" Author paper type 
HIVl NAAT (RNA) Leelawiwat et al. 162 samples 

Thailand (143) 

South Afrlca 

Senegal 

(2009)(143) Whatman 903 

Lilian et al. 
(2010)(150) 

Kebe et a1. 
(2011)(148) 

235 samples 
Whatman 903 

149 samples 
Whatman 903 

HIV 1 NAAT DNA & Huang et al. 45x6 sets 
RNA (2011)(153) Whatman 903 
USA(153) 
7 countries Kerr et al. (2009) 291 samples 
worldwide (149) Whatman 903 

Tanzania Lofgren et al. 176 samples 
(2009)(144) Whatman 903 

Sensitivity Specificity Notes 
Test 
manual NucliSENS 
(BioMerieux) 

% 
100 

NucUSens EasyQ 100 
peR v.? (BioMerieux) «3months 

old), 100 
(3-12 
months old) 

NucliSens 100 
EASYQ HIV 
v1.2(BioMerieux) 
RealTime HIV-1 NR 
quaUtative (Abbott") 

APTIMA HIV-1 RNA 99.2 
Qualitative Assay 
(Gen-Probe) 

RealTime HIV-1 100 
quantitative (Abbott) 

0/0 
100 

0/0 
HIV 1. VL also measured and was 0.4 
log lower in DBS. 

95.6 <3m DNA more stable than RNA. Stored at 
1003-12m -20 detection ok until 9 months storage 

except low VL whlch were stored at -70 
(Leelawiwa1 et al.) 

100 Age; 3 weeks -:- 24 months (Kebe et al.) 

100 LoD 95% Probit was 3085 IU/ml 
(Huang et al.) 

100 HIV 1. LoD 20-200 copies/ml, lower 
in DBS due to contribution of cellular 
RNA. 1 false pos was stored for 4years 
and had low initial VL (Kerr et al.) 

99 Results at a threshold of > 1000 copies/ 
ml (100% for sens & spec at >10,000) 
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Disease, Number of 
Assay type & samp-les {to filter Sensitivity Specificity Notes , 
countr~ Author 2a2er t~2e Test % 0/0 0/0 
USA Nugent et al. spiked samples APTIMA HIV-l 100 NR For RNA vs DNA at >1000 copies/ml 

(2009)(151) only RNA Qualitative (86 Et 100% at >10,000) 

Whatman 903 Assay(Gen Probe) 
South Africa Stevens et al. 800 samples Cobas AmpliPrep/ 99.7 100 LaD: lx6mm punch = 10,217 copies/ 

(2008)(147) Whatman 903 TaqMan HIV-l Qual. ml. 1 spot (13mm) = 2384 copies/ml 
(Roche) 

South Africa Stevens et al. 494 samples APTIMA HIV-l RNA 100 99.7 
(2009)(152) Whatman 903 Qualitative Assay 

(Gen-Probe) 

HIV-1 Solomon et al. 89 samples Western Blot 92 100 

confirmation (2002)(137) Whatman 903 (Biorad) 

