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A Chlamydia trachomatis VD1-MOMP vaccine elicits
cross-neutralizing and protective antibodies against

C/C-related complex serovars

Anja Weinreich Olsen'®, Ida Rosenkrands’, Martin J. Holland 37, Peter Andersen'? and Frank Follmann

Ocular and urogenital infections with Chlamydia trachomatis (Cit) are caused by a range of different serovars. The first C.t. vaccine in
clinical development (CTH522/CAF®01) induced neutralizing antibodies directed to the variable domain 4 (VD4) region of major outer
membrane protein (MVOMP), covering predominantly B and intermediate groups of serovars. The VD1 region of MOMP contains
neutralizing B-cell epitopes targeting serovars of the C and C-related complex. Using an immuno-repeat strategy, we extended the VD1
region of SvA and SvJ to include surrounding conserved segments, extVD1* and extVD1’, and repeated this region four times. The
extVD1*4 was most immunogenic with broad cross-surface and neutralizing reactivity against representative members of the C and
C-related complex serovars. Importantly, in vitro results for extVD1%#4 translated into in vivo biological effects, demonstrated by in vivo
neutralization of SvA and protection/cross-protection against intravaginal challenge with both SvA and the heterologous Svla strain.
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INTRODUCTION

C.t. infections cause several human diseases, including trachoma,
the leading cause of blindness as a result of infection, and a
spectrum of diseases caused by sexually transmitted infections,
among them infertility, ectopic pregnancy, and chronic pelvic pain.
The infections are caused by a range of serovars separated into 2
major and 2 minor complexes. The serovars of the B complex
include B/Ba, D/Da, E, F, L1 and L2, the C complex includes serovars
A, C H, I/la, J/Ja, and the two intermediate groups of serovars
include F and G/Ga (B-related) and K and L3 (C-related). Serovars
A-C, Ba are major causes of trachoma, D-K, Da, la, Ja are linked to
genital sexually transmitted diseases (STDs), and L1-L3 are
commonly associated with lymphogranuloma venereum'~. Vaccine
development is ongoing and the ultimate goal is to design vaccines
that cover all or the most prevalent serovars.

A Chlamydia vaccine, based on neutralizing B-cell epitopes, has
been developed in our laboratory with the ability to promote both
broadly neutralizing antibodies and high levels of T-cell immunity®.
The importance of broad serovar coverage became evident in early
clinical trials with whole-cell vaccines in both humans and nonhuman
primates (NHP). Human volunteers experimentally infected with
ocular Ct. were protected against rechallenge with a homologous but
not against a heterologous serovar*®. NHP vaccination with whole-
cell vaccines, NHP studies using sera from ocular infections, and
toxicity studies in mice all demonstrated that antibody specificities for
different serovars correlated with protection/neutralization against
the homologous serovar, but with little cross-reactivity’ >,

The main target of surface binding and neutralizing antibodies is
the major outer membrane protein (MOMP). MOMP is a
transmembrane protein consisting of five constant domains and
four surface-exposed variable domains (VDs)'®'". Serotype specifi-
city is determined by the ompA gene, coding for MOMP, and is
located within the four surface-exposed VDs, explaining serological
reactivity' ™%, MOMP is due to its abundance (60% of protein mass)
in the outer membrane of the chlamydial elementary body (EB)'>,

an important vaccine target, and has been extensively studied as a
vaccine antigen in both its native form (nMOMP)'®?° and as
recombinant expressed versions (rMOMP)?'~2*, Superior protection
of NMOMP has been attributed to strong conformational neutraliz-
ing epitopes, which can be difficult to obtain with a recombinantly
expressed protein®’. However, the development of a broadly
protective nMOMP vaccine is challenging due to the nature of C.t.
as an intracellular bacterium and the complicated p-barrel
transmembrane structure of MOMP'"'>%2% To address these
concerns, our vaccine design strategy is based on selected VDs of
MOMP harboring known neutralizing B-cell epitopes.

Antibody responses against VDs during infection have been
mapped and characterized by monoclonal antibodies (MAbs)*” ™",
Recognition and neutralization of Ct. were either serovar- or
serogroup-restricted, and no MOMP-specific MAb had the ability to
target or neutralize all serovars. Antibodies directed against the
highly conserved TTLNPTIAG sequence in the VD4 region'®'43'32
neutralize B and intermediate groups of serovars'**'32 We
previously developed a multivalent vaccine construct Hirep-1
(heterologous immuno-repeat-1), based on VD4s and their
surrounding conserved membrane anchors from the most prevalent
serovars D-F. To avoid unwanted folding by formation of disulfide
bridges, cysteines were exchanged with serines. This vaccine
construct demonstrated in vitro and in vivo neutralization and
protection against a vaginal challenge with both SvD and SvF>33. A
CTH522 vaccine, built on the Hirep concept, has recently completed
clinical phase | trial with promising results**. Humans vaccinated
with CTH522 in combination with either the adjuvants CAF®01 or
aluminum hydroxide induced high titers of CTH522-specific
antibodies with the functional capacity to in vitro neutralize Ct.
and induced, in addition, significant levels of CTH522- specific
T cells. Neutralizing antibodies from this vaccine has the potential to
target the B complex and the intermediate groups of serovars (SvD,
E F,G, K, B,L1,L2,L3),and to a lesser degree the C complex serovars
(A, G, H, 1, J), indicating different accessibility of this conserved region
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Table 1. Sequences of VD1 based vaccine constructs.
Name [ cs [ VD1 [ G |
extvD1? DAISMRMGYYGDFVFDRVLKTDVNKEFQMGAAPTTSDVAGLEKDPVANVARPNPAYGKHMQD
extvD1’ AISMRMGYYGDFVFDRVLKTDVNKEFQMGAAPTTSDVAGLQNDPTTNVARPNPAYGKHMQD
extVD1A*4  (DAISMRMGYYGDFVFDRVLKTDVNKEFQMGAAPTTSDVAGLEKDPVANVARPNPAYGKHMQD) *4
extvD1 4 (AISMRMGYYGDFVFDRVLKTDVNKEFQMGAAPTTSDVAGLQNDPTTNVARPNPAYGKHMQD) * 4

CS conserved segments, VD1 variable domain 1.

on the surface of different serovars'***. For C and C-related complex
serovars, MAbs directed against the VD1 region have been
demonstrated to be effective. Compared to the VD4 region, the
VD1 region has a higher degree of serovar-restricted recognition
and no VD1-specific MAb has been identified with the ability to
target all C/C-related complex serovars®®—3'3>,

Here, we explore the development of a vaccine construct based
on the VD1 region and designed to target ocular and genital
serovars from C complex serovars. Using our Hirep vaccine design,
we produced immuno-repeats of extended regions of VD1 from
SvA and SvJ/C, each comprising VD1 regions previously demon-
strated to hold neutralizing B-cell epitopes and representing both
ocular and genital strains. We compared the immunogenicity and
neutralizing activity of the constructs and demonstrated strong
cross-neutralizing potential with the VD1 construct from SvA. We
finally demonstrated significant protection of extVD1"*4/CAF®01-
vaccinated mice against a vaginal challenge with C.t. SvA and Svla,
and we demonstrated a protective role of extVD1**4-specific
antibodies in in vivo neutralization experiments challenging mice
with C.t. SVA pretreated with sera from vaccinated animals.

RESULTS

Immunogenicity and neutralizing activity of extended VD1
constructs from SvA and SvJ

With the purpose of generating high titers of functional antibodies
against the VD1 region of SvA and SvJ/C, we compared the
immunogenicity of different constructs covering the VD1 regions of
those serovars. Su et al. previously demonstrated that the VD1
region from Ct. SvA was nonimmunogenic in A/J mice and a
chimeric peptide composed of a colinear synthesis of the SvA T-cell
epitope A8, and the VD1 region was necessary for induction of a
VD1-specific antibody response. We used another approach and
instead of introducing a T-cell epitope from a distant part of MOMP,
we analyzed the effect on the immunogenicity of the VD1 region
when extending the VD1 region to cover the surrounding conserved
parts. This approach was previously applied to the VD4 region with
success>*3, Extended versions of the VD1 regions from C.t. SVA and
Sv) (extVD1* and extVD1’) were designed (Table 1). Initially, we
compared the immunogenicity of extVD1* with A8-VD1* and VD1*
(Supplementary Table 1 for sequences) in CAFO1 adjuvant®8, After
vaccination, the mice were bled and plasma or sera were tested for
IgG reactivity against the VD1* region, the extVD1* region, against
intact C.t. SYA/HAR-13 and in a neutralization assay, and we found
extVD1* to be significantly more immunogenic than A8-VD1* and
VD1* alone (Supplementary Fig. 1).

Since extending the VD1 region to cover the surrounding
conserved parts increased immunogenicity compared to A8-VD1%,
we continued by designing a recombinant protein based on four
repeats of the extVD1” sequence (extVD1"#4, Table 1), in order to
investigate, if we could further enhance the immune response
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compared to the monomer as previously published with the extVD4
regions®. We further produced an immuno-repeat of extVD1’
(extVD1’*4, Table 1). The immunogenicity of the two immuno-
repeat constructs was compared to their respective monomers
(extVD1” and extVD1’, Table 1). A/J mice were immunized with
10 ug of the individual constructs in CAFO1. After vaccination, the
mice were bled and plasma or sera were tested for IgG reactivity
against the extVD1 regions (Fig. 1a, d), against intact C.t. (Fig. 1b, e)
and for functional antibody activity by an in vitro neutralization
assay (Fig. 1c, f). The immuno-repeat constructs induced a more
than 10 times stronger IgG response compared to the monomers
(Fig. 1a, b and Fig. 1d, e)—an IgG response composed of both IgG1
and IgG2a/lgG2b (Supplementary Fig. 2). The IgG response
correlated with enhanced ability to neutralize the homologous
serovar (Fig. 1¢, f). In particular, the SVvA immuno-repeat construct
induced a very potent neutralizing antibody response with a
reciprocal 50% neutralization titer (NTse) > 10,000. In comparison,
the extVD1’*4-specific serum had a weaker ability to neutralize Ct.
SvJ and a reciprocal NTs titer of around 300 was detected.

Specificity of the antibody and T-cell responses

For a vaccine to be broadly effective against a range of serovars, it
is paramount that B- and T-cell epitopes are located in either
conserved regions or that essential binding motifs are conserved
among several serovars. To map the region(s) responsible for
the neutralization observed after vaccination and to investigate
the localization of the T-cell epitopes, we next investigated the
specificity of both the B- and T-cell responses using overlapping
peptides. Antibody responses were analyzed using 9-mer peptides
with 8aa overlap spanning the whole extVD1* and extvD1’
regions (Fig. 2a, d). A number of B-cell epitope regions, both
within the conserved and specific parts of the constructs, were
identified. The extVD1**4 construct induced a response to the
previously identified Ct. SvA -neutralizing epitope DVAGLEKD
(VD1*minimal) located in VD1#3'% (Fig. 2a). However, strong
antibody responses were also found against three conserved
segments C1-C3 (C1: MRMGYYGDFVFDRVLK, C2: VNKEFQMGAAPT,
C3: NVARPNPAYGKHM) (Fig. 2a). Likewise, the extVD1’ construct
induced antibody responses against the variable region (VD1’) and
the same three conserved segments C1-C3 (Fig. 2d). In contrast to
the narrow recognition pattern of VD1%, the response to the
variable VD1’ region was not as well-defined and seemed to cover
the entire VD1’ region (AAPTTSDVAGLQNDPTTNVARP).

To identify which region(s) were targeted by neutralizing
antibodies, we designed peptides representing the conserved
(C1-C3), the minimal VD1* epitope DVAGLEKD (VD1# minimal*4),
the minimal VD1’ epitope DVAGLQND (VD1 minimal*4), the whole
VD1’ region AAPTTSDVAGLQNDPTTNVARP (VD1’), and the extVD1*
and extVD1’ as positive controls. We performed a competitive
inhibition of neutralization assay incubating the serum with and
without a high concentration of the individual peptides before
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Fig. 1 Immunogenicity of monomers (extVD1) and homologous immuno-repeats (extVD1%*4). Plasma samples (n=5-6) were isolated

1 week post third subcutaneous (s.c.) vaccination of A/J mice with 10 ug
serially diluted and added to extVD1* (a), extVD1’ (d), intact C.t. SVA/HA

of extVD1%, extVD1’, extVD1**4, or extVD1’*4 emulsified in CAFO1,
R-13 (b), or intact C.t. SvJ (e) coated plates, and antigen-specific IgG

was analyzed by ELISA. Each dot represents the median OD value with 25th and 75th percentiles at each titration step. In vitro neutralization
of C.t. SYA/HAR-13 (c) and C.t. SvJ (f). Sera isolated 3 weeks post third vaccination were pooled for each group (n = 5-6), titrated, mixed with a
fixed concentration of bacteria, inoculated onto a HaK cell monolayer, fixed, and inclusions counted. The dotted line indicates the reciprocal

NTso titer. The individual experiments were repeated twice with similar

results.
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Fig.2 Fine specificity of antibody and T-cell responses after extVD1”#4 and extVD1’*4 vaccination. A/J) mice were immunized 3 times s.c. with
either 10 ug of extVD1”*4/CAFO01 or extVD1’*4/CAFO1. Three weeks after the last vaccination, sera from immunized mice were pooled (n = 5-6),
diluted 1:200, and the fine specificity of the IgG antibody responses was studied using a panel of biotinylated overlapping peptides (9-mers with
8 amino acid overlap) representing the extVD1 regions from SvA (a) and SvJ (d). Each bar represents the mean OD value of two determinations.
Competitive peptide inhibition of in vitro neutralization of C.t. SvA and SvJ with peptides representing the four identified B-cell epitope regions in

extVD1% (b) and extVD1’ (e), respectively. Spleen cells were used to investi

gate the specific IFN-y responses using panels of 20-22-mer peptides

with 10 amino acid overlap (Supplementary Table 2) spanning extVD1* (c) and extVD1’ (f) regions. Cells from 6 mice/group were pooled and
tested in triplicates. Each bar represents mean + SEM. The individual experiment was repeated 2-3 times with similar results.

incubation with Ct. SvA or Sv). We demonstrated that the
sequence/region responsible for generating the major part of the
neutralizing antibody response after vaccination, for both con-
structs, was located in the variable regions (Fig. 2b, e). With the
extVD1**4-specific serum, the neutralizing ability was completely
inhibited when incubating the serum with the extVD1* peptide

Published in partnership with the Sealy Institute for Vaccine Sciences

and approximately 80% of the ability to neutralize was abrogated
when incubating with the minimal VD1* (DVAGLEKD) peptide
(Fig. 2b). With the extVD1’*4-specific serum, complete inhibition of
neutralization was seen when incubating the serum with the whole
extVD1’*4 sequence. Incubating with the minimal VD1’ epitope
representing DVAGLQND?' reduced the ability to neutralize SvJ by
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Fig. 3 Cross-neutralization of SvA and SvJ with extVD1’*4 and extVD1**4-specific sera. A/J mice were immunized with either 10 pg of
extVD17*4/CAFO1 or extVD17*4/CAFO01. Sera were isolated 3 weeks post third s.c. vaccination and pooled for each group (n = 5-6), titrated,
mixed with a fixed concentration of either C.t. SVA or SvJ, and inoculated onto a HaK cell monolayer, fixed, and inclusions counted. Cross-
neutralization of C.t. SvJ with extVD1**4-specific serum (a). For comparison, the homologous neutralization using extVD1’*4-specific serum is
depicted (dotted gray line). Cross-neutralization of C.t. SVA with extVD1%*4-specific serum (b). For comparison, the homologous neutralization
using extVD1**4-specific serum is depicted (dotted gray line). Dotted black lines indicate the reciprocal 50% neutralization titers. The

individual experiments have been repeated with similar results.

70%, demonstrating a main role of this region. However, inhibiting
with a longer peptide spanning the complete VD1’ region
AAPTTSDVAGLQNDPTTNVARP, a complete reduction in the neu-
tralizing ability was detected, demonstrating that residues outside
the minimal epitope also play a role in the neutralization of SvJ
(Fig. 2e).

The specificity of the T-cell response was analyzed by
measuring the in vitro stimulatory properties of overlapping
20-22-mer peptides covering the extVD1 regions of MOMP from
C.t. SYA and SvJ (corresponding to MOMP P4 to MOMP PS8,
Supplementary Table 2) on splenocytes from vaccinated mice
(Fig. 2¢, f). The dominant T-cell epitopes were mapped to different
regions in the two constructs. For the SvA construct, a dominant
T-cell epitope was located in the N-terminal highly conserved part
of the construct (MOMP” P4), whereas the T-cell epitope after
vaccination with the SvJ construct was located in MOMP’
P8 spanning both variable and conserved regions.

Cross-neutralization of SvA and SvJ

Since a broad serovar coverage is important, we next investigated if
extVD1”**4-specific serum could cross-neutralize C.t. SvJ and vice
versa. ExtVD1**4-specific serum cross-neutralized Ct. SvJ with a
reciprocal NTsg titer of around 3000 (Fig. 3a), a titer that was much
higher compared to the titer (NT5o=300) obtained with the
homologous extVD1**4-specific serum (dotted curve inserted from
Fig. 2f). ExtVD1'*4-specific serum was likewise able to cross-
neutralize C.t. SvA with a reciprocal NTsq, titer of 2000 (Fig. 3b).
This was, however, a much lower neutralization titer compared to
the NTs, titer of more than 10,000 obtained with the homologous
extVD1%*4-specific serum (dotted curve inserted from Fig. 2c). Since
extVD1**4-specific serum was superior to extVD1’*4-generated
serum in all investigated aspects of the immune response, we
decided to further investigate the biological effects of extVD1%#4,
i.e., protective efficacy in a vaginal challenge model and the ability
to cross-bind and cross-neutralize other C.t. serovars.

In vivo effect of functional antibodies

To translate the in vitro activity of extVD1**4-specific antibodies into
biological activity in vivo, we established a vaginal infection model
with C.t. SVA in mice. To investigate the in vivo protective efficacy of
extVD1**4-specific immune responses, A/J mice were vaccinated
three times by the simultaneous (SIM) s.c. and in. routes (see
“Methods”). Four weeks after the last vaccination, the extVD1%#4-
specific IgG and IgA antibodies were measured in vaginal wash
samples. Statistically significant levels of both isotypes were
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detected (Fig. 4a). Six weeks after the last vaccination, mice were
challenged intravaginally (i.vag) with 1 x 10° inclusion-forming units
(IFU) of Ct. SVA/HAR-13 and swabbed at consecutive time points
post challenge. Mice vaccinated with extVD1%*4/CAFO1 had
significantly reduced chlamydial shedding at post infection day 3
(PID3), PID7, and PID10 (Fig. 4b) (**p < 0.01, at all three time points).
Total shedding of IFU from individual mice throughout the
infection period (PID3-PID17) in the two groups was compared by
measuring the area under the curve (AUC) (Fig. 4c). Significantly less
bacteria was shed in the extVD1**4/CAF01-vaccinated group
compared to the control group (**p =0.0012, Mann-Whitney test).