India 
~~~~~ 

HTLVl Parker et al. 26 samples Latex Agglutination 100 100 Based on a reference panel of samples 

Serology (1995)(157) Whatman 903 Test, Serodia HTLV1, from known positives. 

Japan, UK, South (Fujirebio) 

Africa ----
HTLV 1 Noda et al. 53 samples In-house PCR 100 100 DNA remained detectable after 7 

NAAT (1993)(156) Whatman 903 weeks storage at room temperature. 

Japan 
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10.2.4 SUMMARY OF STUDIES EVALUATING DBS FOR HEPATITIS VIRUSES 

Disease, 
assay type, ,, Number of samples & 
Countr~ Author filter ~a~er t~~e Test Sensitivit~ % S~ecificit~% Notes 
HCV serology Croom et ai. 183 samples Monolisa anti- 100 100 Choke of elution buffer influences 00 

(2006)(103) Whatman 903 HCV PLUS Version value 
Australia (103) 2 EIA (Bio-Rad) 

UI< Judd et aI. 643 samples Ortho HCV 3.0 99.2 100 Adjusting cut-off can improve 
(2003)(158) Whatman 903 (Ortho) sensitivity 

France Tuaillon et al. 200 samples Ortho HCV 3.0 99 98 
(2010)(159) Whatman 903 (Ortho) 

HBV (HBsAg) Mendy et al. 209 samples Determine HBsAg 96 100 Also applied Alpha-foeto protein tests 
(2004)(160) W. BFC180 (Abbott) on DBS samples for hepatocellular 

Gambia(160) carcinoma 
~ -- - ~- ~-

Brazil Villar et al. 133 sampLes ETI-MAK4 97.6 96.7 
(2011)(447) Whatman 903 (OiaSorin) 

HBV (anti-HBc) Villar et al. 155 samples ETI-AB-COREI< 90.5 92.6 Storage at -20 gave lowest 00 
Brazil (2011)(447) Whatman 903 PLUS (DiaSorin) variation, suggesting best storage 

condition 
HBV (anti-HBs) VilLar et al. 134 sampLes ETI-AB-AUK-3 78 97.3 
BraziL (2011)(447) Whatman 903 (OiaSorin) 

HCV Solmone et al. 53 samples Versant HCV TMA 100 >95 » 
":) 

NAAT (2002)(163) (Bayer) 
":) 
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Disease, 
assay type, Number of samples & 
Country Author 'tilter paper type Test Sensitivity % Speci'ticity% 
France 'V' TuaHLon et al. 200 sampLes Cobas Taqman 97 NR 

(2010)(159) Whatman 903 HCV (Roche) 

HEV Merens et al. 89 samples In-house (Enouf 84 88 
NAAT ' (2009)(448) Whatman 06) 

Sudan Merens et al. 92 sampLes In-house (Enouf 93 96 
(2009)(448) Isocode stix 06) 

NR= not reported 

Notes 
HCV RNA is susceptible to 
degradation, store DBS at -200 C 

Multiple tests are necessary for HEV to 
obtain high sensitivity 

HEV viremia detectabLe for >39 days 
after onset of jaundice 
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10.2.5 SUMMARY OF STUDIES EVALUATING DBS FOR OTHER VIRUSES 

Disease, Number of 
assay type samples & filter Sensitivity Specificity 
Countr~ Author ~a~ert~~e Test 0/0 0/0 Notes 
CMV Dowd etal. (2011) 75 samples CMV IgG (Diamedix) 93 94 
serology (106) Whatman 903 
USA 
EBV Fachiroh et al. (2008) 140 samples In-house IgA ELISA 80 100 ~': performance on venous 

sero'logy (179) Whatman 903 (fachiroh 06) blood instead of capHlary 
Indonesia 96~': 93.6 ~: blood --- -..-.------. 

Fachiq)h et al. (2008) 140 samples In-house IgA ELISA 75 97 * performance on venous 

(179) W.No.3 (fachiroh 06) blood instead of capillary 

89* 97* blood 
HSV Hogrefe et al. (2002) 22 samples Herpeselect (Focus) NR NR 
erology (449) W. No.3 
USA 
Measles Riddell et al. (2002) 216 samples Enzygnost IgM (Oade- 90.2 98.8 
serology (450) Whatman 903 Behring) 

Australia (450) 
Australia Riddell et al. (2003) 98 samples Enzygnost IgG (Dade- 96.2 92 DBS OD values were adjusted 

(178) Whatman 903 BehriQg) (00 ~': 1.28) to correlate with 

matching serum samples 
Uganda Uzkanin et ai. (2011) 588 samples Enzygnost IgM (Oade- 98.7 88.9 2-5 weeks after rash, 

(177) Whatman 903 Behring) collected samples were 100% 

sensitive and specific » 
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Disease, Number of 
assay type samples & filter Sensitivity Specificity 
Country Author paper type Test 0/0 0/0 Notes ... ~t' 
Rubella Karapanagiotidis et al. 88 sampLes Enzygnost IgM (Dade- 96 100 DBS can be shipped 
serology (2005)(451) Whatman 903 Behring) internationally 

Australla (451) 

Peru HeLfand et al. (2001) 87 sampLes Captia IgM (Sanoft) NR NR 94% concordance (4 DBS 

(452) Whatman 903 and 3 serum indeterminate 

WampoLe IgG (ALere) NR NR resuLts) 

93'0/0 concordance (2 DBS 

and 4 serum indeterminate 

resuLts) 
Peru HeLfand et al. (2007) 273 sampLes Enzygnost IgM (Dade- 98 97 

(452) Whatman 903 Behring) 

Enzygnost IgG (Dade- 99 98 
Behring) 

UK HardeUd et al. (2008) 73 sampLes Enzygnost IgG (Dade- NR NR 
(453) Whatman 903 Behring) 

IgG ELISA (Diesse) 

'"f"'-_ 

CMV Binda et al. (2004) 195 sampLes (MV EarLy Ollgo Mix 100 100 Umit of detection: 4000 
NAAT (180) Whatman 903 (BioUne- AmpUmedicaL) copies/mL whoLe bLood » 
ItaLy ::::::i 
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10.2.6 SUMMARY OF KEY STUDIES EVALUATING THE DIAGNOSIS OF 

INFECTIOUS DISEASES ON FILTER PAPER USING SAMPLES OTHER 

THAN WHOLE BLOOD. 

Sample Type Notes Reference 
Bone Marrow 
Visceral Leishmaniasis PCR positive in 34 of 35 dried bone Alam et al. (2009) 

(251) PCR marrow samples from patients 

clinically' suspected of having visceral 
leishmaniasis. 

Serum 

Hepatitis A IgM, IgG & 
PCR 

Hepatitis C PCR 
HIV ELISA 

Plasma 
HIV Quantitative PCR 

BU/fycoat 
HIV Proviral DNA PCR 

Hepatitis A IgM & IgG ELISA was Desbois et af. 
both 100% sensitive and specific (2009)(244) 

compared to serum. HIV ELISA was Abe et af. (1998) 

able to detect infections of less than 6 (246) 
months duration with a sensitivity of Barin et af. (2005) 

83%. (454) 
Hepatitis A PCR was 92.3% sensitive 
and 100% specific and Hepatitis C 
PCR 100% sensitivity and specific, 

though with a very small sample size. 
Both Hepatitis A and C showed a 10-
fold drop in viral load after 4 weeks 
storage at room temperature. 

Good correlation was observed in all" 
3 studies, between whole plasma and 
dried plasma spots and also between 
DBS and dried plasma. 
HIV RNA was more stable stored on 
paper at room temperature than as 
whole liquid plasma and was stable 
for more than 1 year. 

Ayele et af. (2007) 

(247) 

Cassol et af. 
( 1997)(248) 
Brambilla et al. 
(2003)(249) 

100% concordance of proviral DNA Rossi de Gasperis 
extracted from dried buffy coat spots et af. (2010)(250) 

with DNA extracted from whole blood. 
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Sample Type 
Skin lesion samples 
Cutaneous 

Notes 

Sensitivity ranged from 92.3 to 

Anne)'es 

Reference 

Leishmaniasis PCR on 100% and specificity up to 100% 
Fata et of. (2009) 
(253) 

dried skin exudates using PCR directly on a lesion sample 
as the reference sample. Filter 
paper comparable to PCR on tissue 
and superior to microscopy and 
culture. leishmania speciation also 
successfully performed. 

Boggild et of. 

(2010)(252) 
Kato et of. (2010) 
(455) 
Aye et of. (2011) 
(254) 

Leprosy PCR on skin slit 116 of 192 multibacillary leprosy 
smears patients positive on FTA Elute paper. 

Breast mille 
HIV Quantitative PCR 

Sputum 
HIV PCR 

Measles PCR 

HHV 6 & 7 PCR 

Tuberculosis PCR 

Malaria (P. falciparum) 
PCR 

Pneumocystis jirovecii 
PCR 

Equivalent to standard method of 
storage in 70% ethanol. 

No statistical difference between viral Ayele et of. (2007) 
load in dried breast milk and breast (247) 
milk in lysis buffer (gold standard). 

Low sensitivity for the detection of Kakizawa et of. 
HIV RNA in saliva compared with (1996)(456) 
whole blood. Chibo et of. 
Dried saliva less sensitive than (2005)(256) 
whole saliva & nose/throat swab for Guio et of. (2006) 
measles by PCR. 67% of serologically (457) 
confirmed cases positive by PCR. " Mharakhurwa et 
Sensitivity and specificity for HHV6 & of. (2006)(257) 
7 were comparable with whole saliva Zerr et of. (2000) 
samples. (458) 
M. tuberculosis PCR sensitivity Nuchprayoon et 
82%, specificity 96% - greater of. (2007)(258) 
than microscopy. DNA detected 
even after 6 months storage at 
room temperature. Thickest parts of 
purulent sputum must be applied to 
paper. 
Malaria DNA detectable in saliva and 
urine. Sensitivity poor when compared 
with microscopy. Refinements to 
methods required. 
Induced sputum and brochoalveolar 
lavage dried on paper had similar 
sensitivity and specificity of 67 & 90-
91 % - compared with direct PCR. 
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Sample Type 
Cervkal sample 
HPV peR 

Stool 
Vibrio cholera culture 

Enterocytozoon 
bieneusi PCR 

Adenovirus 40 & 41 
PCR 
Norovirus PCR 
Rotavirus PCR 

Urine 
CMV PCR 

Cerebrospi na l fluid 
Streptococcus 
pneumoniae Et 
Haemophilus 
influenzae PCR 

Neurocysticercosis 

ELISA 

Notes 

Two studies reported excellent 
concordance of 94-100% between 

Anne>(es 

Reference 

Gustavsson et al. 

(2009)(259) 
filter paper and cervical smear or I<ailash et al. 
cytobrush samples(259, 260). Banura (2002)(260) 
et al. found low agreement with a Banura et al. 

kappa of only 0.18. DNA is stable for 1 (2008)(261) 
year at r(jom temperature. 

No significant difference between 
filter paper and standard transport 
medium for culture of Vibrio cholera. 

Samples viable after 14 days storage 
when kept moist. . 

Viral enteric pathogens are all readily 
stored and identified by PCR from 
filter paper after up to 4 months. 

90% concordance with d.irect urine 
DNA extraction and PCR 

Page et al. (2011) 

(263) 
Carnevale et al. 

(2000)(459) 
Zlateva et al. 

(2005)(266) 
Wollants et al. 
(2004)(264) 
Rahman et al. 
(2004)(265) 

Nozawa et al. 

(2007)(267) 

Sensitivity and specificity for 
Streptococcus pneumoniae and 
Haemophilus injluenzae were 92 Et 
700/0, and 99 % 100% respectively. 

Peltola et al. 
" (2010)(262) 

There was good correlation in genome Fleury et al. 

counts between liquid and dried CSF. (2001)(227) 
High specificity of >90% but low 
sensitivities of 52-63°;0 depending on 
the type of paper used. 
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10.2.7 STARD CHECKLIST 

STARD CHECKLIST FOR REPORTING OF STUDIES OF DIAGNOSTIC ACCURACY 

ADJUSTED FOR DRIED BLOOD SPOT EVALUATION STUDIES 

Section and Topic 

TITLE/ABSTRACT / 
KEYWORDS 

INTRODUCTION 

METHODS 

Participants 

Test methods 

Statistical methods 

Item 
# 

2 

3 

4 

Amendments highlighted in blue, 

(version August 2012) 

Identify the article as a study of diagnostic accuracy (recommend MeSH heading 
'sensitivity and specificity'). 

Make usc of terminology: i.e. Dried Blood Spots, Dried Serum Spots, Dried Urine 
Spots, Dried Fluid Spots, etc. 

State the research questions or study aims, such as estimating diagnostic accuracy 
or comparing accuracy between sample types or across participant groups. 

The study population: The inclusion and exclusion criteria, setting and locations 
where data were collected. 

Participant recruitment: Was recruitment based on presenting symptoms, results 
from previous tests, or the fact that the participants had received the index tests or 

5 the reference standard? 

Participant sampling: Was the study population a consecutive series of participants 
defined by the selection criteria in item 3 and 4? If not, specify how participants 

6 were further sclected. 

Data collection: Was data collection planned before the index test and reference 
7 standard were performed (prospective study) or after (retrospective study)? 

Sample collection: State which filter paper was used, which and how fluids were 
8 obtained and spotted onto filter paper, and the drying period before storage 

9 

The reference standard and its collection, storage, and transportation details. If 
reference sample was not performed with the same tests or manner as the index 
sample, provide detailed rationale 

The index sample and its collection, storage, and transportation details. Provide 
10 detailed rationale for discordances in methods between index and reference test 

11 

Sample processing: state the time and storage conditions (humidity control and 
temperature) at the field, during transportation, and at the laboratory, preferably in 
a tabled manner. 

Punching method with reference to source or manufacturer, and cleaning proce-