To investigate the functional role of antibodies in the initial
phase of infection, independently of an adaptive T-cell response,
we performed an in vivo neutralization experiment. Serum was
isolated from A/J mice s.c. vaccinated with extVD1**4/CAF01 and
diluted 32 times when mixed with C.t. SYA/HAR-13. Since C3H/HeN
mice are considered to be more susceptible to C.t. compared to
other mouse strains®® and since the MHC haplotype of the mouse
is insignificant in this assay, naive C3H/HeN mice were challenged
with 10 ul of the mixture (1 x 10° IFU/mouse). Vaginal loads were
monitored at PID 3 and 7 (Fig. 4d). Serum from extVD1%*4/CAF01-
vaccinated mice significantly reduced the ability of C.t. to establish
a genital tract infection compared to control serum, at both day 3
and 7 post infection, indicating an important role of functional
antibodies in controlling infection.

Cross-recognition of the VD1 regions of C.t. with extVD1"#4-
specific serum

Since the VD1 region plays a dominant role in neutralization of both
SvA and SvJ (Fig. 2b, e), we investigated the ability of polyclonal
extVD1**4-specific antibodies to recognize 20-22-mer peptides
representing the majority of the variable VD1 region of sequence-
related serovars (SvA/2497 (clinical isolate), C, H, |, la, J, and K) and of
more distant serovars (SvD, E, F, G, and B)'*'* (Fig. 5a, b). For
comparison and as a positive control, we included the corresponding
VD1 region from SvA/HAR-13. Strong cross-recognition of the VD1
regions of SvA/2497, C/J, |, and la was found, whereas weaker
recognition of the VD1 region of SvK and SvH and no recognition of
the VD1 region from SvD, E, F, G, and B was detected (Fig. 5b).

Cross-recognition/neutralization of C.t. serovars with
extVD1”#4-specific serum

The biological effect of antibodies against C.t. can roughly be
divided into neutralization of infectivity by direct blocking or by
facilitating effector functions via complement or effector cells***,
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Fig. 4 Protective effect of extVD1**4/CAFO1 induced immune
responses. A/J mice were immunized with extVD1%*4/CAFO01 or
CAFO1 alone using the SIM vaccination protocol and the results
were pooled from two individual experiments (a-c). Vaginal wash
samples were collected from 20 individual mice/group by flushing
the va%ina with 100 pl of sterile 1x PBS, diluted 15 times, and
extVD17*4-specific IgG and IgA were measured by ELISA (a). Each
line indicates median level with 25th and 75th percentiles. A
Mann-Whitney test was used for comparison among groups ****p <
0.0001. ExtVD1%*4/CAFO1 (n=19) or CAFO1 alone (n=20) vacci-
nated mice were challenged i.vag. 6 weeks post last vaccination with
1% 10°IFU/mouse of SVA/HAR-13 (b, c). Data are presented as
median log,o IFU with 25th and 75th percentiles recovered from
vaginal swabs at day 3, 7, 10, 14, and 17 post infection (PID) (b). A
Mann-Whitney test was used for comparison among groups. **p <
0.01 at PID3-PID10. Area under the curve (AUC) was calculated and
the results presented for individual mice (c). Each line represents the
median AUC with 25th and 75th percentiles. A Mann-Whitney test
was used for comparison among groups **p=0.0012. In vivo
neutralization of SVA with extVD1**4-specific serum (d). C.t. SVA was
incubated with heat-inactivated sera from vaccinated and control
mice before i.vag. infection (1 x 10° IFU/mouse) of C3H/HeN mice. In
vivo neutralization was assessed by C.t. culture at day 3 and 7 post
infection. ExtVD1%*4 serum, n =10, control serum, n= 10, control
mice, n = 20. Data are presented as log,o IFU. Each line represents
the median number of IFU with 25th and 75th percentiles. Dunn’s
multiple-comparison test was used for comparison among groups.
*p < 0.05; **p <0.01; ****p<0.0001. The experiment was repeated
once with similar results.
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In both cases, a strong recognition of the bacterial surface is a
prerequisite for an effector function. Besides the VD1 region, three
conserved regions (C1-C3) were strongly recognized (Fig. 2a, d) and
could potentially be involved in the surface binding of some
serovars. We, therefore, measured the ability of extVD1**4-specific
antibodies to recognize the bacterial surface of both C/C-related
serovars (SvA/2497, C, H, |, la, J, K) but also against B/B-related
serovars (SvB, D, E, F, and G) where the VD1 region was not
recognized. Pooled serum from extVD1**4-vaccinated mice was
analyzed in triplicates in ELISA plates coated with EBs representing
the different serovars. ExtVD1*#4-specific serum strongly recognized
the surfaces of SVA/2497, C, |, la, J, and K with reciprocal serum titers
giving ODys0_620 = 0.5 ranging from 15,033 to 151,177. Much lower
recognition of SvB, D, E, and F (titers from 32 to 1031) and no
recognition of SvG and SvH were detected (Table 2). Except for SvK,
this correlated with the VD1 recognition (Fig. 5b). ExtVD1%*4-specific
serum pools from 2 to 4 experiments were further analyzed for
neutralizing ability. Strong reciprocal NTs titers were demonstrated
against SVA/2497, C, |, la, J, and K ranging from 400 to 10,100,
whereas the serum had no neutralizing ability against SvH, B, D, E, F,
and G correlating with both weak surface recognition and no VD1
recognition of those serovars (Table 2, Fig. 5b).

To demonstrate that the ability of extVD1%*4-specific serum to
cross-target other serovars was related to the VD1 region, we
competitively inhibited the surface binding by incubating the
extVD1%#4- specific serum with and without a high concentration of
a 22-mer peptide representing the VD1 region of SvA/HAR-13
(VD1AMARTS for sequence see Fig. 5a). To ensure that the inhibition
of the VD1-specific antibodies was complete in all used serum
concentrations, we measured the ability of the VD1V"R13 plocked
serum to bind to VD1V"AR13 in an ELISA (Supplementary Fig. 3).
The VD1AMAR13 rasponse was completely blocked since no VD1#
HAR13_specific antibodies were detected. Of significant impact, we
found a VD1-independent recognition of the surface of all tested
serovars, however, this was most pronounced for SvK (Fig. 6a). This
finding could explain the strong surface recognition and neutraliza-
tion of SvK, despite the lower recognition of the VD1 region, and
suggests that regions/amino acids outside the VD1 region are also
involved in the surface binding of SvK.

To investigate the impact of the VD1 and the VD1-independent
surface recognition on the ability to cross-neutralize, we performed
a competitive inhibition of neutralization assay, incubating
VD1VMARTS plocked extVD1%*4-specific serum with the different
C.t. serovars (Fig. 6b). Incubation of the serum with the peptide led
to loss of the major part of the detected neutralization,
demonstrating that the VD1 region is responsible for most of the
observed cross-neutralization. However, for Svla and SvK epitopes,
amino acid residues outside the VD1 region could play a role for
optimal binding of the neutralizing antibodies, since some level of
neutralization was still detectable after VD1¥"AR'3 inhibition.

Heterologous protection of extVD1*#4/CAF01 against a Svla

challenge

Following the demonstration of broad surface recognition and
neutralization generated by extVD1”*4, we finally investigated if
the cross-reactivity of extVD1%*4/CAFO1-mediated immune
responses could be translated into an in vivo effect against a
heterologous serovar challenge. Svla is a prevalent genital
serovar of the C complex*’, and therefore we decided to
investigate if extVD1**4/CAF01-vaccinated mice were protected
against an i.vag. Svla challenge. A/J mice were vaccinated three
times by the SIM vaccination strategy. Six weeks after the last
vaccination, mice were challenged with 1 x 10°IFU of C.t. Svla
and swabbed at PID3, 7, and 10 (Fig. 7). Mice vaccinated with
extVD1”*4/CAFO1 had reduced levels of IFU at PID 3, which
reached a significant reduction at PID7 (***p < 0.001). At PID10,
no bacteria could be detected in vaccinated mice.
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A  Peptides representing VD1 regions of C.t. serovars

VD1 aa sequence
VD1AFARTS oMGAAPTTSDVAGLEKDPVANV
VD1A2497  QMGAAPTTSDVAGLEKDPVTNV
VD14 QMGAAPTTSDVAGLQNDPTTNV
VD" QMGAAPTTSDAADLQNDPKTNV
VD1 QMGAAPTTKDVAGLENDPTTNV
vD1R QMGAAPTTKDIAGLENDPTTNV
VD1¥ QMGAAPTTSDVEGLQNDPTTNV
VD18 QMGAKPTATTGNATAPSTLT
VD1P QMGAKPTTDTGNSAAPSTLT
VD1E QMGDKPTSTTGNATAPTTLT
VD176 EMGEALAGASGNTTSTLSKL

aa; amino acid, Bold; aa residues different from VD1AHAR-13sequence

VD1 specific IgG
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Fig.5 Recognition of peptides representing the VD1 region of C.t. serovars with extVD1*#4-specific serum. A/J mice were immunized with
extVD1*#4/CAF01 (n = 20) or CAFO1 alone (n = 20) using the SIM vaccination protocol. Three weeks after the 3rd vaccination, individual serum
samples were pooled (n = 20), serially diluted in triplicates, and added to peptide-coated plates representing the major part of the VD1
regions of C.t. SVA, SvC/J, SvH, Svl, Svla, SvK, SvB, SvD, SVE, SvF, and SvG. Sequences of VD1 peptides (a). Peptide-specific IgG was analyzed by
ELISA (b). Each dot represents the mean OD value + SD of triplicate readings at each titration step.

Table 2. Surface recognition and neutralization of C.t. serovars with

extVD1%*4 specific serum.

C.t. serovar EB specific IgG Neutralization
Mean reciprocal titer Median reciprocal
at Absss50-620 nm = 0.5 NTs, titer

SvA/HAR-13 151,177 11,000

SvA/2497 51,524 10,100

SvC 30,328 6400

SvH ND ND

Svl 37,835 2300

Svla 37,538 400

Sv) 30,159 1800

SvK 15,033 2000

SvB 32 ND

SvD 96 ND

SvE 54 ND

SvF 1031 ND

SvG ND ND

ND not detectable.

Neutralization titers are the median titer of 2-4 experiments.

DISCUSSION

Chlamydia diseases continue to cause morbidity and there is a need
for a broadly protective vaccine covering circulating serovars. The
current study focused on developing a vaccine construct with the
ability to induce broadly neutralizing antibodies against C/C-related
complex serovars (SvA, C, H, I/la, J, and K). Exploiting our immuno-
repeat vaccine approach®**?% two novel vaccine constructs,
extVD1”#4 and extVD1’*4, were designed based on the VD1 region
of MOMP. Both constructs were highly immunogenic. ExtVD1*4
induced broadly neutralizing antibodies against all tested members
of the C/C-related complex, except for SvH. This translated into
protective immunity in a mouse genital challenge model of both an
ocular (SvA) and a genital (Svla) strain.

A broad serovar coverage of a Chlamydia vaccine is highly
preferable, as low serovar coverage could lead to serovar
emergence or replacement, as has been observed following
vaccination with the Pneumococcal vaccine (PCV-7). Here a steady
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increase in pneumococcal disease caused by nonvaccine sero-
types was reported in some populations*’. Although a vaccine
against the most prevalent sexually transmitted serovars world-
wide D-F**™*° would have a significant impact, demographical
differences have been reported***°. Our CTH522 vaccine, which
has recently completed clinical phase | trial®®, targets the
prevalent SvD, E, F, and G with surface-binding and -neutralizing
antibodies. With specificities against the VD4 region of MOMP, the
CTH522 vaccine can target the B and intermediate groups of
serovars, but to a lesser degree the C complex serovars. Therefore,
to increase the range of antibody protection against multiple
serovars, it would be beneficial to supplement the CTH522 vaccine
with constructs that induce VD-specific antibodies with broad C
complex serovar recognition.

Since neutralizing MAb antibodies against C/C-related complex
serovars have previously been mapped to epitopes in the VD1
region, we took the approach of focusing on the VD1 region of
SvA and SvJ/C and improved the immunogenicity of those by
extending the VD1 sequence to cover surrounding constant
domains (extVD1). We found that molecular repetition of the
immunogens further strengthened the immune response by
enhancing titers by more than one log;, against the protein itself
and the bacterial surface. These findings are in agreement with
similar studies done in our laboratory on the VD4 region®,
confirming that even low-valency repeated antigens (2-10) can be
superior compared to monovalent antigens>°".

For both extVD1 immuno-repeat constructs (extVD1**4 and
extVD1’#4), the B-cell epitopes were mapped to four major regions
—the VD1 (DVAGLEKD within VD1* and a broader region
AAPTTSDVAGLQNDPTTNVARP within VD1’) and three conserved
regions (C1-C3) (Fig. 2). Strong surface recognition and neutraliza-
tion were detected with sera from both constructs. Structural
reports on MOMP demonstrate accessibility of the VDs on the EB
surface. This is in contrast to the constant domains (CDs) adjacent
to the VDs that are not predicted to be displayed on the surface of
EBs and hence not accessible for antibodies'''>2%25265233 |
support of this, competitive inhibition of neutralization with
peptides covering the four B-cell epitope regions demonstrated
that antibodies generated against the VD1 regions were
responsible for the major part of the observed neutralization of
the homologous strain (Fig. 2).

Previous studies investigating the reactivity of VD1-specific
MAbs demonstrated that cross-reactivity and neutralization of
related serovars were dependent of the ability to bind the VD1
region independently of serovar-specific amino acid residues
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Fig. 6 Competitive inhibition of surface recognition and neutralization. A/J mice were immunized with extVD1"*4/CAFO01 (n = 20) or CAFO1
alone (n = 20) using the SIM vaccination protocol. ExtVD1"4-specific serum was pooled from 20 mice, prediluted, and mixed with T mg/ml of

VD1 A/HAR-13

or 1x PBS buffer. After incubation, the mixture was added to C.t.-coated ELISA plates in duplicates and C.t.-specific IgG measured

by ELISA (a). Each bar represents the mean of duplicate readings with and without the presence of the VD1#HAR13 peptide. ExtVD1*"4-specific

serum was pooled from 20 mice, prediluted, and mixed with 1 mg/ml of VD

1AHAR3 6 SPG buffer. After 45 min of incubation, the mixture was

further incubated 1:1 with different C.t. serovars for 45 min before inoculation onto a HaK cell monolayer, incubated, fixed, and inclusions
counted (b). Bar represents % neutralization with and without the presence of the VD1#MAR13 peptide.

within the main neutralizing region®**°. Analyzing extvVD1**4-
specific serum, we detected strong cross-binding of the VD1
regions from SvC, |, la, J, and the clinical isolate A/2497, lower
recognition of VD1* and VD1", and no recognition of the VD1
regions from B/B-related complex serovars (Fig. 5). Except for SvK,
a correlation between VD1 reactivity, surface recognition, and
neutralization was demonstrated. This was confirmed with a
competitive inhibition experiment using the VD1#HAR13 peptide
to compete for recognition. However, for all C/C-related complex
serovars, we saw a constant level of surface recognition with
serum depleted of VD1¥"AR13 specific antibodies and we spec-
ulate that this could be due to antibodies recognizing the
conserved regions in close proximity to the VD1 regions (Fig. 6a).
Only for SvK and Svla, this translated into minor non-VD1-specific
contributions to neutralization. The exact understanding of this
will be the subject for further investigations.

The role of antibodies against C.t. is more than direct blocking of
infection, i.e, by neutralization. A range of other indirect effector
functions like opsonophagocytosis®*, antibody-dependent comple-
ment deposition (ADCD)>>%, antibody-dependent cellular cytotoxi-
city (ADCC)*2, or combinations thereof could potentially play a role.
In this study, we demonstrated an in vivo protective effect of
antibodies by preincubating C.t. SVA with extVD1**4-specific serum
before infecting C3H/HeN mice. This led to a 1-3 log,¢-reduced
bacteria level at days 3 and 7 post infection compared to incubation
with control serum. Whether this in vivo effect is direct blocking of
infection, other antibody-mediated effector functions or a combina-
tion is not known. Our results are in line with other studies
translating the in vitro neutralization effect of antibodies into in vivo
protection, by passive transfer of monoclonal’”*® polyclonal
antibodies®*3~°, or by vaccination®. All have generally resulted in
reduced early bacterial shedding after a vaginal challenge in mice.

An optimal Chlamydia vaccine is composed of a combination
of broadly neutralizing B-cell epitopes and conserved T-cell
epitopes. An important role of CD4 T cells and IFN-y has been
demonstrated in a range of animal studies**°>, In humans, CMI
and IFN-y has been associated with a reduced risk of reinfec-
tion®® and HIV-infected women lacking CD4 T cells have an
increased risk of developing C.t. pelvic inflammatory disease®’.
Here, we identified T-cell epitopes in extVD1%#4 in the conserved
N-terminal part of the construct, which is highly preferable in
contrast to serovar-specific T-cell epitopes. Of importance in
relation to the use of extVD1**4 in a future human vaccine, this
region is overlapping a region described by Ortiz et al. to contain
human CD4 T-cell epitopes in C.t-infected patients®®%°,
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To evaluate the protective efficacy, we established a SvA/la
genital infection model in A/J mice. Although C.t. SVA is designated
an ocular strain, it is well described that ocular serovars can cause
genital infections, and vice versa'®’®’’. We immunized with a
combined simultaneous s.c/i.n. (SIM) vaccination strategy previously
published by Wern et al’? a strategy that improves mucosal
immunity (IgA responses and increased B and CD4 T cells in the
genital tract)’?. We detected strong IgG and IgA responses in the
genital tract and found significant protection against an ivag.
challenge with C.t. SvA, with a median >1 log reduction in IFU at day
3 and sustained control throughout day 7 and 10 post infection.
Whether a combined mucosal and parenteral vaccination strategy is
necessary for a future vaccination protocol in humans remains
unknown. Our previous studies demonstrated a similar level of
protection of SIM and SC vaccination protocols’?, probably due to
high serum IgG levels entering the genital tract in combination with
rapid recruitment of circulating Th1/Th17 cells upon challenge’*”3.
In the present study, we saw a highly significant protective effect of
serum IgG, when coating the SvA EBs with extVD1**4-specific serum
before infection and we have previously seen similar results using
VD4-specific neutralizing antibodies® also in adoptive transfer
experiments®, In humans, IgG is the predominant secreted
isotype’®. However, studies pointing to a protective role of slgA in
humans have been published”> and similar observations were found
in the minipig model where a correlation between vaginal sigA
correlated with accelerated clearance of Ct’%. Of significant
importance, we also demonstrated protection against i.vag.
challenge with a heterologous strain (Svla), which strengthens the
possibility of using this construct to induce broad protection against
C/C-related complex serovars. A strong cross-neutralizing antibody
response, in combination with induction of conserved T-cell
epitopes, could be the key to the observed in vivo protection and
cross-protection against SvA/Svla.