12 dure, ifused. 

Technical specifications of material and methods involved including how and when 
measurements were taken, and/or cite references for index tests and reference 

13 standard. 

Definition of and rationale for the units, cut-otIs and/or categories of the results of 
14 the index sample and the reference standard. 

For quantitative or numerical test results, indicate the calculation methods and 
15 rationale of the index and reference standard 

The number, training and expertise of the persons executing and reading the index 
16 sample and the reference standard. 

Whether or not the readers of the index tests and reference standard were blind 
(masked) to the results of the other test and describe any other clinical information 

17 available to the readers. 

18 

19 

Methods for calculating or comparing measures of diagnostic accuracy and bias 
(e.g. Bland Altman), and the statistical methods used to quantify uncertainty (e.g. 
95% confidence intervals). 

Methods for calculating test reproducibility, lower limit of detection, if done. 

For quantitative test outcomes, the mean and range of results for index and refer-
20 ence test. 

On page 
# 
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RESULTS 

Participants 

Test results 

Estimates 

DISCUSSION 

21 

22 

When study was performed, including beginning and end dates of recruitment. 

Clinical and demographic characteristics of the study population (at least informa­
tion on age, gender, spectrum of presenting symptoms). 

The number of participants satisfying the criteria for inclusion who did or did not 
undergo the index tests and/or the reference standard; describe why participants 

23 failed to undergo either test (a flow diagram is strongly recommended). 

24 
Time-interval between the index tests and the reference standard, and any treat­
ment administered in between. 

Distribution of severity of disease (define criteria) in those with the target eondi-
25 tion; other diagnoses in participants without the target condition. 

A cross tabulation of the results of the index tests (including indeterminate and 
missing results) by the results of the reference standard; for continuous results, the 

26 distribution of the test results by the results of the reference standard. 

27 Any adverse events from performing the index tests or the reference standard. 

28 
Estimates of diagnostic accuracy and measures of statistical uncertainty (e.g. 95% 
confidcnce intervals). 

For quantitative test outcomes, Estimates of diagnostic accuracy and measurcs 
of statistical uncertainty (e.g. 95% confidence intervals) by quantitative grouped 

29 ranges (e.g. 1,000-5,000 copies/mL). 

How indeterminate results, missing data and outliers of the index tests were 
30 handled. 

Estimates of variability of diagnostic accuracy between subgroups of participants, 
31 readers or centers, if done. 

32 Estimates of test reproducibility, ifdone. 

33 Discuss the clinical applicability of the study findings. 
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10.2.8 REFERENCES OF EXCLUDED IN-HOUSE ASSAYS 

"IV 

!:...n n c:"<c~s 

Comeau(460) De Crignis(283) luo(461)Mehta(462)Ou (463)Panteleeff(464) Nyambi(465)Jacob(466) 
Chohan(467) Walter(468) Zhang(469)Youmo(470, 471) Barin(454)Beck(472) Bellisario(473)Cas­
sol(474, 475) Lindhardt(476) Newell(477)Sriwanthana(478) 

HEPATITIS B & C 

Parker( 479) De Crignis(283) Gupta( 480) Lira( 481) 

CMV 

Soetens(482) Scanga(483) Vauloup-Fellous(484) Yamamoto(485)Atkinson(486) Barbi(487, 488) 
Boppana( 489) 

1\1EASLES 

Condorelli(490)De Swart(491) El Mubarak(492) 

RUBELLA 

Punnarugsa( 493) 

:~ 
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10.3 ANNEXES TO CHAPTER 3 

10.3.1 INCLUSION AND EXCLUSION ALGORITHM 

Search 15-2-2010 
265 Titles and abstracts 
reviewed for relevance 

-'" 

~ 

35 Full copies retrieved and 

assessed for eligibility 

---. 
~ 

, 
Included 11 Publications J 

Excluded 21S: Not relevant 

to study question 

I Excluded 15: Paediatric study 

Excluded 8: Not research 

articles 

Excluded 2: in-house 

methods or not commercially 

available 

Excluded 2: qualitative HIV 

RNA 

Excluded 3: Evaluation of 

DP5 

Excluded 8: Drug resistance/ 

DNA 

Excluded 1: no valid 

reference (DPS) 

Search 10-1-2012 
208 Titles and abstracts 
reviewed for relevance 

17 Full copies retrieved and 

assessed for eligibility 

Excluded: 191 Not relevant 

to study question 

11 Not research articles 

Excluded 2: in-house 

methods or not commercially 

available 

t------.tJ Excluded 2: infant diagnosis 

I Included 2 Publications I 
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10.3.2 SEARCH STRATEGY PROTOCOL 

Systematic review of HIV DBS: Search strategy protocol 

Databases 

MEDLlNE: All aspects of clinical medicine, biomedicine, nursing, dentistry, 

allied health, health policy, genetics etc. Emphasis on English-language 

source, quite biased towards journals published in N. America. Includes 

journal articles from 1950s onwards and is updated daily. 

EMBASE: All aspects of clinical medicine, biomedicine, nursing, dentistry, 

allied health, health policy, genetics etc. Quite biased towards information 

in journals published in Europe. Particularly strong on pharmaceutical 

information. Includes journals from 1947 onwards and is updated weekly. 

Search Terms 

Search Embase: 

("1998/01/01"[Publication Date] : "3000"[Publication Date]) AND 

((((dried[tw] OR dry[tw]) AND (spot[tw] OR spots[tw]) AND blood[tw]) OR 

dbs[tw] OR filter paper[tw] OR filter papers[tw] OR guthrie cardl'([tw] OR 

903 paper[tw]) AND (hiv~'([tw] OR human immunodeficiency virus~'([tw] OR 

human immune deficiency virus~'([tw] ) AND (DNA~'( OR RNA OR infant OR 

heonatl'() 

Search medline: 

• ((dried or dry) and blood and spot}'() 

• (dbs or "filter paper~'(" or "guthrie card}'(" or "903 paper") 

• (hiv~'( OR "human immunodeficiency virus~'(" OR "human immune 

deficiency virus-::" OR HIV-l) 

• (DNA[tw] OR RNA OR infant OR neonate OR neonatal OR infants~'r) 

• ("early infant diagnosis"OR EID) 

• limit to yr="1998 -Current" 

• 1 OR 2 AND 3 AND (4 OR 5) 

Date 
• 

1998 to pre~ent 
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Language 

English 

Publication type/status 

Published works in peer reviewed journals. 

Study selection 

Stage 1: Screening of titles/ abstracts against inclusion criteria. 

h Il n (: irs 

Titles and abstracts, where available, will be screened and either accepted, 

rejected as not relevant, or rejected due to failure to meet inclusion criteria 

(if so, the reason will be specified). 

Stage 2: Full papers obtained and assessed against inclusion criteria. 

Papers will be either accepted or rejected due to failure to meet inclusion 

criteria and the reason will be specified. 

Full papers will be independently assessed by TWO members of the review 

team and results will be cross-checked and combined. 

Inclusion Criteria 

Evaluation or comparison of performance of commercially available 

DNA/RNA assays with DBS and reference sampling methods 

• Evaluations based on human clinical or reference materials 

Exclusion criteria 

Not an evaluation study or not having a correct reference sample or 

reference method 

In-house developed assays or a no longer commercially available assay 

Studies with other primary aims other than evaluation of DBS for early 

infant diagnosis with reference samples ~': 

Studies related to drug resistance screening, genotyping, sequencing, 

other "non-diagnostics" evaluation studies 

Studies with a population that does not include newborns or infants 

Study written in a language which is not English 
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Data Extraction 

General Information 
Date of data extraction 
Identification features of the study: 
Record number 
Author 
Article title 
Citation 
Study Characteristics 
Aim/ objectives of the study 
Filter paper type 
Participant/ Sample Characteristics 
Characteristics of population from which 
samples were drawn: 
Age 
Sex 
Number of samples 
Sample country/ region of origin 
Sample type (finger prick/ EDTA/ .. ) 
DBS storage: 

At research site 
At laboratory 

Use of desiccants 
Type of reference sample 
DBS quality check performed? 
Technology 
Name and manufacturer of assays under 
evaluation 
Extraction method 
Extraction volume/adjustments 
Extraction kit/ method used 
Detection method 
If quantitative; adjusted for DBS sample input? 
Outcome datal results 
Unit of assessment/ analysis 
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Outcomes: 
NA: 
Mean pathogen load + standard deviation 
Range of pathogen load 
Correlation (r) 
Bias (mean difference) 
Sensitivity, cut-off 
Specificity, cut-off 
0/0 CV index test, reference test 
Serology: 
Sensitivity, cut-off 
Specificity, cut-off 
Cut-off adjusted for DBS? 
Titre lower limit of detection 
Variability, cut-off, replicates 
For each pre-specified outcome: 
Reported (YIN) 
Definition used in study 
Additional outcomes reported 
Details of any additional relevant outcomes 
reported 
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Quality Assessment 

Titlel abstract 

Introduction 

Methods 

Participantl Sample 
Characteristics 

Test methods 

Statistical methods 

Results 
Participants 

Test results 

Discussion 

Is the article easily identified as a study of test 
evaluation? 
Does it clearly state the research question and 
study aims? 
Do the authors clearly describe the study 
design? 
Are study inclusion and exclusion criteria 
provided? 
Were steps taken to introduce blinding 
and random allocation where possible and 
appropriate? 
Is the population from which the samples 
were drawn described? 
Is the country/ region of sample origin 
detailed? 
Were the samples collected prospectively? 

Do the authors describe how the samples 
were acquired, stored and prepared? 
Was the choice of anticoagulant appropriate 
for the technology? 
Were staff traineq, in the use of the technology 
prior to performing the index and reference 
tests? 
Was the reference standard explained in 
sufficient detail to be reproduced? 
Is the index test explained in sufficient detail 
to be reproduced? 
Did the authors report the number of 
technicians reading the index/ reference 
tests? 
Was a single sample divided and tested by 
each technology included in the study or were 
a different set of samples used for each test? 
Were the methods used reported in detail? 
Were the methods used appropriate? 

Were the demographic characteristics of the 
population described? 
Was the distribution/ range of viral load of the 
sampled population reported? 
How were the data presented? 
Was subgroup analysis performed for different 
HIV-l subtypes? 
Was the clinical relevance of the study 
findings discussed? 
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10.3.3 SUMMARY OF STUDIES THAT EVALUATED THE USE OF OBS FOR HIV VL AND flO 

sample # spots DBS elutiol1 Extraction 
Author origin 
HIV viral load 

ART +/- # sam2les S20t ~l used volume Elution 2rocess method Detection Platform 

Andreotti et al Malawi neg 102 75 1 2 ml Overnight, room NucliSens CaSAS TAQMAN RT 
T miniMAG analyzer ---------

Arredondo et Spain 700/0 neg 154 50 2 2ml 120 min, room T M2000sp Abbott RealTIME HIV-l 
al 
Garndo et al Spain 103 50 1 2 ml 2 hours, gentle Manual NucUSens easyQ vl.l 

rotation NucUSens kit 
--- ---

Garrido et al Spain . 103 50 1 2 ml 2 hours, gentle M2000sp M2000rt 
rotation 

~..,....-.~ - _ -r' ~- _____ -

Ikomey et al Cameroon 60 50 0.9ml RSC 10 min AmpUcor Monitor vl.5 

lysis 
Kane et al Senegal 33 50 2 2 ml 30 min, room T NucliSens NucliSens easyQ v1.2 

MiniMAG 
Leelawiwat Thailand pos 56 50 1 0.9ml 120 min, 25°C Manual AmpUcor Monitor vl.5 

et al NucliSens kit 
Lofgren et al Tanzania pos 137 50 2 1.7ml 2 hours, room T M2000sp M2000rt 

Marconi et al Italy 168 50 2 2 ml 2 hours, room T M2000Sp M2000rt 

Mbida et al Cameroon pos 41 50 2 1.7 ml 2 hours M2000Sp M2000rt 