A limitation to the current study is the use of inbred mice in the
study of antibody responses. Although antibody responses
generally translate well across species, ongoing studies in our
lab will investigate responses in outbred species like the guinea
pig and NHP, to study if we can induce the same strength and
levels of cross-neutralizing antibodies in those species, or if a
mixture of multiple serovar-specific immuno-repeats should be
considered in a future Ct. vaccine. Nonetheless, our studies
demonstrate that if strong titers of neutralizing antibodies are
obtained by vaccination, an effect on in vivo protection can be
seen. Future perspectives are to combine the extVD1*4 with
CTH522 in a vaccine that will strengthen both the T-cell responses
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Fig. 7 Protective effect of extVD1"*4/CAFO1 induced immune responses against Svla challenge. A/J mice were immunized with
extVD12*4/CAF01 (n = 8) or CAFO1 alone (n = 9) using the SIM vaccination protocol. Six weeks post last vaccination, the mice were challenged
i.vag. with 1x 10°IFU of Svla/mouse. Data are presented as log;o IFU. Each line represents the median number of IFU with 25th and 75th
percentiles recovered from vaginal swabs at days 3, 7, and 10 post infection. A Mann-Whitney test was used for comparison among groups.

**%p < 0.001.

together with a broad serovar coverage: ocular (SvA, B, and C) and
genital (SvD, E, F, G, |, Ia, J, and K) strains. Since the development of
vaccines comes with huge investments, this combined ocular/
genital vaccine could serve a dual purpose as both STl vaccine and
as a vaccine to help with the eradication of trachoma in
combination with current control strategies.

METHODS
Cultivation and harvesting of C.t.

C.t. SVA/HAR-13, SvC/TW-3, SvH/UW-43/Cx, Svl/UW-12/Ur, SvJ/UW-36/Cx,
SvK/UW-31 SvD/UW-3/Cx, SvE/Bour, SvF/IC-Cal-3, SvG/UW-57/Cx (all from
ATCQ), Svla/sotonla3/1a870 (from the Chlamydia Biobank), and SvA/2497
and SvB/Tunis-864 (from LSHTM) were propagated in Hela 229 cells
(ATCC® CCL-2™) or McCoy cells (ATCC® CRL-1696™) and harvested by
repeated centrifugation and sonication steps. Finally the bacterial
suspension was layered on a 30% renografin solution and centrifuged
at 40,000 x g for 30 min. After centrifugation, the pellet was resuspended
in a sucrose-phosphate-glutamate (SPG) buffer and stored at —80 °C.
Serovar typing of the bacteria was confirmed by chromosomal DNA
extraction, PCR amplification, and sequencing of the gene and flanking
regions of ompA. All C.t. serovars were tested negative for mycoplasma
(Mycoplasma laboratory SSI). IFU of the serovar batches was quantified
by titration in McCoy cells. Protein concentrations were determined by
bicinchoninic acid protein assay (BCA) (Pierce, Thermo Fisher Scientific,
Waltham, Massachusetts, US).

Antigen cloning and purification

ExtVD1”*4 and extVD1’*4 were produced as follows. Based on the MOMP
amino acid sequences (NCBI YP_328507.1 and AAC31443.1) with addition
of six N-terminal histidines, synthetic DNA constructs were codon-
optimized for expression in E. coli followed by insertion into the pJexpress
411 vector (ATUM). By IPTG, we induced expression in E. coli BL-21 (DE3)
cells transformed with the synthetic DNA constructs. Inclusion bodies were
isolated and extracts were loaded on a HisTrap column (GE Healthcare,
Chicago, lllinois, USA), followed by anion exchange chromatography on a
HiTrap Q HP column and dialysis to a 20 mM glycine buffer, pH 9.2. Protein
concentrations were determined by BCA assay.

Peptide constructs and overlapping PepSets

The constructs A8-VD1*, VD1#, extVD1*, and extVD1’ were produced as
synthetic peptides by GeneCust (Boynes, France) (for sequences Table 1
and Supplementary Table 1). Peptides representing C1, C2, and C3, vD1#
minimal*4, VD1’ minimal*4, VD1’ were produced by GeneCust. PepSets of
20-22-mer peptides with 10-aa overlap covering extVD1* and extVD1’ and
20-22-mer peptides representing the VD1 regions of the different serovars
were produced by GeneCust (Supplementary Table 2 and Fig. 5a). 9-mer
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(8-aa overlap) biotinylated PepSets covering extVD1* and extVD1’ were
produced by Mimotopes (Mulgrave, Victoria, Australia) (Fig. 2).

Animals

Female A/J and C3H/HeN mice, 6-8 weeks of age, were obtained from
Envigo, the Netherlands. The mice were housed under standard
environmental conditions and provided standard food and water ad
libitum. Animal experiments were conducted in accordance with regula-
tions of the Danish Ministry of Justice and animal protection committees
by Danish Animal Experiments Inspectorate Permit 2013-15-2934-00978
and 2018-15-0201-01502 and in compliance with European Union
Directive 2010/63/EU. The experiments were approved by a local animal
protection committee at Statens Serum Institut, IACUC, headed by DVM
Kristin Engelhart llligen.

Immunization

Mice received a total of three immunizations at two-week intervals either
subcutaneously (s.c.) at the base of the tail in a total volume of 200 pl or
simultaneously with the intranasal (i.n.) route in a volume of 30l
Vaccination protocols were as follows: 3x s.c. (SC vaccination protocol) or
1st s.c, 2nd s.c. +i.n, and 3rd s.c. +i.n (simultaneous (SIM) vaccination
protocol). The vaccines given by both routes consisted of 10 pg of antigen,
except for the experiment shown in Supplementary Fig. 1, where 25 ug
were used for s.c. vaccinations. For s.c. vaccinations, the antigens were
diluted in Tris-buffer (pH 7.4) and mixed by vortexing with adjuvant
consisting of 50 pg/dose of the glycolipid trehalose 6,6’-dibehenate (TDB)
incorporated into 250 pg/dose of cationic liposomes composed of
dimethyldioctadecyl-ammonium (DDA) (CAF®01). For the i.n. delivery, the
vaccines were delivered without adjuvant. In challenge experiments, the
mice were rested 6 weeks before challenge.

ELISA for antigen-specific antibodies in serum and vaginal
washes

Blood was collected after the last vaccination for quantification of vaccine-
specific antibodies by enzyme-linked immunosorbant assay (ELISA). Blood
was collected from the periorbital vein plexus or the superficial temporal
vein into Eppendorf tubes with EDTA (Plasma) or without EDTA (Serum).
For isolation of serum, the tubes were centrifuged for 10 min at 10,000 X g.
To separate plasma, samples were centrifuged for 10 min at 500 X g.
Vaginal washes were collected by flushing the vagina with 100 pl of sterile
1x PBS and samples stored at —80 °C until analysis. Before dilution, the
vaginal wash samples were treated with 25 ug/ml Bromelain (Sigma-
Aldrich). Maxisorb plates (Nunc, Roskilde, Denmark) were coated with
50l of recombinant antigens (1 pg/ml), peptides (10 pg/ml), or Ct.
serovars (10 pg/ml) overnight at 4 °C followed by blocking for 2 h in 1x
PBS with 2% BSA for IgG and 1x PBS with 1% skimmed milk powder and
0.05% Tween for IgA. The plasma, serum, and vaginal wash samples were
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serially diluted in 1x PBS with 1% BSA for IgG or 1x PBS with 1% skimmed
milk powder and 0.05% Tween for IgA before being added to coated
microtiter plates. After washing, HRP-conjugated rabbit anti-mouse IgG
(Invitrogen #61-6520), HRP-conjugated goat anti-mouse IgG1 (Southern
Biotech #1070-05), HRP-conjugated rabbit anti-mouse IgG2a (Life
Technologies #610220), HRP-conjugated goat anti-mouse IgG2b (Invitro-
gen #M32407), or biotinylated goat anti-mouse IgA (Southern Biotech
#1040-08) was added. After 1 h of incubation, the IgA plates were added
Streptavidin-HRP (BD Biosciences # 554066). For all isotypes/subtypes,
antigen-specific antibodies were detected using TMB-PLUS (Kem-En-TEC,
Taastrup, Denmark). The reaction was stopped with H,SO, and OD
(450-620 nm) was read using an ELISA reader. The results were presented
either as titration curves, as absorbance (Abs) at one dilution, or serum
titers were reported as the reciprocal of the dilution giving an Abs =0.5
after subtraction of control serum.

Reactivity against 9-mer overlapping biotinylated Pepsets was investi-
gated by ELISA. Plates were coated with streptavidin, incubated with
biotinylated peptides, blocked with skimmed milk powder, washed, and
then followed the ELISA procedure described above.

C.t.-specific cellular responses

Splenocytes were isolated from four mice/group 3 weeks post last
vaccination, and single-cell suspensions were prepared in RPMI 1640
(Gibco) supplemented with 1% (vol/vol) L-glutamine, 1% nonessential
amino acids, 1% sodium pyruvate, 50 uM 2-mercaptoethanol, 1%
penicillin-streptomycin, 1% HEPES, and 10% heat-inactivated fetal bovine
serum (Biowest, WWR) from pools of 4 mice/group. Cultures were
adjusted to 2 x 10° cells/well and stimulated in triplicates with peptides
spanning the extVD1 region of C.t. SVA or SvJ at a final concentration of
5 pg/ml. Concanavalin A (Con A) was included as a T-cell mitogen for cell
viability. After 72h of incubation, the culture supernatants were
harvested, and the amounts of secreted IFN-y were determined by ELISA.
Maxisorb plates (Nunc) were coated with monoclonal rat anti-mouse IFN-y
(BD Pharmingen, #551216) overnight at 4 °C. Plates were blocked with 1x
PBS/2% skimmed milk powder. Culture supernatants were diluted in 1x
PBS/2%BSA and tested in triplicates. rlFN-y (BD Pharmingen recombinant
Mouse IFN-y #554587) was used as standard. After 2 h of incubation at
room temperature, IFN-y was detected by biotin-labeled rat anti-mouse
IFN-y (BD Pharmingen #554410) followed by Streptavidin-HRP both
diluted in 1x PBS/19%BSA. IFN-y was detected using TMB-PLUS (Kem-En-
TEC), the reaction was stopped with H,SO,4 and OD (450-620 nm) was
read using an ELISA reader.

Neutralization assay

In vitro neutralization assay. Hamster kidney cells (HaK) (ATCC® CCL-15)
were maintained in RPMI 1640 supplemented with 1% (vol/vol) L-glutamine,
1% nonessential amino acids, 1% sodium pyruvate, 70 uM 2-mercaptoetha-
nol, 10 ug/ml gentamicin, 1% HEPES, and 5% heat-inactivated fetal bovine
serum at 37°C, 5% CO,. Cells were grown to confluence in 96-well flat-
bottom microtiter plates (Costar, Corning, NY, USA). The different C.t. stocks
were diluted to a predetermined concentration in SPG buffer and mixed with
heat-inactivated (56 °C for 30 min) and serially diluted serum. The mixture
was incubated for 45min at 37°C and inoculated onto HaK cells in
duplicates. After 2 h of incubation at 36 °C on a rocking table, the cells were
washed once with RPMI 1640 and further incubated 24 h at 37 °C, 5% CO, in
culture media containing 0.5% glucose and cycloheximide (1 pg/ml). The
cells were fixed with 96% ethanol and inclusions were visualized by staining
with polyclonal rabbit anti-rCT043 serum (produced in our lab), followed by
Alexa 488-conjugated goat anti-rabbit immunoglobulin (1:500-1:1000)
(Invitrogen #A11008). Cell staining was done with Propidium lodide
(Invitrogen). IFU was enumerated by fluorescence microscopy using an
automated cell imaging system (ImageXpress Pico automated Cell imaging
system (Molecular Devices, San Jose, California, USA)) counting 25% of each
well or by manual counting. The results were calculated as percentage
reduction in mean IFU relative to control serum. A serum dilution giving a
50% or greater reduction in IFU relative to the control was defined as
neutralizing. The serum dilution giving a 50% reduction in IFU was named
reciprocal 50% neutralization titer (NTso).

In vivo neutralization. C.t. SVA was incubated with heat-inactivated and
sterile-filtered 32 times diluted serum from extVD1"*4/CAFO1 s.c.-
vaccinated A/J mice or serum from adjuvant control mice. After 30 min
at 37 °C, depo-provera-treated C3H/HeN mice were infected with 10 pl of
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the inoculum (a total of 1x 10° IFU/mouse), swabbed at days 3 and 7
post infection, and IFU was determined as described in “Vaginal
challenge and cultures”.

Competitive inhibition of surface recognition and
neutralization

In the competitive inhibition of surface recognition assay, extVD1**4-
specific and control serum (pool of sera from 20 mice) were
preincubated for 45min at 37°C with 1mg/ml of the VD1#/HAR13
peptide diluted in 1x PBS or 1x PBS alone. Depending on the serovar
being tested, predetermined dilutions of the extVD1**4-specific serum
were used to ensure a response within the linear range of the titration
curve (Svl/J: 7000x, SvC/la: 5000x, and SvK: 2500x). After incubation, the
mixture was added to C.t.-coated ELISA plates in duplicates and C.t.-
specific IgG measured by ELISA as described in “ELISA for antigen-
specific antibodies in serum and vaginal washes”.

In the competitive inhibition of neutralization assay, extVD1**4-specific
serum, extVD1J*4-speciﬁc serum, and control serum (pool of sera from
20 mice) were preincubated for 45 min at 37 °C with 1 mg/ml of peptides
(C1, €2, C3, VD1"minimal*4, VD1%, extVD1*, VD1’minimal*4, and VD1’ or
extvD1) diluted in SPG buffer or SPG buffer alone prior to 45min of
incubation at 37°C with the different Ct. serovars. Depending on the
serovar being tested, predetermined dilutions of the extVD1**4-specific
serum were used when mixed with the VD1¥MAR13 peptide to ensure
between 80 and 100% neutralization in the control wells (SvA/2497:1500%,
SvC:500%, Svl:250x, SvJ/K:200x, and Svla:50x). The extVD1’*4—speciﬁc
serum was prediluted 200 times when mixed with peptides. The mixtures
were inoculated onto a HaK cell monolayer in duplicates. After 2h of
incubation at 36 °C on a rocking table, the cells were washed once with
RPMI 1640 and further incubated for 24 h at 37°C, 5% CO,, as described
previously. Inclusions were fixed, stained, and counted, and percent
neutralization was calculated as described in “Neutralization assay”.

Vaginal challenge and cultures

Ten and three days before C.t. SVA or Svla challenge, the oestrous cycle was
synchronized by injection of 2.5mg of medroxyprogesteronacetat (Depo-
Provera, Pfizer, Ballerup, Denmark), increasing mouse susceptibility to
chlamydial infection by prolonging dioestrus. The mice were challenged
i.vag. with 1 x 108 C.t. SYA/HAR-13 or Svla in 10 ul of SPG buffer. At different
time points post infection (PID3, 7, 10, 14, and 17), the mice were swabbed.
Swabs were vortexed with glass beads in 0.6 ml of SPG buffer and stored at
-80 °C until analysis. The infectious load was assessed by infecting 48-plate
wells seeded with McCoy cells with the swab material undiluted and twofold
diluted. Inclusions were visualized by staining with polyclonal rabbit anti-
MOMP serum made in our lab, followed by an Alexa 488-conjugated goat
anti-rabbit immunoglobulin (1:500-1:1000, Invitrogen #A11008). Background
staining was done with Propidium iodide (Invitrogen). IFU was enumerated
by fluorescence microscopy either manually or by using an automated cell
imaging system (ImageXpress Pico automated Cell imaging system)
(Molecular Devices) counting 50% of each well. If no IFU were detected in
the counted area, 100% of each well was counted manually. Culture-negative
mice were assigned the limit of detection of 4 IFU/mouse representing one
IFU in the tested swab material (1/4 of the total swab material).

Statistical analysis

GraphPad Prism 8.3.0 was used for data handling, analysis, and graphic
representation. Statistical analysis of vaginal wash samples and log,q IFU
was performed using the Mann-Whitney test or Kruskal-Wallis (one-way
ANOVA) followed by Dunn’s multiple-comparison test. Statistical analysis
of the AUC data was done by the Mann-Whitney test. A p value of < 0.05
was considered significant.

Reporting summary

Further information on research design is available in the Nature Research
Reporting Summary linked to this article.
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The authors confirm that all relevant data are included in the paper and available
from the corresponding author upon request.

npj Vaccines (2021) 58



np)

AW. Olsen et al.

10

Received: 13 January 2021; Accepted: 7 March 2021;
Published online: 19 April 2021

REFERENCES

1.

N

w

>

w

(o)}

~N

<]

Nel

20.

21.

22.

Taylor, H. R, Burton, M. J., Haddad, D., West, S. & Wright, H. Trachoma. Lancet 384,
2142-2152 (2014).

. Abdelsamed, H., Peters, J. & Byrne, G. I. Genetic variation in Chlamydia tracho-

matis and their hosts: impact on disease severity and tissue tropism. Future
Microbiol. 8, 1129-1146 (2013).

. Olsen, A. W,, Follmann, F., Erneholm, K., Rosenkrands, I. & Andersen, P. Protection

against Chlamydia trachomatis Infection and upper genital tract pathological
changes by vaccine-promoted neutralizing antibodies directed to the VD4 of the
major outer membrane protein. J. Infect. Dis. 212, 978-989 (2015).

Dawson, C. et al. Experimental inclusion conjunctivitis in man. Il. Partial resistance
to reinfection. Am. J. Epidemiol. 84, 411-425 (1966).

. Grayston, J. T, Wang, S. P, Yang, Y. F. & Woolridge, R. L. The effect of trachoma

virus vaccine on the course of experimental trachoma infection in blind human
volunteers. J. Exp. Med. 115, 1009-1022 (1962).

. Jawetz, E., Rose, L, Hanna, L. & Thygeson, P. Experimental inclusion con-

junctivitis in man: measurements of infectivity and resistance. JAMA 194,
620-632 (1965).

. Barenfanger, J. & MacDonald, A. B. The role of immunoglobulin in the neu-

tralization of trachoma infectivity. J. Immunol. 113, 1607-1617 (1974).

. Wang, S. P., Grayston, J. T. & Alexander, E. R. Trachoma vaccine studies in mon-

keys. Am. J. Ophthalmol. 63, 1615-1630 (1967).

. Wang, S. P. & Grayston, J. T. Micro-immunofluorescence antibody responses to

trachoma vaccines. Int. Ophthalmol. 12, 73-80 (1988).

. Schachter, J. in Chlamydia - Intracellular Biology, Pathogenesis, and Immunity (ed R.

S. Stephens) Ch. 6 (1999).

. Rodriguez-Maranon, M. J., Bush, R. M., Peterson, E. M., Schirmer, T. & de la Maza, L.