Pirillo et al France 98 50 1 1.25 ml 30 min, Room T VERSANT Versant HIV-l kPCR 
preparation 
module 

v Deursen et al The pos 83 50 2 2 ml 30 min, NucliSens easy NucliSens easyQ v2.0 » 
I Netherlands MAG :::J 
I_~~~._~-.-- _ .....---0 ___ "'-_-_.........,, _________ -_ ...... - ----" --> ...... _ ..... - --.- - - ----- -.- - ~ -- - - - _. - --- :::J 
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~ 
U1 
"'-I 

sample 
Author origin 
Rottinghaus Nigeria , 
et al 
Vidya et 2l India 

Early infant diagnosis 
Anitha et al India 

Nsojo et al Tanzania 

Sherman et al South Africa 

Stevens et al South Africa 

Stevens et al South Africa 

ART +/- # sam~les S~ot l:!l 
neg 173 100 

---- -
100 50 

-- - -- - --- -- -- -

766 

325 20 

280 20 

- 800 70 

- 800 70 

# 'spots DBS elution 
used volume 
1 2 ml 

2 1.75 ml 

1 100 ul 

1 200ul 

1 200ul 

7~o: 200ul 
3.2mm 
1 1100ul 

Extraction 
Elution ~rocess method Detection Platform 
30 min, Room T NucliSens easy NucliSens easyQ vl.l 
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Abstract 

The availability of rapid and sensitive methods to diagnose syphilis facilitates 

screening of pregnant women, which is one of the most cost-effective health 

interventions available. We have evaluated four methods in Tanzania: the 

Treponema Pallidum Particle Agglutination assay (TPPA), the Treponema 

Pallidum Haemagglutination Assay (TPHA), an Enzyme Immuno Assay (EIA), 

and a point of care test (POCT) The POCT was performed in the clinic on 

whole blood, while the laboratory assays were performe~d on plasma at the 

laboratory 

In total, 2459 samples were tested and gave a TPPA seropositivity of 17.3%. 

With TPPA as reference assay, the sensitivity and specificity of TPHA was 

87.9% and 97.4%, of EIA was 95.3% and 97.8% , and of the POCT was 

59.6% and 99.4% respectively. The sensitivity of the POCT to detect active 

syphilis cases (TPPA positive and Rapid Plasma Reagin titre 2! 1/8) was 82%. 

The low sensitivity of the POC test is critical and should be further assessed 

under routine clinical use in African developing countries. Even though the 

sensitivity of the POCT is low, 'the sensitivity of detecting active syphilis cas­

es and large increase in accessibility of diagnostic tests makes the POCT the 

preferred choice for remote clinics in Tanzania. 

258 



Introduction 

The prevalence of syphilis is high among pregnant women attending 

antenatal clinics in sub-Saharan Africa [1]. During pregnancy, syphilis can 

have devastating effects on the developing foetus and is a major cause of 

stillbirths and neonatal deaths in Africa [2-4]. Screening and treatment of 

pregnant women with a single dose of benzathine penicillin before the 

third trimester could prevent up to 500,000 stillbirths and neonatal deaths 

annually, in Africa alone [5]. 

Serological assays are important for the diagnosis of syphilis. Laboratory 

based assays such as the Treponema Pallidum Particle Agglutination (TPPA), 

Treponema Pallidum Haemagglutination (TPHA), and Rapid plasma Reagin 

(RPR) are widely used. As the agglutination is interpreted by a technician, 

the test result is subjective. By the introduction of Enzyme Immunoassays 

(EIA) with a plate reader, test results could be read objectively and large 

quantities of samples could be processed. EIAs are suggested to be more 

robust and more sensitive than TPPA, but are also more expensive [6, 7]. 

These laboratory based assays are not available in rural health facilities in 

Africa. POCTs are easy to perform, require only a finger prick drop of blood, 

and do not require refrigeration; they could enable same day testing and 

treatment for syphilis at any health facility 

Comparative evaluations of these TPPA, TPHA, EIA and POCT assays have 

not been previously performed in Sub Saharan Africa [8]. Considering the 

major burden of syphilis in Sub Saharan Africa, this study was performed in 

Tanzania to evaluate the POCT against 3 laboratory assays. Besides the per­

formance of a test, kit costs, necessary equipment, cold chain requirements, 

and complexity of executing tests are essential for evidence based decision 

making and were included in the discussion. This study is performed to aid 

decision makers in developin"g countries to select a suitable screening test 

for syphilis . 

.. 
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Methods 

Samples and Field Procedures 

The Kisesa open cohort is a well established ongoing community-based 

study in Northern Tanzania [9]. The cohort study uses ,regular demographic 

surveillance with serological surveys, providing data on HIV incidence and 

prevalence [10]. Subjects that accepted Voluntary Counselling and Testing 

(VCT) were tested for HIV and syphilis using POCT. All subjects with a positive 

syphilis result were given free medical treatment according to Tanzanian 

government guidelines, and all those positive for HIV were referred to the 

Tanzanian care and treatment centre. The study was approved by the Medical 

Research Coordinating Committee of the National Institute for Medical 

Research in Tanzania and the Ethical Committee of the London School of 

Hygiene and Tropical Medicine. 

Whole blood was collected into heparinised tubes from consenting sub­

jects, by the VCT nurse, and transported to the National institute for Medical 

research (NIMR) laboratory in Mwanza. Within 24 hours the blood was cen­

trifuged and stored at -200C. Samples were collected from April 2010 until 

September 2010 and were tested until March 2011. Samples were bar-cod-
. . 
ed to ensure anonymous testing. Double data entry was used to enter the 

results. Results were entered automatically (EIA) or manually into the Labo­

ratory Information Management System (LlMS). 

Poi nt-of-ca re test 

The SO bioline syphilis 3.0 POC tests (Standard Diagnostics, Kyong gi-do, 

Korea) were performed by trained and experienced clinicians, with whole 

blood samples collected by venous puncture. A timer assured 15 minutes 

waiting time were applied before reading the test results. The manufacturer's 

procedures were followed. 

TPPA &TPHA 
(t 

A total of 2459 plasma aliquots were raised to room temperature and tested 

by use of TPPA (FuJirebio, Tokio, Japan) and TPHA (newlab21, UK). Both tests 

were performed according to the manufacturer's instructions. TPPA and 

260 



TPHA results were read by two trained and experienced technicians. The 

reading of the TPPA and TPHA occurred while masked to results of other 

tests. Discordant results between the two technicians were discussed and 

one outcome was agreed by consensus. Results were deemed indeterminate 

for biologically reactive samples or when a conclusive outcome could not be 

obtained due to difficulty in interpretation or lack of technician agreement. 

Enzyme Immuno Assay 

The Syphilis Enzyme Immuno Assay (EIA)(Lab21 healthcare, Kentford, UK) was 

performed on 1272 samples (50%). The EIAwas included halfway during 

the course of the study. The EIA was carried out according to manufacturer's 

instructions and read by Optical Density (00) 450/620nm by automated 

reader (DTX 800, Beckman Coulter, USA) which calculated the cut-off limit 

according to the instruction manual. The results were then entered directly 

into the Laboratory Information Management System (LlMS). 

The sensitivity, specificity, positive predictive value (PPV) and negative pre­

dictive value (NPV) were calculated according to standard calculations. The 

agreement between various methods was tabulated. Mi~rosoft Excel (Mic­

rosoft Corp., USA), the statistical package Stata 11 (Stata corp Lp,Texas, USA) 

were used for analysis of the results. 

Results 

In total, 2459 samples were tested with TPPA and TPHA, 2099 (85.3%) POCT 

were performed and 1273 (51.7%) were tested using the EIA. The syphilis 

seroprevalence was according to TPPA 17.1% , for TPHA 17.1%, for EIA 

19.3% and 10.7% according to POCT. 

The comparison between TPPA, TPHA and EIA is shown in table la-e. There 

was a 95.80/0 agreement between TPPA and TPHA and a 97.3% agreement 

between TPPA and EIA. The sensitivity and specificity of TPPA, TPHA and EIA 

are summarised in Table 2. Figure 1 shows the distribution of all positive 

samples iden'tified by one or more of the laboratory assays. 
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Table 1. Summary of samples tested with TPPA, TPHA, SO bioline 3.0, and EIA. 

TPPA EtA 
+ totaL + totaL 

TPHA + 364 52 416 TPHA + 205 25 230 
50 1959 2009 37 996 1033 

total 414 2011 2425 ~-: total 242 1021 1263~-: 

la. TPHA against TPPA lb. TPHA against EIA 
>'< 33 indeterminate, 1 not tested for TPHA >-< 10 indeterminate excluded 

TPPA EtA 
+ TotaL + TotaL . 

EtA + 222 23 245 poe + 114 6 120 
11 1016 1027 85 836 921 

Total 233 1039 1272 ~-: Total 199 842 1041 

le. EIA against TPPA ld. paCT against EIA 
>'< 1 not tested for TPPA 

TPPA 
+ Total 

poe + 214 11 225 
145 1729 1874 

Total . 359 1740 2099 

le. paCT against TPPA 

All discordant and indeterminate result obtained by any of the three laboratory 
. ~ 

methods were retested by TPPA, TPHA and EIA. When retesting all discordant 

results, 24 out of 50 TPPA positive discordant samples became negative, and 

11 out of 105 TPPA negative discordant samples became positive. For TPHA, 

41 initially positive samples became negative when retested and 11 initially 

negative discordant results became positive. Although EIA was performed 

on fewer samples than TPPA and TPHA, only five samples changed outcome 

when retested (5 initially positive samples became negative out of 41 

discordant results). 
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Figurel. Distribution of positive samples among the three assays. Numbers represents 
positive samples detected by three assays (number is given in 3 circles), or by two assays 
(overlapped by two circles) or by one assay (given as number below the assay name). 

TPPA 
Sensitivity Specificity PPV NPV I< 
(95% CI) (95% CI) 

TPHA 87.9°1<> 97.4% 87.5% 97.5°1<> 85.2°1<> 
(84.4 -90.7°1<» (96.6-98.0%) 

EIA 95.3% 97.8% 90.6% 98.9% 91.2% 
(91.8-97.3%) ( 96.7 -9 8. 5 % ) 

POCT 59.60% 99.40% 90.6% 98.9°;6 91.2% 
(54.5-64.60/0) (98.9-99.7 01<» 

Table 2. The TPHA and EIA performance are given against the TPPA as reference method. 
PPV= positive predictive value, NPV= negative predictive value, 1(= kappa correlation value, 
95% (I = 95% confidence interval. 

Point- of- care test 

The performance of the POCT with TPPA as reference is shown in table 

ld. To evaluate the sensitivity of detecting active syphilis cases, RPR was 

performed (Table 3). Of the 146 false negatives with TPPA as reference, 115 

(79%) were RPR negative and 31 samples were positive. Based on the RPR 

interpretation of the 145 false negatives, nine active syphilis cases were 

missed when using POCT instead of TPPA. Based on 2099 samples, 50 had 

an active syphilis infection (positive TPPA and RPR titre ~ 1/8) of which 41 

were detected by POCT, giving a sensitivity of 82% (69.2% -90.2%). 
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TPPA POCT RPR Samples 
< 1/8 ~ 1/8 Neg 

+ + 71 41 102 214 
+ 22 9 115 146 

+ 3 0 8 11 
44 9 1675 1728 

Total 140 59 1900 2099 
Table 3 The TPPA and POCT performance are given with RPR results divided into titres lower 
« 1/8) or higher than 1/8 (;~ 1/8), += positive, - = negative, Neg=negative 

Costs 

The kit cost (excluding labour) in Tanzania of one TPHA reaction is $0.18 -

$0.32 1 one EIA reaction is $0.42- $0.93 and one TPPA reaction costs $0.46. 

The costs vary depending on the size of the purchased kits. This simple 

calculation does not include the number of negative and positive controls 

necessary per run l which is higher for the EIA. The cost of the POC test was 

$ 1.10 per test in Tanzania. 

Discussion 

To our knowledgel this is the first study compa'ring TPPAI TPHAI POCT and EIA 

performed in an African setting. The TPPAI TPHA and EIA were comparable in 

performancel with TPHA yielding the lowest performance (88.4% sensitivity). 

It is important to note that this study was performed in Tanzania and on Tan­

zanian samplesl which potentially influence the results. African samples can 

contain high immunoglobulin levels due to other infections which potential­

ly cause false positive test results [11 1 12]. 

Although tests were performed and stored according to manufacturerls rec­

ommendationsl potential environmental effects by transporting and using 

the kits under tropical conditions could not be completely ruled out. There­

fore
l 

performing tests in an African country relies more heavily on the ro­

bustness of the tests than i~ developed countries. This could potentially 

influence the test results. 

Based Or.1 the results found in this studYI it seems that both the EIA and TPPA 

perform well and are suitable to be ,used for syphilis screening in developing 
, 

countries. The TPHA is tess suitable due to limited reproducibility of results l 
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lower sensitivity compared to TPPA or the EIA, and more equivocal results. 

The reproducibility of the TPHA was limited due to the high number of sam­

ples that changed outcomes when retested, which could be an indication of 

difficulties in test interpretation or reduced reliability with low titre samples. 

There were very few discordant EIA results between the first test results 

and when retesting discordant results. Thesamples that were discordant had 

very low 00 measures, just above the cut-off. Therefore, EIA seems to be a 

more stable and reliable test, but it is debatable if the benefit outweighs 

the costs compared to TPPA. EIA's require a plate washer and a reader for 

objective interpretation of the results. Additionally, EIA's laboratory proce­

dures require more steps and more controls per run than TPPA, which could 

make TPPA a preferable option for handling smaller sample volumes. When 

a laboratory is experienced in interpreting agglutination results, it may be 

preferable to continue the use of TPPA instead of switching for the more 

objective and more expensive EIA. 

The performance of the POCT (59.6% sensitivity and 99.4% specificity) was 

below the manufacturer's claim (99.3% sensitivity and 99.9% specificity). 

~his is consistent with another multi-country comparispn study conduct­

ed in Africa which found a performance below the manufacturer's claims, 

although the sensitivity of POCT was higher than in this study (85.7%)[4]. 

This finding is concordant with other studies that found a reduced sensitiv­

ity when the POCT is performed on whole blood [13, 14]. Additionally, this 

study compared the POCT in a field setting while laboratory tests were per­

formed on plasma. 

For routine screening in developed countries, treponemal and non-trepone­

mal tests are combined to differentiate past and current syphilis infection. 

The positive samples that were missed by POCT were mostly RPR negative 

(77%) and only 9 out of 50 active syphilis cases were missed. This finding 

suggests that POCT is less sensitive than laboratory tests but still capable 

of detecting most active syphilis cases. Even though the sensitivity is low, 

POCT provides additional benefit~ compared to laboratory based assays. 

POCT require no refrigeration, provide fast results, and are easy to operate, 

enabling health care workers without access to laboratories to offer a same 
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day testing and treatment service [15]. The alternative test that was used at 

some rural clinics in Tanzania was RPR. If a health centre has a freezer and 

plate rotator, RPR can be performed, although the results obtained in rural 

clinics in Africa have not been encouraging [13]. 

The acceptability of losing sensitivity while gaining accessibility of diagnos­

tic tests is often misjudged. To emphasise the importance of accessibility 

of diagnostic tests, a study was conducted that evaluated the implementa­

tion of POCT in antenatal care clinics in Tanzania (Mabey, Plos one, in press). 

The use of POCT instead of RPR tests led to a 4 times increase of pregnant 

women being tested (3.561 with RPR versus 14.562 with POCT in 3 months). 

Because of this, 8.4 times more positive cases were detected with POCT. Al­

though the sensitivity of POCT is low, the increased accessibility of syphilis 

diagnostics increased the number of women screened and adverse births ef­

fects prevented. An improved POCT would be preferable but at the moment, 

these POCT are an acceptable solution for remote clinics in Tanzania. 
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10.6 ANNEXES TO CHAPTER 6 

10.6.1 PROTOCOLS DEVELOPED 

Quality assurance protocol for dried blood spots 
Standard operating procedure 3.0 

Subtitle: Laboratory protocol for TPPA testing using Serodia Fujirebio test kit 
ProtocollD: 3.0 
Date: March 2012 
Created by: Pieter Smit, Thomas van der Vlis 
Email address:Pieter.smit@lshmt.ac.uk 

Purpose of protocol: 

Serodia TPPA test kit from Fujirebio inc. for qualitative detection of Trepone­
ma Pallidum antibodies is used for the detection of syphilis on DBS samples. 
This protocol describes in detail the testing procedures when using DBS 
samples. The procedure is divided into two stages. The first stage explains 
the creation of a masterplate which needs to be incubated overnight. The 
second stage describes the TPPA test kit protocol using the masterplate as 
sample material. Test result interpretation is qualitative and described at the 
end of this SOP. 
TPPA testing should be performed after DBS card quality evaluation (proto­
collD 2.0). Printed 96 wells templates are needed to record test results. If 
bar-coded stickers on the DBS cards are used the printed template might be 
exchanged for an excel using a bar-code scanner device. The template to be 
printed can be found at the global health diagnostic website. 

* HEALTH AND SAFETY INFORMATION CAUTION: 

You are worl<ing with potentially infective materials. Read the manufac­
tures manual for safety regulation. 

Procedure (1): 

Materials needed: 
• Specimen DBS cards + empty DBS 
• Punch machine or punchers 
• Disposable gloves 
• Disposable tips 
• Pipette's (multi-pipette) 
• PBS quffer (96 1

'
c lOOul = 9,6ml for 1 plate)~'( 

• 96 fla"t we lls plate + cove r 
• Printed 96well~ template 
• Plate shaker 
* see page 4 (bottom) for detailed PBS-buffer requirements. 
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Operations: 
• Collect (sample) OBS cards 
• Set up 96 wells plate (number the plate for reference) 
• Leave well Ai empty for positive control 
• Punch blank card at Bl for blank control 
• Punch samples into the well's starting at Cl (followed by 01 etc) 
• For each punch, write down card-number on printed template 
• For each punch, write down what punch (number) you used in the small 

square (optional) 
• Add 100IJl of PBS buffer to each well (using multi-pipette) 
• Tap the plate from the side (3x), the spots will turn 
• Shake plate for -30sec on a shaker 
• Cover wells and place in a refrigerator (4 degrees Celsius) overnight to 

elute 

This is your master plate. 

Do not store the plate longer than 2 days (at 4 degrees Celsius) 

I. 
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Procedure (2): 
Serodia TPPA test (following within 2 days after creating master plate). 

Materials needed: 
• (Multichannel) Pipette's 
• Timer 
• Gloves 

Disposable tips 
• U-shaped 96 wells plate (2x.per one fully filled masterplate) 

1.5ml vial 
• Pen 

Pre-test 
• Prepare reagents 30min in advance. 
• Bring TPPA test kit at room temperature. 
• . Bring the Master plate at room temperature. 
• Every test requires 2 wells, so for a full master plate, 2 u-shaped 96wells 

plate are needed. 

Operations 
• Number the U-shaped 96 wells plate 1 and 2 if applicable and mark the 

plate's with numbers as on the masterplate. U-shaped 96 wells = U96W 
• Pipette 25IJl of sample diluents into the whole first column (Al-H 1) 

Repeat this step for column 3; 5; 7; 9 and 11 (A3-H3; A5-H5; A7-H7 etc) 
and go on, on the 2nd U96W plate if necessary. 
Elute 251.Jl of positive control (from kit) and 190IJl sample diluents into a 
vial and mix thoroughly, with pipette. 

• Pipette 25IJl of the positive control mix into well Ai of the U96W plate 

Read the following 4 steps first before proceeding 

• Pipette 25IJl of each well from the first column of the master plate into 
the first column of the U96W plate 

• Mix specimen solution with sample diluent in U96W plate with pipette, 
thoroughly. 

• Without changing tips, pipette 25IJl of the diluted specimen solution into 
the column next to it (first column Ai-Hi a A2-H2) 

• Repeat for the other columns of the master plate. Column two of master 
plate must be pipetted into column 3 of the U96W plate, column 3 of the 
master plate into column 5 of the U96W plate etc. (column 7 of the mas­
ter plate must be pipetted into column 1 of the second U96 W plate.) 
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• Pipette 2SI.1t unsensitized particles with dropper or multi-pipette in every 
even column (A2-H2; A4-H4 .. etc) 
Pipette 2SI.1t sensitized particles in each well of every first (odd) column 
(Al-H 1; A3-H3; A5-H5 etc) 

• Cover the U96W plate's and shake the plate's with shaker for about 20sec 
• Incubate at room temperature for at least 2 hours. 
• I(eep the plate free from vibrations 

)'(if you are using the multichannel pipette instead of the provided droppers 
to add the unsensitized and sensitized particles, make sure that you place the 
pipette tips high on the wells to minimize contamination (see figure below). 
This is only of relevance when you are not changing tips. 

Test interpretation: 

• After incubation period, make a photo of the plate's 
• Write down the results on the printed template (P = positive N = negative 

I = Indetermined) 
• Every odd column of the U96W plate corresponds with consecutive col­

umns on the printed template 
• Fill in results Column 1 of 1st U96W on column 1 of the printed template 
• Fill in results Column 3 of 1st U96W on column 2 of the printed template 

Fill in results Column 5 of 1st U96W on column 3 of the printed template 
Fill in results Column 7 of 1st U96W on column 4 of the printed template 
Fill in results Column 9 of 1st U96W on column 5 of the printed template 
Fill in results Column 11 of 1st U96W on column 6 of the printed tem­
plate 

• Fill in results Column 1 of 2nd U96W on column 7 of the printed template 
Fill in results Column 3 of 2nd U96W on column 8 of the printed template 
Fill in results Column 5 of 2nd U96W on column 9 of the printed template 

• Fill in results Column 7 of 2nd U96W on column 10 of the printed tem­
plate 

• Fill in results Column 9 of 2nd U96W on column 11 of the printed tem­
plate 
Fill in results Column 11 of 2nd U96W on column 12 of the printed tem­
plate 

Particles are concentrated in the shape of a button at the center of the 
well with a smooth (sharp) round outer margin. Read: (-) Non-reactive 
Partic:.les are concentrated in the shape of a compact ring with a very 
small 'hole' in the middle and a smooth (sharp) round outer margin. 
Read: (-) Non-reactive 
Particles are concentrated in the shape of a compact ring with a 'hole' the 
middle and a smooth round outer margin. Read: (+/-) Inconclusive 
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Defined large ring with a rough multiform outer margin and peripheral 
agglutination. Read: (+) Reactive. 

• Agglutinated particles spread out covering the bottom of the Well uni-
formly. Edges sometimes folded. Read: (++) Reactive. 

Interpretation criteria: 

Check if all unsensitized particles are negative 

Positive: specimen is (-) with unsensitized particles, but (+) with sensitized 

particles 