M. Prediction of the membrane-spanning beta-strands of the major outer
membrane protein of Chlamydia. Protein Sci. 11, 1854-1861 (2002).

. Wang, S. P., Kuo, C. C, Barnes, R. C, Stephens, R. S. & Grayston, J. T. Inmuno-

typing of Chlamydia trachomatis with monoclonal antibodies. J. Infect. Dis. 152,
791-800 (1985).

. Yuan, Y., Zhang, Y. X,, Watkins, N. G. & Caldwell, H. D. Nucleotide and deduced

amino acid sequences for the four variable domains of the major outer mem-
brane proteins of the 15 Chlamydia trachomatis serovars. Infect. Immun. 57,
1040-1049 (1989).

. Peterson, E. M., Cheng, X., Markoff, B. A, Fielder, T. J. & de la Maza, L. M. Func-

tional and structural mapping of Chlamydia trachomatis species-specific major
outer membrane protein epitopes by use of neutralizing monoclonal antibodies.
Infect. Inmun. 59, 4147-4153 (1991).

. Caldwell, H. D., Kromhout, J. & Schachter, J. Purification and partial character-

ization of the major outer membrane protein of Chlamydia trachomatis. Infect.
Immun. 31, 1161-1176 (1981).

. Pal, S., Theodor, I, Peterson, E. M. & de la Maza, L. M. Immunization with the

Chlamydia trachomatis mouse pneumonitis major outer membrane protein can
elicit a protective immune response against a genital challenge. Infect. Immun.
69, 6240-6247 (2001).

. Pal, S, Luke, C. J,, Barbour, A. G., Peterson, E. M. & de la Maza, L. M. Immunization

with the Chlamydia trachomatis major outer membrane protein, using the outer
surface protein A of Borrelia burgdorferi as an adjuvant, can induce protection
against a chlamydial genital challenge. Vaccine 21, 1455-1465 (2003).

. Pal, S., Peterson, E. M. & de la Maza, L. M. Vaccination with the Chlamydia tra-

chomatis major outer membrane protein can elicit an immune response as
protective as that resulting from inoculation with live bacteria. Infect. Immun. 73,
8153-8160 (2005).

. Pal, S., Peterson, E. M., Rappuoli, R., Ratti, G. & de la Maza, L. M. Immunization with

the Chlamydia trachomatis major outer membrane protein, using adjuvants
developed for human vaccines, can induce partial protection in a mouse model
against a genital challenge. Vaccine 24, 766-775 (2006).

Sun, G, Pal, S., Weiland, J., Peterson, E. M. & de la Maza, L. M. Protection against an
intranasal challenge by vaccines formulated with native and recombinant pre-
parations of the Chlamydia trachomatis major outer membrane protein. Vaccine
27, 5020-5025 (2009).

Hansen, J. et al. Liposome delivery of Chlamydia muridarum major outer mem-
brane protein primes a Th1 response that protects against genital chlamydial
infection in a mouse model. J. Infect. Dis. 198, 758-767 (2008).

Tifrea, D. F. Ralli-Jain, P, Pal, S. & de la Maza, L. M. Vaccination with the
recombinant major outer membrane protein elicits antibodies to the constant
domains and induces cross-serovar protection against intranasal challenge with
Chlamydia trachomatis. Infect. Inmun. 81, 1741-1750 (2013).

npj Vaccines (2021) 58

23.

24,

25.

26.

27.

28.

29.

30.

31.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45.

46.

47.

Ralli-Jain, P., Tifrea, D., Cheng, C,, Pal, S. & de la Maza, L. M. Enhancement of the
protective efficacy of a Chlamydia trachomatis recombinant vaccine by com-
bining systemic and mucosal routes for immunization. Vaccine 28, 7659-7666
(2010).

Tifrea, D. F., Pal, S. & de la Maza, L. M. A Recombinant Chlamydia trachomatis
MOMP vaccine elicits cross-serogroup protection in mice against vaginal shed-
ding and infertility. J. Infect. Dis. 221, 191-200 (2020).

Sun, G. et al. Structural and functional analyses of the major outer membrane
protein of Chlamydia trachomatis. J. Bacteriol. 189, 6222-6235 (2007).

Feher, V. A. et al. A 3-dimensional trimeric beta-barrel model for Chlamydia
MOMP contains conserved and novel elements of Gram-negative bacterial por-
ins. PLoS ONE 8, 68934 (2013).

Zhang, Y. X,, Stewart, S., Joseph, T., Taylor, H. R. & Caldwell, H. D. Protective
monoclonal antibodies recognize epitopes located on the major outer mem-
brane protein of Chlamydia trachomatis. J. Inmunol. 138, 575-581 (1987).

Pal, S., Cheng, X, Peterson, E. M. & de la Maza, L. M. Mapping of a surface-exposed
B-cell epitope to the variable sequent 3 of the major outer-membrane protein of
Chlamydia trachomatis. J. Gen. Microbiol. 139, 1565-1570 (1993).

Qu, Z, Cheng, X, de la Maza, L. M. & Peterson, E. M. Characterization of a
neutralizing monoclonal antibody directed at variable domain | of the major
outer membrane protein of Chlamydia trachomatis C-complex serovars. Infect.
Immun. 61, 1365-1370 (1993).

Zhong, G., Berry, J. & Brunham, R. C. Antibody recognition of a neutralization
epitope on the major outer membrane protein of Chlamydia trachomatis. Infect.
Immun. 62, 1576-1583 (1994).

Morrison, R. P, Manning, D. S. & Caldwell, H. D. in Sexually Transmitted Diseases
Vol. 8 (ed. T.C. Quinn) 57-84 (Raven Press Ltd., 1992).

. Su, H. & Caldwell, H. D. Immunogenicity of a synthetic oligopeptide corre-

sponding to antigenically common T-helper and B-cell neutralizing epitopes of
the major outer membrane protein of Chlamydia trachomatis. Vaccine 11,
1159-1166 (1993).

Olsen, A. W., Lorenzen, E. K,, Rosenkrands, I, Follmann, F. & Andersen, P. Pro-
tective effect of vaccine promoted neutralizing antibodies against the intracel-
lular pathogen Chlamydia trachomatis. Front Immunol. 8, 1652 (2017).
Abraham, S. et al. Safety and immunogenicity of the chlamydia vaccine candidate
CTH522 adjuvanted with CAFO1 liposomes or aluminium hydroxide: a first-in-
human, randomised, double-blind, placebo-controlled, phase 1 trial. Lancet Infect.
Dis. 19, 1091-1100 (2019).

Zhang, Y. X,, Stewart, S. J. & Caldwell, H. D. Protective monoclonal antibodies to
Chlamydia trachomatis serovar- and serogroup-specific major outer membrane
protein determinants. Infect. Immun. 57, 636-638 (1989).

Su, H. & Caldwell, H. D. Immunogenicity of a chimeric peptide corresponding to T
helper and B cell epitopes of the Chlamydia trachomatis major outer membrane
protein. J. Exp. Med. 175, 227-235 (1992).

Agger, E. M. et al. Cationic liposomes formulated with synthetic mycobacterial
cordfactor (CAF01): a versatile adjuvant for vaccines with different immunological
requirements. PLoS ONE 3, e3116 (2008).

Pedersen, G. K., Andersen, P. & Christensen, D. Immunocorrelates of CAF family
adjuvants. Semin Immunol. 39, 4-13 (2018).

Darville, T. et al. Mouse strain-dependent variation in the course and outcome of
chlamydial genital tract infection is associated with differences in host response.
Infect. Inmun. 65, 3065-3073 (1997).

Megran, D. W,, Stiver, H. G,, Peeling, R, Maclean, I. W. & Brunham, R. C. Com-
plement enhancement of neutralizing antibody to the structural proteins of
Chlamydia trachomatis. J. Infect. Dis. 158, 661-663 (1988).

Yang, Z., Tang, L., Zhou, Z. & Zhong, G. Neutralizing antichlamydial activity of
complement by chlamydia-secreted protease CPAF. Microbes Infect. 18,
669-674 (2016).

Naglak, E. K., Morrison, S. G. & Morrison, R. P. Neutrophils are central to
antibody-mediated protection against genital Chlamydia. Infect. Immun. 85,
€00409-17 (2017).

Naglak, E. K., Morrison, S. G. & Morrison, R. P. IFINgamma is required for optimal
antibody-mediated immunity against genital Chlamydia infection. Infect. Immun.
84, 3232-3242 (2016).

Geisler, W. M., Suchland, R. J. & Stamm, W. E. Association of Chlamydia tracho-
matis serovar la infection with black race in a sexually transmitted diseases clinic
patient population in Birmingham, Alabama. Sex. Transm. Dis. 33, 621-624 (2006).
Singleton, R. J. et al. Invasive pneumococcal disease caused by nonvaccine ser-
otypes among alaska native children with high levels of 7-valent pneumococcal
conjugate vaccine coverage. JAMA 297, 1784-1792 (2007).

Bandea, C. I. et al. Chlamydia trachomatis serovars among strains isolated from
members of rural indigenous communities and urban populations in Australia. J.
Clin. Microbiol. 46, 355-356 (2008).

Hsu, M. C. et al. Genotyping of Chlamydia trachomatis from clinical specimens in
Taiwan. J. Med Microbiol. 55, 301-308 (2006).

Published in partnership with the Sealy Institute for Vaccine Sciences



48.

49,

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

Lysen, M. et al. Characterization of ompA genotypes by sequence analysis of DNA
from all detected cases of Chlamydia trachomatis infections during 1 year of
contact tracing in a Swedish County. J. Clin. Microbiol 42, 1641-1647 (2004).
Millman, K. et al. Population-based genetic and evolutionary analysis of Chla-
mydia trachomatis urogenital strain variation in the United States. J. Bacteriol.
186, 2457-2465 (2004).

Workowski, K. A., Suchland, R. J.,, Pettinger, M. B. & Stamm, W. E. Association of
genital infection with specific Chlamydia trachomatis serovars and race. J. Infect.
Dis. 166, 1445-1449 (1992).

Minguet, S., Dopfer, E. P. & Schamel, W. W. Low-valency, but not monovalent,
antigens trigger the B-cell antigen receptor (BCR). Int Immunol. 22, 205-212 (2010).
Wang, Y. et al. Identification of surface-exposed components of MOMP of Chla-
mydia trachomatis serovar F. Protein Sci. 15, 122-134 (2006).

Findlay, H. E., McClafferty, H. & Ashley, R. H. Surface expression, single-channel
analysis and membrane topology of recombinant Chlamydia trachomatis major
outer membrane protein. BMC Microbiol. 5, 5 (2005).

Grasse, M., Rosenkrands, 1, Olsen, A., Follmann, F. & Dietrich, J. A flow cytometry-
based assay to determine the phagocytic activity of both clinical and nonclinical
antibody samples against Chlamydia trachomatis. Cytom. A 93, 525-532 (2018).
Lin, J. S, Yan, L. L, Ho, Y. & Rice, P. A. Early complement components enhance
neutralization of Chlamydia trachomatis infectivity by human sera. Infect. Immun.
60, 2547-2550 (1992).

Lausen, M. et al. Analysis of complement deposition and processing on Chla-
mydia trachomatis. Med Microbiol. Inmunol. 210, 13-32 (2020).

Cotter, T. W. et al. Protective efficacy of major outer membrane protein-specific
immunoglobulin A (IgA) and IgG monoclonal antibodies in a murine model of
Chlamydia trachomatis genital tract infection. Infect. Immun. 63, 4704-4714 (1995).
Pal, S., Theodor, |, Peterson, E. M. & de la Maza, L. M. Monoclonal immunoglobulin
A antibody to the major outer membrane protein of the Chlamydia trachomatis
mouse pneumonitis biovar protects mice against a chlamydial genital challenge.
Vaccine 15, 575-582 (1997).

O’Meara, C. P. et al. Induction of partial immunity in both males and females is
sufficient to protect females against sexual transmission of Chlamydia. Mucosal
Immunol. 9, 1076-1088 (2016).

Ramsey, K. H. & Rank, R. G. Resolution of chlamydial genital infection with
antigen-specific T-lymphocyte lines. Infect. Immun. 59, 925-931 (1991).

Perry, L. L., Feilzer, K. & Caldwell, H. D. Immunity to Chlamydia trachomatis is
mediated by T helper 1 cells through IFN-gamma-dependent and -independent
pathways. J. Immunol. 158, 3344-3352 (1997).

Johansson, M., Schon, K., Ward, M. & Lycke, N. Studies in knockout mice reveal
that anti-chlamydial protection requires TH1 cells producing IFN-gamma: is this
true for humans? Scand. J. Immunol. 46, 546-552 (1997).

Morrison, S. G., Su, H. Caldwell, H. D. & Morrison, R. P. Immunity to murine
Chlamydia trachomatis genital tract reinfection involves B cells and CD4(+) T cells
but not CD8(+) T cells. Infect. Immun. 68, 6979-6987 (2000).

Gondek, D. C, Roan, N. R. & Starnbach, M. N. T cell responses in the absence of
IFN-gamma exacerbate uterine infection with Chlamydia trachomatis. J. Immunol.
183, 1313-1319 (2009).

Gondek, D. C, Olive, A. J,, Stary, G. & Starnbach, M. N. CD4+ T cells are necessary
and sufficient to confer protection against Chlamydia trachomatis infection in the
murine upper genital tract. J. Immunol. 189, 2441-2449 (2012).

Cohen, C. R. et al. Immunoepidemiologic profile of Chlamydia trachomatis
infection: importance of heat-shock protein 60 and interferon- gamma. J. Infect.
Dis. 192, 591-599 (2005).

Kimani, J. et al. Risk factors for Chlamydia trachomatis pelvic inflammatory disease
among sex workers in Nairobi, Kenya. J. Infect. Dis. 173, 1437-1444 (1996).
Ortiz, L. et al. Chlamydia trachomatis major outer membrane protein (MOMP)
epitopes that activate HLA class ll-restricted T cells from infected humans. J.
Immunol. 157, 4554-4567 (1996).

Ortiz, L, Angevine, M., Kim, S. K., Watkins, D. & DeMars, R. T-cell epitopes in
variable segments of Chlamydia trachomatis major outer membrane protein elicit
serovar-specific immune responses in infected humans. Infect. Immun. 68,
1719-1723 (2000).

lkehata, M., Numazaki, K. & Chiba, S. Analysis of Chlamydia trachomatis serovars in
endocervical specimens derived from pregnant Japanese women. FEMS Immunol.
Med. Microbiol. 27, 35-41 (2000).

Lesiak-Markowicz, 1., Schotta, A. M., Stockinger, H., Stanek, G. & Markowicz, M.
Chlamydia trachomatis serovars in urogenital and ocular samples collected 2014-
2017 from Austrian patients. Sci. Rep. 9, 18327 (2019).

Wern, J. E, Sorensen, M. R, Olsen, A. W., Andersen, P. & Follmann, F. Simultaneous
subcutaneous and intranasal administration of a CAFO1-adjuvanted Chlamydia
vaccine elicits elevated IgA and protective Th1/Th17 responses in the genital
tract. Front Immunol. 8, 569 (2017).

Published in partnership with the Sealy Institute for Vaccine Sciences

AW. Olsen et al.

np)j

73. Nguyen, N. et al. Parenteral vaccination protects against transcervical infection
with Chlamydia trachomatis and generate tissue-resident T cells post-challenge.
NPJ Vaccines 5, 7 (2020).

74. Fahrbach, K. M., Malykhina, O., Stieh, D. J. & Hope, T. J. Differential binding of IgG
and IgA to mucus of the female reproductive tract. PLoS ONE 8, 76176 (2013).

75. Brunham, R. C, Kuo, C. C, Cles, L. & Holmes, K. K. Correlation of host immune
response with quantitative recovery of Chlamydia trachomatis from the human
endocervix. Infect. Immun. 39, 1491-1494 (1983).

76. Lorenzen, E. et al. Intramuscular Priming and Intranasal Boosting Induce Strong
Genital Immunity Through Secretory IgA in Minipigs Infected with Chlamydia
trachomatis. Front Immunol. 6, 628 (2015).

ACKNOWLEDGEMENTS

We appreciate the excellent technical assistance provided by Sanne Kelly, Patricia
Grénes, Lene Rasmussen, and Anne Bjorlig and the staff at the experimental
animal facilities at Statens Serum Institut. This study was supported by the Danish
Council for Independent Research | Medical Sciences [Grant no.: DFF-4004-00424],
and by the European Commission through the Horizon 2020 TRACVAC project
[2017-733373].

AUTHOR CONTRIBUTIONS

AW.0. designed and conducted the experiments, performed data analysis, generated
figures and tables, and wrote the paper. F.F. contributed to the design of the
experiments, the interpretation of the results, the writing of the paper, and
supervised the project. P.A. contributed to the design of the experiments, the
interpretation of the results, and revised the paper. M.J.H. and I.R. contributed with
materials and reagents, the interpretation of the results, and revised the paper. All
authors read and approved the final paper.

COMPETING INTERESTS

The authors declare that the research was conducted in the absence of any
commercial or financial relationships that could be construed as a potential conflict
of interest. AW.O., IR, P.A, and F.F. are co-inventors on a patent application
relating to C.t. vaccines. All rights have been assigned to Statens Serum Institut, a
Danish not-for-profit governmental institute. AW.O., LR, P.A., and F.F. are
employees at Statens Serum Institut. MJ.H. is an employee of London School of
Hygiene & Tropical Medicine.

ADDITIONAL INFORMATION

Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41541-021-00312-9.

Correspondence and requests for materials should be addressed to Anja Weinreich
Olsen.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons

5Y Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

© The Author(s) 2021, corrected publication 2022

npj Vaccines (2021) 58

11


https://doi.org/10.1038/s41541-021-00312-9
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	A Chlamydia trachomatis VD1-MOMP vaccine elicits cross-�neutralizing and protective antibodies against C/�C-�related complex serovars
	Introduction
	Results
	Immunogenicity and neutralizing activity of extended VD1 constructs from SvA and SvJ
	Specificity of the antibody and T-nobreakcell responses
	Cross-neutralization of SvA and SvJ
	In vivo effect of functional antibodies
	Cross-recognition of the VD1 regions of C.t. with extVD1A&#x0002A;4-specific serum
	Cross-recognition/neutralization of C.t. serovars with extVD1A&#x0002A;4-specific serum
	Heterologous protection of extVD1A&#x0002A;4/CAF01 against a SvIa challenge

	Discussion
	Methods
	Cultivation and harvesting of C.t
	Antigen cloning and purification
	Peptide constructs and overlapping PepSets
	Animals
	Immunization
	ELISA for antigen-specific antibodies in serum and vaginal washes
	C.t.-specific cellular responses
	Neutralization assay
	In vitro neutralization assay
	In vivo neutralization

	Competitive inhibition of surface recognition and neutralization
	Vaginal challenge and cultures
	Statistical analysis
	Reporting summary

	DATA AVAILABILITY
	References
	Acknowledgements
	Author contributions
	Competing interests
	ADDITIONAL INFORMATION