Negative: (-) or (+) with unsensitized particles, if sensitized particles is (-) 

If unsensitized and sensitized are both positive, the sample must be re­

tested. 

Test validity 

The test is valid when the positive control is reactive. 

Limitations of procedure 
• Alterations in the physical appearance of the test kit materials may indi-

cate instability or deterioration 
• All highly sensitive assays have the potential for non-specific reactions 
• Adaptations have been made to the manufacturers' protocol. 
• This protocol is established and validated within our laboratory setting. A 

test validation within your laboratory setting is highly recommended. 

PBS-buffer 

Needed: PBS buffer with 0.05% tween20 

Example: 

BOml PBS 

40ul tween 

Use 'positive displacement' pipette tips to add the tween20 to the PBS. 

This is a very thick soap, and normal tips will not work. 
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Quality assurance protocol for dried blood spots 
Standard operating procedure 2.0 

Subtitle: Laboratory protocol for the quality evaluation of dried blood spot samples. 
ProtocollD: 2.0 
Date: March 2012 
Created by: Pieter Smit, Thomas van der Vlis 
Email address:Pieter.smit@lshmt.ac.uk 

Purpose of protocol: 

Dried Blood Spots (DBS) samples are used in various settings and used 

for different purposes throughout the world. As originally intended for 

neonatal screening, DBS are currently used for surveillance, diagnostics, 

quality control or infection monitoring. 

The quality of a clinical sample is essential for good quality diagnostic 

testing, irrespective of which tests are applied. Based on a study for 

the development of a quality assurance method for rapid diagnostic 

tests, a protocol was developed to review the quality of DBS. As DBS are 

susceptible for environmental influences, test. results could be influenced 

by the quality of the spot. 

In this protocol, the quality criteria for DBS samples are incorporated into 

the laboratory process. The protocol makes use of the fo(m to write down 

the quality of the DBS samples. This form is called: DBS quality assessment 

template.docx and can be found at the global health diagnostic website as 

well. 
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* HEALTH AND SAFETY INFORMATION CAUTION: 

You are worldng with potentially infective materials. Read the manufac­
tures manual for safety regulation. 

Procedure: 

Materials needed: 
Desiccants (preferably color changing) 
Zipper lock bags (Large & small) 
Notation stickers (optional) 
QA forms 
Disposable gloves 
substance mask (optional) 

Operations: 

One form can contain 30 entries (1 form double sided printing). 

Note date and sample location on the form. 
Note if there were desiccants in the bags and if new ones were necessary on the form. 
Assess (see below for details) the individual DBS cards and fill in the form. 
When the form is completed, place the cards in a 'small' zipper-lock bag with enough 
new desiccants (about 1-3 desiccants). 
Note the "bag-number" (starting from 1) on the form and on the bag (use notation stick­
ers). 
Press as much air out of the bags as possible and seal bag. 
Place 5 smaller zipper-lock bags in one large one and note bag-numbers. 
For long term storage (over 2 weeks), store at minus 4 degrees Celsius. For short term 
storage you may place the bags in a refrigerator (4-6 degrees Celsius) 

Assessment of DBS cards: 

Punch 1-5: 
Fill in code 1 through 9 for every spot. The most left spot represents spot 1. The codes 
representations are given below in the visual examples. As most examples are easily recog­
nized, 2 codes are highlighted below: 

Code 3: Contamination (mold) can occur. Discoloration and other forms of contamination 
should also be marked with code 3 

Code 5: Layered spots occur more commonly. Layered spots will be fairly easy to recognize 
because of darker blood spots above lighter ones. Spots with different colors and scratches 
can also be marked with code 5 

(general) card impression: 
Assess the card itself. Is it severely damaged or very dirty on the in- and/or outside? Does it 
look like the sample has been very wet? If this is so, a negative assessment should be given. 
The 'card impression' does not judge individual spots, only the card itself. 

I~ 

Humidity:" . 
Humidity can have serious influences on test results so registration is important. Assess the 
color of the desiccants'on a~rival. If they are green the cards get code 2 (if the cards are dry). 
If the card appears to be wet, mark with code 4. If it looks like the card has been (very) wet 
in the past, mark with code 5 (e.g. wrinkled and frayed) 
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Tampered sticker: 
If stickers are used on the cards for registration, it can be useful to look if the stickers have 
been tampered with since this could lead to errors in correct registration. If stickers have 
been removed and re-pasted this can often be seen quite easily. Use code 2 if the sticker 
has been tampered with and code 3 if you are not sure. 

Usable?: 
Depending on the set requirements, the DBS cards can in theory always be used if they 
contain enough blood. Sometimes, however, it might be necessary to discard a DBS (e.g. high 
level of contamination with mold). 

Note: 
Space to record extra information. Sometimes the codes on the form will not be sufficient 
to describe a DBS card properly. This area can be used to supplement extra information (e.g. 
bugs on the cards). 

DBS assessment results 
When a DBS card contains good quality spots, the test procedure can be initiated. If the card 
contains none acceptable spots, this sample should be recorded as "not usable". If this is 
the case, it is recommendable to exclude the sample for further analysis. 

Recording of the results 
We recommend entering the quality assessment data into a database. To be able to relate 
the quality of the DBS samples with test outcome, the data should be linked with test re­
sults. It greatly depends on the setting which databases are available or which can be used. 
If no databases are suitable, Epi-info could be a suitable alternative. Please find more details 
about Epi- info here: (http://wwwn.cdc.gov/epiinfo/) 

Legend as on QA form; 

Sticker# = card/stickernumber 

Punl-5 = spot number from left to right 

Values 1-7 in consecutive order (see below for invalid samples): 

1. good spot 
2. insufficient quantity 
3. diluted/discolored or contaminated 
4. exhibits serum rings 
5. clotted or layered 
6. no spotting 
7. Un-determined 

- (1= (general) card impression 

Values 1-3 in consecutive order: 

1. Good 
2. Bad 
3. Doubtful 
9. Un-determined 

- Hum = Humidity 
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Values 1-5 in consecutive order: 

1. dry with yellow desiccants": 
2. dry with green desiccants 
3. Moist 
4. (very) wet 
5. signs of past humidity 
9. Un-determined 
'~If no color changing desiccants were used and the card is dry use code 1. 

- Tamp. Stick = Tampered sticker (has the sticker been tampered with?) 

Values 1-3 

1. No, It looks good. 
2. Yes, it looks like it has been removed and re-pasted. 
3. Doubtful uncertain whether sticker has been replaced. 
9. Un-determined. 

Anne)(es 

BAG-NUMBER: After entering sample data on the form, write down the given bag-number. 

Invalid Samples 

1 . 1 ) Insufficient Quantrty 

2. 2) Appears Scratched or 
abraded 

3 . 
3) Not dried prior to mailing 

4. 4) Supersaturated 

5. 5) D iluted discolored, or 
contaminated 

6 . 
6) Exh ibits serum rings 

7 . 7) Clotted or layered 
8 . 8) No blood 

277 



10.7 ANNEXES TO CHAPTER 7 

10.Zl SEARCH STRATEGY 

The following search parameters were used: 

Databases Pubmed 

Date 1995 to present 

Language English 

Publication type Peer reviewed journals 

Search terms 

Searches will be in combination with the following: 

1. PCR, polymerase chain reaction 

2. Blood OR serum OR plasma 

3. 1 of the pathogens 

Leptospirosis 

Leptospirosis, leptospira, Weil's disease, Weil's syndrome, canicola 

fever, canefield fever, nanukayami fever, 7-day fever, Rat Catcher's 

Yellows, Fort Bragg fever, Pretibial fever 

Dengue 

Dengue, DENV, flavivirus, flaviviridae 

Japanese encephalitis 

Japanese encephalitis, West Nile virus, WNV, JE, flavivirus, flaviviridae 

Rickettsia 

Rickettsia, tsutsugamushi, Rickettsia typhi, murine typhus, scrub 

typhus, 

Bartonella 

Bartonella, carrion, bartonella bacilliformis, oroya 

Chikungunya 

Chikungunya, chickungunya, chik, flavivirus 

No searches were conducted for m~laria as various experts at LSHTM were 

able to provide established PCR methods and protocols. 
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Inclusion criteria 

The following inclusion criteria were used: 

PCR based methodology 

• Primers and probe sequences available (not patented) 

Human clinical blood, serum or plasma samples are used ( not culture 

extractions) 

• Sensitivity and specificity determined with a reference method 

Exclusion criteria 

The following exclusion criteria were used: 

. Studies that rely on sequencing or microarray 

"case studies" or "case reports" 

Animal focused studies 

• Not using clinical samples 

• Studies that do not determine PCR performance 

Data extraction 
Table 10.1: List of data extracted from the literature study 

General information 
Author 
Article title 
Country of origin 

Study Characteristics 
Aim/ objectives of the study 
Study inclusion and exclusion criteria 
Blinding of technicians 

Participant! Sample Characteristics 
Participants: 

Age 

Sex 

Fever length and status 

Additional characteristics (HIV status, co-infections) 
Number of samples 
country 
How were the samples acquired? 

Sample type 
Sample storage 
Method of sample preparation 

Technology 
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Sample volume processed 
Nucleic Acid Extraction method 
PCR: 

multiplex 

Platform 

PCR method (SYBR green, Taqman, etc) 

Primers and probe are given 

Cycle conditions 
Detection method (agarose gel, probes, melting 

curve,etc) 
Subspecies differentiation 
Reference method 

Pathogen 
Pathogenic subtypes detected 
Target region 

Outcome (qualitative) 
Artificial specimen (plasmids, pos. controls, etc) 

Sensitivity 

Specificity 

LDL 
Clinical specimen 

Sensitivity 

Specificity 

LDL 
Correlation with reference method 

Personal judgement on methodology/performance 
Comments 

10.Z2 peR ASSAY SELECTION 

MaLaria 

!·nrie/c:, 

There were no searches conducted for malaria due to the vast experience 

with malaria peR at the school. We therefore decided it was not useful to 

conduct searches but use the advised primers by malaria experts of LSHTM. 

The suggested assay showed good performance with DBS samples and 

showed excellent sensitivity(441). 
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Dengue 

The Dengue primers target a non-coding region. Both ends of the open 

reading frame are flanked by an un-translated region (UTR). The genome 

organization is 5_-UTR-C-prM(M)-E-NS 1-NS2A-NS2 B-NS3-NS4A-NS4B-NS5-

3_-UTR, and this order is the same for other flavivirus (395). All assays target 

the 3' UTR region and are shown below: 

Table 10.2: Table 10.2 Overview of dengue assays 

Amplification Assay 
region Assa~ t~~e t~~e Develo~er co~ied method 
3' UTR, monoplex SYBR Chutinimitkul(377), 
Non coding green Shu(494) 
region bronzoni Dos Santos(369) 

Taqman Conceicao(495), 
WU(496), 
gurukumar(372) 

multiplex Taqman Ito(387), Chien(376), Munoz 
/(ong(395),lrie ]ordan(385), 

warrilow(386) 
Callahan(375) Naze(368) 
Drosten(381) Poersch(393) 

Nested Yamada(497) Ito(387) 
Lanciotti Saxena(391), 

matheus(95), 
Prado(96), 
Gomes(382), 
/(lungthon{370), 
/(umaria{389), 

Raengasku lrach 
(498) 

Seah(499) Singh(388) 
SYBR Yong(500) 

green 
X~~ mono/ taqman Sadon(390), Bai(371), 

duplo/ 4plex ]ohnson(392) 
Harris /(umaria(389) 
Wang(396) 

Although the Lanciotti primers are often used by others, the methodology is 

a nested PCR that amplifies a large region (> 500bp). It is therefore not useful 

to use for our surveillance methodology. It is extremely difficult to make a 

1000/0 evidence based choice at this stage, but we have assessed three PCR 

methods using the following primers: 
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Table 10.3: Primer and probe sequences per selected assays 

Paper Target Forward Reverse Probe 
Gurukumar 3'UTR GARAGACCAGAGATC ACCATTCCATTTTCTG AGCATCATTCCA 

GGCAC 
CAGCATCATTCC 
AGGCACAG 

Drosten 

Chien 

CTGCTGTCT GCGTT 
3'NCR GGATAGACCAGAGATC CATTC CATTTTCTGG 

CTGCTGT CGTTC plus CAATCC 
ATCTTGCG GCGCTC 

Ns3 TTGAGTAAACYRTGC GGGTCTCCTCTAAC C 
TGCCTGTAGCTC TCTAGTCCT 

The BLAST results indicate that none of the primers provide a perfect match, 

although BLAST shows only a selection of the matches. We therefore aligned 

all three PCR's to see how they match a selection of strains. 

Alignment 

The Chien reverse primer showed a few mismatches on the aligned sequences. 

The reverse primer of Drosten could not be aligned since it attaches at the 

end of the sequences. Since the last few basepairs (bp) of sequences are 

not really trustworthy, we cannot say how this primer would behave. The 

Gurukumar primers and probes had a good alignment on the strains and 

showed no mismatches. The alignment with strain 3 could not be used to 

test the performance of the reverse primer with the current alignments that 

were used. A new alignment to see if it works for strain 3 is required. The 

amplified product with Gurukumar primers is 68bp. While the Chien primers 

gave 121 bp product. The special MGB probe of Gurukumar seems to fit the 

DNA sequence of dengue well. 

Table 10.4: Prlmer-dimer details of dengue assays 

article primer Self dimer F Self dimer R Heterodimer 
Gurukumar F:58.8C, -4.62 kcall -5.02 kcall -8.2 kcallmole F+R 

R:55.4°C mole mole -6.62 kcallmole R + P 
-6.69 kcal/mole F+P 

Chien F:60.4C, -6.34 kcall -4.41 kcall -4.41 kcallmole 
R:58.5°C mole mole 

The primers of G,.urukumar seemed to be one of the better options out of 

the various primer sets analysed. It appears that the primers are more likely 
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to heterodimer than the Chien primers. At this moment it is not Possible to 

determine the effects of primer-dimer in the PCR reaction since it also great­

ly depends on the magnesium levels, PCR mix, and cycle conditions. The 

primers developed by Gurukumar showed 100% specificity when tested on 

10 samples with various infections (malaria, JEV, West nile virus, rickettsia) 

according to the author. This specificity determination can be seen as a pre­

liminary evaluation. The Chien. primers were validated with yellow fever, JE, 

St. Louis encephaplitis, west Nile viruses and were optimised by using 109 

Dengue strains. 

Kong primers where also chosen because the WHO Dengue workgroup lab­

oratories uses these primers relatively often. 

Ricl<ettsia 

Since O.tsutsugamushiwas initially in genus Rickettsia, Orientia and Rickettsia 

terminology are both used. We therefore combined the search for Rickettsia 

typhi and Orienta tsutsugamushi. Most assays targeted the same DNA region 

but varied on a more specific level as given in the table below. 

Table 10.5: Overview of Rickettsia assays 

Amplification 
region Assay type Developer 
GltA Sybr green Roux(432) 

16s-RNA Taqman Sonthayanon 
(404) 

OmpB standard Roux(432) 
Sybr green Blair(501), Parola 

Henry(362) 
Mol. beacon 

17-kOa Nested Leitner(403) 
Taqman Jiang(363) 

47-kOa Taqman Jiang(363) 

56-kOa Taqman I<ramme(405) 

copied method target 
Paris(401), Rickettsia spp 
Sousa(407) 

tsutsugamushi 

Souse(407) 

Rickettsia spp 
Henry(362) Rickettsia spp 
Paris(401), Paris tsutsugamushi 
(399) 

tsutsugamushi 
Nested Horinouchi (502) Paris(399) tsutsugamushi 
Nested Furuya l<im(503), tsutsugamushi 

saisonkorh 
(402) 

SY~R green Bakshi(406) tsutsugamushi 
GroEl SYBR gr€en Paris(399) tsutsugamushi 
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The assays reviewed were based on different assay types as SYBR g 

reen and 
Taqman. The different approaches to develop a suitable PCR ass I 

ay rna <e 
comparison more complicated. Based on the literature review we s l 

' e ected 
some assays for further BLAST analysis. When looking at a. tsutsugamushi, 

the Kramme primers were highly successful in amplifying the target. It is 

however, unclear why the second probe has been developed. According to 

the author, it would be requi~ed to detect all the various strains but the 

second probe is less well suited than the first probe. 

The disadvantage of the Jiang primer is that they are degenerative, a specific 

type of real time PCR assay. This type of assay has special features in how 

the PCR results should be interpreted with borderline cases. 

Table 10.6: Primer-dimer details of Rickettsia assays 

Article 
Jiang 
Kramme 

Primer Self dimer F Self dimer R Heterodimer 
F:56, R:53.3 DC -17.98 kcal/mole -8.16 kcallmole F&R;-6.91, 
F:50.8, R:52.2 DC -11.42 kcallmole -3.91 kcal/mole F&R:-4.95, R&P;-

2.94, F&p;-5.85 

Theoretically, the high selfdimereffectofboth forward primers is unexpected. 

The specificity of the primers developed by Jiang has b~een validated with 

26 a.tsutsugamushi strains, 17 Rickettsia strains and 18 other bacterial DNA 

samples. No further details are given considering which pathogens have 

been analysed for the Kramme assay, other than "an extensive panel has 

been used". 

The Oxford collaborating hospital has done extensive work in developing 

PCRs for Rickettsia spp. Since they participate in this project, we will include 

the assay developed by D. Paris MD as well. 

Leptospira 

For leptospira, the few articles that were selected made a comparison on PCR 

primer level relatively easy. There were 4 amplification regions used as can 

be seen in the table below. Most authors developed an assay themselves. 
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Table 10.7: Overview of Leptospira assays 
Amplification 
region 
LipL32 

16s/23sRNA 

SecY 
pLlPs60 

Assay type 
LUX 
SYBR green 
Taqman 
Nested PCR 

Taqman 
SYBR green . 
2x mono 

Developer 
Roczek(442) 
Levett(414) 
Stoddard(40B) 
Djadidad(409 ), 
l(ositanont(411) 
Smythe(364) 
Ahmed(415) 
Gravekamp(504) 

Copied method 

Slack(413) 

Fonseca(412, 416), 
Ooteman(410) 

The pLlPs60 has been found to provide less efficient PCR's and less repro­

ducible than other primers analyzed in this review. Based on the data e)(tract­

ed and preference of methodology, we decided to focus on three methods: 

Table 10.8: Details of Leptospira assays 

Paper Target 
smythe 16srDNA 

Roczek Lip32 

Ahmed secY 

Forward Reverse Probe 
cccgcgtccgatt ag tccattgtggccgRalgacac ctcaccaaggcgacga 

tcggtagc 
TAATCG CTGAAA AGCAGACCAACAGAT 
TGGG GCAACG 
GCGATTCAGT TT GAGTTAGAGCTCAAAT Sybr green 
AATCCTGC CTA 

The three assays were used for BLAST analysis. All three assays performed 

good according to BLAST searches. Based on these results, alignments were 

made with available sequences online. Because the Smythe probe detects 

other bacteria according to BLAST searches, we have decided not to include 

these primers for further analysis. It would be highly unlikely that Zebrafish 

would become an issue when using the Ahmed primers. Additionally, the 

Ahmed primers are developed by Royal Tropical Institute (KIT) Amsterdam. 

Since we will use the samples provided by KIT we will include their primers 

in the analysis. 

Alignment results 

The Rockzek primers attach well on the various Leptospira species and strains 

in our alignnlent evaluation. The amplified length is long; 247bp. The melt 

temperature of Rockzek primers are relatively high (70.S 0 C) but since melt 

curve and cycle detection can be used with a assay type called Light-upon-
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extensions (LUX), it should not cause any problem. LipL32 nucleotide BLAST 

resulted in only Leptospira related bacterial results. Intraspecific attachment 

was not tested. The amplified length is 204bp. The melt temperature is 72 0 (, 

which is even higher than for Roczek. 

Table 10.9: Primer-dimer details of selected Leptospira assays 

Article 
Roczek 
Ahmed 

Primer Self dimer F Self dimer R Heterodimer 
F:54.8C, R:58.1°C -3.61kcal.mole -7.05 kcal/mole -5.02 kcal/mole 
F:51.8C,R:47.8°C -4:99 kcallmole -9.49 kcallmole -4.99 kcallmole 

It seems that both assays are quite good and could be used for our assay. 

The final choice depends on the methodological preference. The Roczek 

primers have not been analysed for specificity, other than BLAST results. 

The specificity of Ahmed primers has been validated with over 46 different 

pathogens by the authors and showed good results. Both primer sets have 

been ordered and tried in the laboratory. 

Chil<ungunya 

For chikungunya, the various peR assays were analysed and categorised. All 

assays targeted the same DNA region El . 

Table 10.10: Overview of PCR assays reviewed 

Amplification 
region Assay type 
E1 SYBR green 

Taqman 

standard 

Developer 
Santhosh(424) 
Ho(419) 
Panning(421) 
Laurent(425) 

Edwards (418) 
Dash (379) 

Copied method 

Panning(420, 422), 
Staikowsky(358), 
Naze (368) 

Hasebe (505) Rohani (506) 
LAMP Parida (426, 507) 

Most primers developed are using plasma/serum. Surprisingly, one group 

has developed 3 different peR's (SYBR green, Taqman and LAMP assay) with 

different primers. Basically, all articles are from groups based in India, France 

or Gerrr.any. 
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All primers target the same region which allows primers to be easily anal­

ysed by alignment. First a selected group of primers were selected based on 

performance and quality of research performed. 

Table 10.11: Sequence data of selected assays 

Pa~er Target Forward Reverse Probe 
Panning 1 El TGATCCCGACTC GGCAAACGCAG TCCGACATCATC 

AACCATCCT TGGTACTTCCT CTCCTTGCTGGC 
Panning 2 lOS CCGACTCAACC CGGCAGACGCA TCCGACATCATC 

ATCCTGGAT GTGGTACTTCCT CTCCTTGCTGGC 
He El ggcagtggtcccag gctgtct agatccac 

ataattcaag cccata catg 
Laurent El AAGCTCCGCGTC CCAAATTGTCC CCAATGTCTTCAG 

CTTTACCAAG TGGTCTTCCT CCTGGACACCTTT 
Dash El ACGCAGTTGA CTGAAGACATTG 

GCGAAGCAC GCCCCAC 

All assays selected above were analysed with BLAST which gave a perfect 

match for all primers and probes reviewed. While the Panning primers scored 

very well, Dash primers seemed to work just as well. Dash primers have the 

huge advantages that they can be combined with general dengue primers. 

According to Ho et al. the primers have a few weaknesses regarding strains 

in Africa. Laurent primers gave good results as well but needed adjustment 

since this assay is a molecular beacon type which works as Taqman assay but 

is less suitable to optimize. The Laurent primers are used by the collaborating 

partners of our Laos collaborators and gave good results. The Laurent primers 

were adjusted to Taqman format and tried in the laboratory. 
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Bartonella bacilli/armis 

For Bartonella bacillijormis, the assays targeted 5 different regions whkh 

made comparisons more complicated. Additionally, the concern that primers 

could bind and amplify other regions appeared to be a true issue. 

Table 10.12: Overview of reviewed assays 

Amplification region Assay type 
ribC standard 
16s-23sRNA standard 

groEl 
ftsZ 
16s 

Taqman 
standard 
standard 

Developer 
Bereswill (435) 
Jensen 
(434)Roux (432) 
Maggi (431) 
Garcia-esteban (360) 
Norman '(508) (excluded) 
Birtles 
(509) Houpikian (510) 
Callison (429) 
zeaiter (430) 
Relman (511) 

Copied method 

zeaiter (433) 

Patented! 

Koehler (512) 

The primers developed by these authors all amplify a larger region than 

would be preferred when using Taqman. T~e aim of these primers is to 

amplify all Bartonella species and to allow differentiation, except the groEL 

primers. The groEL primers are specifically developed for B.bacillijormis . 

. Maggi et al showed that the primers developed by Jensen, Houpikain, Birtles 

and Roux all amplify the bacteria mesorhizibium species, whkh appears to 

be relatively common in water. 

Table 10.13: Sequences of selected PCR assays 

Paper Target Forward Reverse Probe 
Maggi ITS AGATGATGATCCCAA TGTICTYACAACAAT 

GCCTTCTGG GATGATG 
Callison groEL CTTA AGCG CTGAGGTTTGGATCT CTGTTGAAGCGGTTG 

CGGAATTGATGC TCTTCGC TTGCAGATCTTTTC 

When comparing the two assays with BLAST, differences in primer binding 

capabilities are reviewed. The interpretation of Callison's primers is difficult. 
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It seems that the primers primarHy ampllfy the bacHllformis species and not 

any other Bartonella bacilliformis strains. Depending on the BLAST database, 

it could be that there are not many groEL sequences widely avaHable as 

16s-23sRNA region. The primer and probe seems to weakly bond to other 

pathogens and even human DNA but this could be too weak to cause any 

problem. 

The Maggi primers seem to work very well to identify many Bartonella spe­

cies. This method is intended to be performed with agarose gel for the dif­

ferentiation and identification of the Bartonella species. It has been com­

mented that the adjusted primers developed by Maggi do not allow a good 

differentiation of B.henselae since the ampllcon size only differs 6-8bp with 

some other strains. For our project, this is not a major problem. The ampllfied 

product is also very long for the Maggi primers, which ampllfies over 4S0bp. 

This ampllcon size is ideal for gel based detection but is not preferable with 

DNA isolate9 from DBS since the chance of fragmentation is larger than us­

ing serum. 

Table 10.14: Primer-dimer details of selected Bartonella PCR assays 

Article 
Maggi 
Callison 

Primer Self dimer F Self dimer R Heterodimer 
F:58,7,R: 50.1 °C -5.02 kcal/mole -5.24 kcal/mole -3.36 kcal/mole 
F:54.9, R:55.8 °C -10.36 kcal/mole -4.62 kcal/mole -6,75,-6,75,-6,75 

kcallmole 

Both primer sets have acceptable self and heterodimer features. Both 

primer assays have not been thoroughly valldated for the specificity. The 

Maggi primers are adjusted existing primers that have been tested for other 

bacteria. There is llttle known about the Call1son primers. 
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Development of Bartonella bacilliformis peR 

After the extensive literature study was performed for Bartonella bacilliform is, 

no valuable Real-Time PCR assay could be found. An assay developed for 

reverse line blotting showed heterogenous Bartonella primers suitable for 

all Bartonella species. Based on these and the specific probe for Bartonella 

bacilliform is, we optimised and converted this PCR based reverse line 

blotting assay into a Taqman based Real Time PCR assay(360). The figure 

below shows the place of the initial primers (Bartl16-23F and Bart/16-23R), 

the developed probe (red) and the new reverse primer BACI R. 

Figure 10.1: Shows the DNA sequence of Bartonella bacilliformls and the locatlon 
of Garda-Esteban prlmers (Bartl16-23F, Bartl16-23R and S-BACI) and new prlmers 
and probes (BACI Rand BACI-probe) 

These primers were chosen based on BLAST searches and alignment of 8 

bacilliformis strains. After the primers and probe were ordered and used 

successfully, we found another strain of B.bacilliformis that had 1 mismatch 

at two places with the reverse primer. To see what the effect would be, we 

ordered 3 more plasmids containing 1 of the two possible mismatch places 

and one containing both mismatches. Although it appeared that the PCR 

efficiency was slightly negatively influenced, the effect was too little to 

consider redeveloping the reverse primer. Below are given the primer details. 

Table 10.15: PCR sequences of selected Bartonella assays 

Paper 
Smit 

Garcla 

Target Forward 
16-235 TTGATAAGCGTGA 

GGTCGGAGG 
16-23s GCCYCCTTGCGGTTA 

GCACAGCA . 

Reverse Probe 
GCAACCACACATAGT ATgTCTgCCTAgAAAT 
AAGCCTAA CAATCATAggCC 
CCTTCAGTTMGGCTG CTCGCCCTTAGTTGC 
GATC CAGCATT 
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Table 10.16: Primer- dimer details of selected Bartonella assays 

Article Primer Self dimer f Self dimer r Heterodimer 
Smit F:5B.7, R: 55.0 °C -3.61 kcallmole -3.4 kcallmole -4.61, -6.95, 

-B.77 kcallmole 
Garcia F:54.0, R:65.4 °C -5 .67 kcallmole -5 .09 kcal/mole -B .B1,-6.75, 

-9.67 kcal/mole 

The newly developed assay s~ows good primer qualities, the primer melting 

temperatures are closer together and self or heterodimer binding capabilities 

have a lower kcallmole values, indicating that primer-dimers are less likely 

than with the Garcia assay. 

10.Z3 PLASMID SEQUENCES 

Plasmids that were developed and ordered for each of the assays are given 

below. 

Gene name:" Bart bacilliformis, Length: 221 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

GCGTGAGGTCGGAGGTICAAGTCCTCCCAGGCCCACCATTTATCCAGGCCT ATGATI­

GATTTCTAGGCAGACATTTATTCCAGGCTTATCTTATAGTTTTAGGCTTACTATGTGTG­

GTTGCGTTTTTATCTTTTAACTGCCATGTTGTTTGGTTAAAGAGGGGCCGTAGCTCAG 

CTGGGAGAGCACCTGCTTTGCAAGCAGGG 

Gene name: Leptospira interrogans, Length: 215 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

CAGCGATTCAGTTTAATCCTGCAGAATTGGCTGAGAATTTGAAAAAATACGGTGG 

GTTCATTCCAGGAATTCGTCCGGGTTCTCACACAAAAGAATACATTGAAAAAGTGTTA 

AATAGAATCACTCTTCCCGGAGCTATGTTTCTTGCAGGTTTGGCATTAGCACCTTATAT 

TATTATAAAATTCTTAGATTTGAGCTCTAACTCCGGCGGTGGA 

Gene name: Plasmodium vivax, Length: 211 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

291 



AnnE ><es 

CCGATAACGAACGAGATCTTAACCTG CTAATTAGCG GCAAATACGATATATTCT TACGT 

GGGACTGAATTCGGTTGATTTGCTTACTTTGAAGAAAATATTGGGAAACGTAACAGTT 

TCCCTTTCCCTTTTCTACTTAGTTCGCTTTTCATACTGTTTCTTTTTCGCGTAAGAATGTA 

TTTGCTTGATGTAAAGCTTCTTAGAGGAACGAT 

Gene name: Plasmodium falciparum, Length: 260 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

GTCTGGTTAATTCCGATAACGAACGAGATCTTAACCTGCTAATTAGCGGTAAGTACA 

CTATATTTTTATTTGAAATTGAATATAGGTAATTATACATGTTTATTCAGTGTTCAAATTA 

G G ATATTTTTTTATTAAAATATTCTTTTC C CTG TTCTA CTATAATAATTTG TTTTTTTTTAC 

TCT ATTTCTCTCTTCTTTT AA G AAT G T A CTT G TTTG ATT AAAT AAA G CTT CTTA GAG G AA 

CAGTGTGTATCTAACACAAG 

Gene name: Plasmodium ovale, Length: 234 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

CTGGTTAATTCCGATAACGAACGAGATCTTAACCTGCTAATTAGCGGCGAATACGTTAT 

ATTCCTACTTGAAATTGAATATAGCTGAATTTGCTTATTTTGAAGAATATATTAGGATGC 

ATTATAGTGTCCTTTTCCCTTTTCTACTTA ATTCGCTATTCATGCTGTTTCTTTTTTGTGTA 

G AATG TATTC G TTTG ATTG TAAA G C TTC TTA GAG G AA C G ATG TG TG TC T AA C 
, . 

Gene name: Plasmodium malariae, Length: 249 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

CTGGTTAATTCCGATAACGAACGAGATCTTAACCTGCTAATTAGCGGTAAATACACTAT 

ATTCTTAAGTGAAATTAGAATATAGATAAATTGTGCTAATTTTGATTAAAATATTAGAATG 

TTTTTTTTAATAAAAAC GTTCTTTTCC CTTTTTTTCTTAATTATG CATATTTATTCTTTTTCT 

TTTTTCGCATAAGAATGTATTTGCTTAATTGTAAAGCTTCTTAGAGGAACGATGTGTGTC 

TAACAC 
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Gene name: Orienta tsutsugamushi, Length: 189 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

ACAGTACTTTGCAACGAATCGTGAAAAGATGATTACTGAATTTGAAAATCCTTATATTTT 

GCTATTGGATCAGAAGGTATCTACAGTGCAGCCACTGGTTCCTGTGCTTGAAGCTG 

TTGCTCACACTGGCAAGCCATTAGTATTGATTGCTGATGATGTAGACGGAGAAGCTCT 

TACTGCATTGATATT 

Gene name: Rickettsia typhl, Length: 167 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

AAGTCTTACCATAACAGGTCATGGTATTACTGCTCAACAAGCTGCTACTACAAAAAG 

TG CTCAAAATGTTGTTTCAAAAGTTAATGCTGGTGCTG CTATTAACG ATAATG A TCTTA 

GCGGTGTAGGATCAATAGACTTTACTGCTGCGCCTTCTGTATTAGAATTTA 

Gene name: Bartonella BacHliformis mismatch combi G-T537, T552 dele­

tion, Length: 220 bp, Vector name: pUC57, . 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

GAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAGTCCTCCCAGGCCCACCA 

TTTATTCCAGGCCTATGATTGATTTCTAGGCAGACATTTATTCCAGGCTTATCTTATAGT 

TTTAGGTTTACTATGTGTGGTGCGTTTTTATCTTTTAACTGCCATGTTGTTTGGTTAAAG 

AGGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGG 

Bartonella BacHliformis mismatch combi G-T537, T552 deletion­

Mutagenesis: 

Variant name: Bartonella Bacilliformis mismatch 1 T552 deletion, Vector: 

pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Variant sequence: 

GAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAGTCCTCCCAGGCCCACCA 

TTTATTCCAGGCCTATGATTGATTTCTAGGCAGACATTTATTCCAGGCTTATCTTATAGT 

TTTAGGCTTACTATGTGTGGTGCGTTTTTATCTTTTAACTGCCATGTTGTTTGGTTAAA 

GAGGGGCCGTAGCTCAGCTGGGAGA GCACCTGCTTTGCAAGCAGGG 
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Bartonella Bacllliformis mismatch combi G-T537, T552 deletion­

Mutagenesis: 

Variant name: Bartonella Bacllliformis mimatch2 G-T537, 

Quality grade: Research Grade (Predominantly supercoiled), 

Variant sequence: 

Anne)(es 

GAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAGTCCTCCCAGGCCCACCA 

TTTATTCCAGGCCTATGATTGATTTCTAGGCAGACATTTATTCCAGGCTTATCTTATAGTT 

TTAGGTTTACTATGTGTGGTTGCGTTTTTATCTTTTAACTGCCATGTTGTTTGGTTAAAG 

AGGGGCCGTAGCTCAGCTGGGAGA GCACCTGCTTTGCAAGCAGGG 

Gene name: dengue 1 Lp- Goffart, Length: 135 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

AGGACTAGAGGTTAGAGGAGACCCCCCGCATAACAATAAACAGCATATTGACGCTG 

GGAGAGACCAGAGATCCTGCTGTCTCTACAGCATCATTCCAGGCACAGAACGCCAG 

AAAATG GAATG GTG CAGTTGAAT 

Gene name: dengue 2 Lp- Goffart, Length: 138 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercolled), 

. Sequence: 

GTCTCACTGGAAGGACTAGAGGTTAGAGGAGACCCCCCCAAAACAAAAAACAGCA 

TATTGACGCTGGGAAAGACCAGAGATCCTGCTGTCTCCTCAGCATCATTCCAGGCAC 

AGAACGCCAGAAAATGGAATGGTGCT 

Gene name: dengue 3 Lp- Goffart, Length: 127 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 

CCTCCTTGCAAAGGACTAGAGGTTAGAGGAGACCCCCCGCAAATAAAAACAGCATA 

TTGACGCTGGGAGAGACCAGAGATCCTGCTGTCTCCTCAGCATCATTCCAGGCACA 

G AACGCCAGAAAATG 

Gene name: dengue 4 Lp- Goffart, Length: 127 bp, Vector name: pUC57, 

Cloning strategy: pUC57, 

Quality grade: Research Grade (Predominantly supercoiled), 

Sequence: 
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CTTCTGGTGGAAGGACTAGAGGTTAGAGGAGACCCCCCCAACACAAAAACAGCATA 

TTGACGCTGGGAAAGACCAGAGATCCTGCTGTCTCTGCAACATCAATCCAGGCACA 

GAGCGCCGCGAGATG 

Gene name: Leptospira Meyeri, Length: 233 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

ACTTTTATACAGCGATTCAGTTTAATCCTGCAGAATTGGCTGAGAATTTGAAAAAATAC 

GGTGGATTCATTCCAGGAATTCGTCCGGGTTCTCACACAAAAGAATACATTGAAAAA 

GTGTTAAATAGAATCACTCTTCCCGGAGCTATGTTTCTTGCAGGTTTGGCATTAGCAC 

CTTATATTATTATAAAATTCTTAGATTTGAGCTCTAACTCCGGCGGTGGATCTTTGGTT 

Gene name: Leptospira santorosai, Length: 233 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

ACTTTTACACTGCGATTCAGTTCAACCCTGCGGAGTTGTCCGAAAATCTGAAGAAATA 

CGGCGGGTTCATTCCAGGCATTCGTCCCGGTTCTCACACAAAAGAATACATCGAAAA 

GGTGTTAAACAGAATCACACTTCCCGGCGCGATGTTCCTCGCGGGATTGGCTCTGG 

CTCCTTACATCATCATCAAATTCTTAGATTTGAGCTCCAACTCCGGAGGCGGATCTTTG 

. GTT 

Gene name: Leptospira Weilli, Length: 225 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

ACTTTTATACCGCGATTCAGTTTAACCCTTCGGAGTTGGCTGAAAATITGAAGAAATAC 

GGCGGGTTCATTCCGGGAATTCGTCCAGGTTCTCACACGAAAGAATACATCGAAAAA 

GTGTTAAACAGAATCACTCTTCCGGGTGCGATGTTTCTCGCTGGATTGGCATTAGCA 

CCTTATATTATTATAAAATTCTTAGATTTGAGCTCCAACTCCGGCGGCGGAT . 
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Gene name: Leptospira Kirschneri, Length: 225 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

ATTTTTATACTGCGATTCAGTTTAACCCTGCGGAGTTGGCTGAGAATCTGAAAAAATA 

CGGCGGATTTATCCCAGGAATTCGCCCCGGTTCTCATACAAAAGAATACATCGAAAA 

AGTGTTAAATAGAATCACCCTTCCTGGAGCCATGTTTCTTGCCG GTTTG GCATT AGCA 

CCTTATATTATTATAAAATTCTTAGATTTGAGCTCCAACTCCGGAGGTGGGT 

Gene name: Chikungunya, Length: 230 bp, Vector name: pUC57, 

Quality grade: Research Grade (Predominantly supercoHed), 

Sequence: 

CATCTGCATCAGCTAAGCTCCGCGTCCTTTACCAAGGAAATAACATCACTGTAACTGC 

CTATGCAAACGGCGACCATGCCGTCACAGTTAAGGACGCCAAATTCATTGTGGGGC 

CAATGTCTTCAGCCTGGACACCTTTCGACAACAAAATTGTGGTGTACAAAGGTGAC 

GTCTATAACATGGACTACCCGCCCTTTGGCGCAGGAAGACCAGGACAATTTGGCGA 

TATC 
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